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77 LossNofNSpikeNNkogNglycosylationNasNanNimportantNevolutionaryNeventNforNtheNenhancedNinfectivityNofN
SyRSd oVdieeNCelllResearchcN2022cN 24.7 2

76  haracterizationNofNSyRSd oVdiNVariantsNzehenhoehNWKappaYcNzehenhoeiNW·eltaYcNandNzehenhpNbyN ellN
EntryNandNImmuneNEvasioneeNMBiocN2022cNegggqqii 7.8 3

75 Rz·NtrimerNmRNyNvaccineNelicitsNbroadNandNprotectiveNimmuneNresponsesNagainstNSyRSd oVdiN
variantseeNISciencecN2022cNhglglk 6.1 3

74 StructuralNinsightsNintoNtheNSyRSd oVdiNOmicronNRz·dy EiNinteractioneeNCelllResearchcN2022cN 24.7 7

73 yNPotentNandNProtectiveNκumanNNeutralizingNyntibodyNygainstNSyRSd oVdiNVariantseeNFrontierslinl
ImmunologycN2021cNhicNonnpih 8.4 5

72 MutationNYlmkαNinNtheNspikeNproteinNofNSyRSd oVdiNenhancesNinteractionNwithNtheNminkNy EiN
receptorNforNhostNadaptioneNPLoSlPathogenscN2021cNhocNehghggmk 7.6 6

71 SusceptibilitiesNofNhumanNy EiNgeneticNvariantsNinNcoronavirusNinfectioneNJournalloflVirologycN2021cNJVIghlqiih6.6 2

70 yNpotentNandNprotectiveNhumanNneutralizingNantibodyNtargetingNaNnovelNvulnerableNsiteNofN
EpsteindzarrNviruseNNaturelCommunicationscN2021cNhicNnnil 17.4 3

69
yNshedding´ solubleNformNofNinterleukindhoNreceptorN·NexacerbatesNcollagendinducedNarthritisN
throughNfacilitating´ TNαd˛–ddependentNreceptorNclusteringeNCellularlandlMolecularlImmunologycN2021cN
hpcNhppkdhpqm

15.4 4

68 zatNandNpangolinNcoronavirusNspikeNglycoproteinNstructuresNprovideNinsightsNintoNSyRSd oVdiN
evolutioneNNaturelCommunicationscN2021cNhicNhngo 17.4 31

67
αunctionalNandNgeneticNanalysisNofNviralNreceptorNy EiNorthologsNrevealsNaNbroadNpotentialNhostN
rangeNofNSyRSd oVdieNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericacN2021cNhhpcN

11.5 73

66  omparativeNanalysisNrevealsNtheNspeciesdspecificNgeneticNdeterminantsNofNy EiNrequiredNforN
SyRSd oVdiNentryeNPLoSlPathogenscN2021cNhocNehggqkqi 7.6 16

65 StructuralNbasisNforNbivalentNbindingNandNinhibitionNofNSyRSd oVdiNinfectionNbyNhumanNpotentN
neutralizingNantibodieseNCelllResearchcN2021cNkhcNmhodmim 24.7 20

64 Interleukindho·NregulatesNgroupNkNinnateNlymphoidNcellNfunctionNthroughNitsNreceptorN ·qkeN
ImmunitycN2021cNmlcNnokdnpneel 32.3 13

63 StructuralNbasisNofNtetanusNtoxinNneutralizationNbyNnativeNhumanNmonoclonalNantibodieseNCelll
ReportscN2021cNkmcNhgqgog 10.6 4

62 TheNbatNy EiNandNmultipleNanimalNorthologsNareNfunctionalNreceptorsNforNbatNcoronavirusNRaTβhkN
andNSyRSd oVdieNSciencelBulletincN2021cNnncNhihmdhiio 10.6 9

61 StructuralNbasisNofNsevereNacuteNrespiratoryNsyndromeNcoronavirusNiNinfectioneNCurrentlOpinionlinl
HIVlandlAIDScN2021cNhncNoldph 4.2 3
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60 StructuralNinsightNintoNaNβκhN˛†dglucosidaseNfromNtheNoleaginousNmicroalgacNNannochloropsisN
oceanicaeNInternationallJournalloflBiologicallMacromoleculescN2021cNhogcNhqndign 7.9 2

59 UltradfastNandNonsiteNinterrogationNofNSevereNycuteNRespiratoryNSyndromeN oronavirusNiN
WSyRSd oVdiYNinNwatersNviaNsurfaceNenhancedNRamanNscatteringNWSERSYeNWaterlResearchcN2021cNiggcNhhoilk12.5 34

58 PotentNandNprotectiveNIβκVkdmkfkdnnNpublicNantibodiesNandNtheirNsharedNescapeNmutantNonNtheN
spikeNofNSyRSd oVdieNNaturelCommunicationscN2021cNhicNlihg 17.4 23

57 ynalysisNofNSyRSd oVdiNvariantNmutationsNrevealsNneutralizationNescapeNmechanismsNandNtheNabilityN
toNuseNy EiNreceptorsNfromNadditionalNspecieseNImmunitycN2021cNmlcNhnhhdhniheem 32.3 85

56  haracterizationNandNstructuralNbasisNofNaNlethalNmousedadaptedNSyRSd oVdieNNaturel
CommunicationscN2021cNhicNmnml 17.4 32

55 yntibodyNneutralizationNofNSyRSd oVdiNthroughNy EiNreceptorNmimicryeNNaturelCommunicationscN
2021cNhicNimg 17.4 45

54 ·etectionNofNSyRSd oVdidSpecificNκumoralNandN ellularNImmunityNinN OVI·dhqN onvalescentN
IndividualseNImmunitycN2020cNmicNqohdqooeek 32.3 707

53 StructureNofNtheNSyRSd oVdiNspikeNreceptordbindingNdomainNboundNtoNtheNy EiNreceptoreNNaturecN
2020cNmphcNihmdiig 50.4 2961

52 TargetedNinhibitionNofNactivatedNproteinN NbyNaNnondactivedsiteNinhibitoryNantibodyNtoNtreatN
hemophiliaeNNaturelCommunicationscN2020cNhhcNiqqi 17.4 10

51  ryodEMNstructuresNofNκKUiNandNSy·Sd oVNspikeNglycoproteinsNprovideNinsightsNintoNcoronavirusN
evolutioneNNaturelCommunicationscN2020cNhhcNkgog 17.4 20

50  rystallizationNandNStructuralN·eterminationNofNtheNReceptordzindingN·omainNofNMERSd oVNSpikeN
βlycoproteineNMethodslinlMolecularlBiologycN2020cNigqqcNkqdmg 1.4

49 ULKhNphosphorylatesNExoogNtoNsuppressNbreastNcancerNmetastasiseNNaturelCommunicationscN2020cN
hhcNhho 17.4 20

48 κighNSelectivityNofNanN˛–d onotoxinNLvIyNynalogueNforN˛–k˛†iNNicotinicNycetylcholineNReceptorsNIsN
MediatedNbyN˛†iNαunctionallyNImportantNResidueseNJournalloflMedicinallChemistrycN2020cNnkcNhknmndhknnp 8.3 7

47 κumanNneutralizingNantibodiesNelicitedNbyNSyRSd oVdiNinfectioneNNaturecN2020cNmplcNhhmdhhq 50.4 982

46 yntibodiesNandNvaccinesNagainstNMiddleNEastNrespiratoryNsyndromeNcoronaviruseNEmerginglMicrobesl
andlInfectionscN2019cNpcNplhdpmn 18.9 58

45 SingleNintranasalNimmunizationNwithNchimpanzeeNadenovirusdbasedNvaccineNinducesNsustainedNandN
protectiveNimmunityNagainstNMERSd oVNinfectioneNEmerginglMicrobeslandlInfectionscN2019cNpcNongdooi 18.9 30

44  ardiacdspecificNablationNofNglutaredoxinNkNleadsNtoNcardiacNhypertrophyNandNheartNfailureeN
PhysiologicallReportscN2019cNocNehlgoh 2.6 10

43 StructuralNandNfunctionalNdefinitionNofNaNvulnerableNsiteNonNtheNhemagglutininNofNhighlyNpathogenicN
avianNinfluenzaNyNvirusNκmNheNJournalloflBiologicallChemistrycN2019cNiqlcNliqgdlkgk 5.4 4
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42 StructuralNdefinitionNofNaNneutralizationNepitopeNonNtheNNdterminalNdomainNofNMERSd oVNspikeN
glycoproteineNNaturelCommunicationscN2019cNhgcNkgnp 17.4 94

41 αunctionalNRelevanceNofNInterleukindhNReceptorNInterddomainNαlexibilityNforN ytokineNzindingNandN
SignalingeNStructurecN2019cNiocNhiqndhkgoeem 5.2 2

40 StructuralNinsightsNintoNtheNspeciesNpreferenceNofNtheNinfluenzaNzNvirusNNShNproteinNinNISβhmNbindingeN
ProteinlandlCellcN2019cNhgcNnphdnpo 7.2 5

39 StructuralNandNfunctionalNcharacterizationNofNκIVdhNcellNfusionNinhibitorNTigeNAidscN2019cNkkcNhdhh 3.5 29

38 ExceptionalNpotencyNandNstructuralNbasisNofNaNThilqdderivedNlipopeptideNfusionNinhibitorNagainstN
κIVdhcNκIVdicNandNsimianNimmunodeficiencyNviruseNJournalloflBiologicallChemistrycN2018cNiqkcNmkikdmkkl 5.4 22

37  ryodEMNstructureNofNtheNexocystNcomplexeNNaturelStructurallandlMolecularlBiologycN2018cNimcNhkqdhln 17.6 69

36 StructuralNInsightsNintoNtheNMechanismsNofNyctionNofNShortdPeptideNκIVdhNαusionNInhibitorsN
TargetingNtheNβplhNPocketeNFrontierslinlCellularlandlInfectionlMicrobiologycN2018cNpcNmh 5.9 11

35 StructuralN·efinitionNofNaNUniqueNNeutralizationNEpitopeNonNtheNReceptordzindingN·omainNofN
MERSd oVNSpikeNβlycoproteineNCelllReportscN2018cNilcNllhdlmi 10.6 43

34  ryodEMNstructureNofNtheNSyRSNcoronavirusNspikeNglycoproteinNinNcomplexNwithNitsNhostNcellNreceptorN
y EieNPLoSlPathogenscN2018cNhlcNehggoikn 7.6 523

33  omplementaryNrecognitionNofNtheNreceptordbindingNsiteNofNhighlyNpathogenicNκmNhNinfluenzaN
virusesNbyNtwoNhumanNneutralizingNantibodieseNJournalloflBiologicallChemistrycN2018cNiqkcNhnmgkdhnmho 5.4 6

32 UltrapotentNκumanNNeutralizingNyntibodyNRepertoiresNygainstNMiddleNEastNRespiratoryNSyndromeN
 oronavirusNαromNaNRecoveredNPatienteNJournalloflInfectiouslDiseasescN2018cNihpcNhilqdhing 7 50

31 zMPNrestrictsNstemnessNofNintestinalNLgrmNstemNcellsNbyNdirectlyNsuppressingNtheirNsignatureNgeneseN
NaturelCommunicationscN2017cNpcNhkpil 17.4 142

30 TheNcrystalNstructureNofNycdy hzPNinNcomplexNwithN˛–dconotoxinNLvIyNrevealsNtheNmechanismNofNitsN
selectivityNtowardsNdifferentNny hRNsubtypeseNProteinlandlCellcN2017cNpcNnomdnpm 7.2 16

29 SelectiveNoxidationNofNaliphaticN dκNbondsNinNalkylphenolsNbyNaNchemomimeticNbiocatalyticNsystemeN
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericacN2017cNhhlcNEmhiqdEmhko11.5 13

28  ryodelectronNmicroscopyNstructuresNofNtheNSyRSd oVNspikeNglycoproteinNrevealNaNprerequisiteN
conformationalNstateNforNreceptorNbindingeNCelllResearchcN2017cNiocNhhqdhiq 24.7 410

27 StructuralNinsightsNintoNtheNsubstrateNspecificityNofNaNglycosideNhydrolaseNfamilyNmNlichenaseNfromNspeN
αkieNBiochemicallJournalcN2017cNlolcNkkokdkkpq 3.8 14

26 ModellingNofNmicrobialNpolyhydroxyalkanoateNsurfaceNbindingNproteinNPhaPNforNrationalN
mutagenesiseNMicrobiallBiotechnologycN2017cNhgcNhlggdhlhh 6.3 7

25 EnfuvirtideNWTigYdzasedNLipopeptideNIsNaNPotentNκIVdhN ellNαusionNInhibitorrNImplicationsNforNViralN
EntryNandNInhibitioneNJournalloflVirologycN2017cNqhcN 6.6 39
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24 αromNcrystalNstructureNofN˛–dconotoxinNβI NinNcomplexNwithNycdy hzPNtoNmolecularNdeterminantsNofN
itsNhighNselectivityNforN˛–k˛†iNny hReNScientificlReportscN2016cNncNiiklq 4.9 35

23  onformationalNSamplingNandNzindingNSiteNyssessmentNofNSuppressionNofNTumorigenicityNiN
EctodomaineNPLoSlONEcN2016cNhhcNeghlnmii 3.7 7

22 StructuralNInsightsNonNPκyNzindingNProteinNPhaPNfromNyeromonasNhydrophilaeNScientificlReportscN
2016cNncNkqlil 4.9 19

21 KinesinNhN·rivesNyutolysosomeNTubulationeNDevelopmentallCellcN2016cNkocNkindkkn 10.2 79

20 OnedstepNhomozygosityNinNpreciseNgeneNeditingNbyNanNimprovedN RISPRf asqNsystemeNCelllResearchcN
2016cNincNnkkdn 24.7 12

19 NuclearNglutaredoxinNkNisNcriticalNforNprotectionNagainstNoxidativeNstressdinducedNcellNdeatheNFreel
RadicallBiologylandlMedicinecN2015cNpmcNhqodign 7.8 20

18 StructuralNbasisNforNtheNneutralizationNofNMERSd oVNbyNaNhumanNmonoclonalNantibodyNMERSdioeN
ScientificlReportscN2015cNmcNhkhkk 4.9 54

17 TumorNnecrosisNfactorNreceptorNiNWTNαRiY´•interleukindhoNreceptorN·NWILdhoR·YNheteromerizationN
revealsNaNnovelNmechanismNforNNαd˛”zNactivationeNJournalloflBiologicallChemistrycN2015cNiqgcNpnhdoh 5.4 22

16  omprehensiveNanalysisNofNantibodyNrecognitionNinNconvalescentNhumansNfromNhighlyNpathogenicN
avianNinfluenzaNκmNhNinfectioneNNaturelCommunicationscN2015cNncNppmm 17.4 31

15 StructuralNbasisNforNtheNspecificNrecognitionNofNILdhpNbyNitsNalphaNreceptoreNFEBSlLetterscN2014cNmppcNkpkpdlk3.8 11

14 yNnovelNmechanismNunderliesNcaspaseddependentNconversionNofNtheNdicerNribonucleaseNintoNaN
deoxyribonucleaseNduringNapoptosiseNCelllResearchcN2014cNilcNihpdki 24.7 10

13 MammalianNWTyPNisNaNregulatoryNsubunitNofNtheNRNyNNndmethyladenosineNmethyltransferaseeNCelll
ResearchcN2014cNilcNhoodpq 24.7 1061

12 PotentNneutralizationNofNMERSd oVNbyNhumanNneutralizingNmonoclonalNantibodiesNtoNtheNviralNspikeN
glycoproteineNSciencelTranslationallMedicinecN2014cNncNiklramq 17.5 165

11
StructuralNstudiesNofNβ·NαNfamilyNligandsNwithNtheirNreceptorsdInsightsNintoNligandNrecognitionNandN
activationNofNreceptorNtyrosineNkinaseNRETeNBiochimicalEtlBiophysicalActal-lProteinslandlProteomicscN
2013cNhpklcNiigmdhi

4 40

10 StructureNofNMERSd oVNspikeNreceptordbindingNdomainNcomplexedNwithNhumanNreceptorN·PPleNCelll
ResearchcN2013cNikcNqpndqk 24.7 459

9  rystalNstructureNofNhumanNISβhmNproteinNinNcomplexNwithNinfluenzaNzNvirusNNShzeNJournallofl
BiologicallChemistrycN2011cNipncNkgimpdkgini 5.4 13

8 StructuralNandNcomputationalNinsightsNintoNtheNSyRSd oVdiNOmicronNRz·dy EiNinteraction 4

7 PotentNhumanNneutralizingNantibodiesNelicitedNbyNSyRSd oVdiNinfection 211

(-2016)
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6 αunctionalNandNβeneticNynalysisNofNViralNReceptorNy EiNOrthologsNRevealsNaNzroadNPotentialNκostN
RangeNofNSyRSd oVdi 30

5 zatNandNpangolinNcoronavirusNspikeNglycoproteinNstructuresNprovideNinsightsNintoNSyRSd oVdiNevolution 1

4 StructuralNbasisNforNbivalentNbindingNandNinhibitionNofNSyRSd oVdiNinfectionNbyNhumanNpotentN
neutralizingNantibodies 2

3  haracterizationNandNstructuralNbasisNofNaNlethalNmousedadaptedNSyRSd oVdi 16

2 SyRSd oVdiNvariantsNresistNantibodyNneutralizationNandNbroadenNhostNy EiNusage 8

1  haracterizationNofNSyRSd oVdiNvariantsNzehenhoehNWKappaYcNzehenhoeiNW·eltaYNandNzehenhpNonNcellN
entrycNhostNrangecNandNsensitivityNtoNconvalescentNplasmaNandNy EiNdecoyNreceptor 2
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