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Archaea associated with human surfaces: not to be underestimated. FEMS Microbiology Reviews, 2015,
39, 631-648.

A structured weight loss program increases gut microbiota phylogenetic diversity and reduces levels 05 82
of Collinsella in obese type 2 diabetics: A pilot study. PLoS ONE, 2019, 14, e0219489. :
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Altered Gut Microbial Metabolism of Essential Nutrients in Primary Sclerosing Cholangitis.
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Consistent alterations in faecal microbiomes of patients with primary sclerosing cholangitis
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The fecal mycobiome in non-alcoholic fatty liver disease. Journal of Hepatology, 2022, 76, 788-799.

A diseasea€specific decline of the relative abundance of <i>Bifidobacterium</i> in patients with

autoimmune hepatitis. Alimentary Pharmacology and Therapeutics, 2020, 51, 1417-1428. 3.7 55

Helicobacter pylori infection associates with fecal microbiota composition and diversity. Scientific
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The Gut Microbiome in Patients With Chronic Pancreatitis Is Characterized by Significant Dysbiosis
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Microbiomarkers in inflammatory bowel diseases: caveats come with caviar. Gut, 2017, 66, 1734-1738.
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Histone variants in archaea and the evolution of combinatorial chromatin complexity. Proceedings of
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Biofilm formation of mucosa-associated methanoarchaeal strains. Frontiers in Microbiology, 2014, 5, a5 97
353. :

Gut mycobiome of primary sclerosing cholangitis patients is characterised by an increase of
<i>Trichocladium griseum</i> and <i>Candida</i> species. Gut, 2020, 69, 1890-1892.

Short-term physical exercise impacts on the human holobiont obtained by a randomised intervention 3.3 24
study. BMC Microbiology, 2021, 21, 162. ’

Circulating microbiome in patients with portal hypertension. Gut Microbes, 2022, 14, 2029674.
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Health- and disease-associated species clusters in complex natural biofilms determine the innate
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