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45 StepsNtowardNbroadbspectrumNtherapeuticsoNdiscoveringNvirulencebassociatedNgenesNpresentNinN
diverseNhumanNpathogenscNBMCiGenomicsaN2009aNfeaNjef 4.5 18

44 xampylobacterNjejuniNgeneNcjejffNencodesNaNserineNpeptidaseNessentialNforNcolonisationcNFEBSiOpeni
BioaN2014aNiaNikmblg 2.7 15

43 xampylobacterbvcanthamoebaNinteractionscNMicrobiologyisUnitediKingdomtaN2015aNfkfaNnhhbnil 2.9 14

42 LactobacillusNfermentumNhmlgNgenomeNsequencingNrevealsNplasmidNandNchromosomalNgenesN
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36 ProcedureNforNtheNinvestigationNofNbacterialNgenomesoNrandomNshotbgunNcloningaNsampleNsequencingN
andNmutagenesisNofNxampylobacterNjejunicNBioTechniquesaN1999aNgkaNjebgaNjiaNjk 2.5 11
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