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22 κighNSelectivityNofNanN˛–d onotoxinNLvIyNynalogueNforN˛–k˛†iNNicotinicNycetylcholineNReceptorsNIsN
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6 SusceptibilitiesNofNhumanNy EiNgeneticNvariantsNinNcoronavirusNinfectioneNJournalloflVirologycN2021cNJVIghlqiih6.6 2
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βlycoproteineNMethodslinlMolecularlBiologycN2020cNigqqcNkqdmg 1.4

Xinquan Wang

6


