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Alternative developmental and transcriptomic responses to host plant water limitation in a butterfly
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Higher host plant specialization of root4€associated endophytes than mycorrhizal fungi along an
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Data collected by fruit bodya€-and DNAd€based survey methods yield consistent speciesd€tod€species
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A unified framework for analysis of individual-based models in ecology and beyond. Nature
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Phytotoxin produced by the netted scab pathogen, Streptomyces turgidiscabies strain 65, isolated in
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Give me a sample of air and | will tell which species are found from your region: Molecular
identification of fungi from airborne spore samples. Molecular Ecology Resources, 2018, 18, 511-524.

Animal Sound Identifier (<scp>ASl<[scp>): software for automated identification of vocal animals. 6.4 35
Ecology Letters, 2018, 21, 1244-1254. .

<scp>Protax<[scp>a€fungi: a webd€based tool for probabilistic taxonomic placement of fungal internal

transcribed spacer sequences. New Phytologist, 2018, 220, 517-525.

BARCOSEL: a tool for selecting an optimal barcode set for high-throughput sequencing. BMC 06 35
Bioinformatics, 2018, 19, 257. :
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Methods in Ecology and Evolution, 2017, 8, 398-407.

Carrion flya€eerived <scp>DNA</[scp> metabarcoding is an effective tool for mammal surveys: Evidence
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Heat shock and prolonged heat stress attenuate neurotoxin and sporulation gene expression in group
| Clostridium botulinum strain ATCC 3502. PLoS ONE, 2017, 12, e0176944.
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Reintroduction of threatened fungal species via inoculation. Biological Conservation, 2016, 203,
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Transcriptome Analysis Reveals Signature of Adaptation to Landscape Fragmentation. PLoS ONE, 2014,
9,el01467.
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Protein Secretome of Moss Plants (<i>Physcomitrella patens</i>) with Emphasis on Changes Induced
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Comparison of Clostridium botulinum genomes shows the absence of cold shock protein coding
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Sequencing of Virulence Genes Shows Limited Genetic Variability inYersinia pseudotuberculosis. L8 5
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species isolated from potato scab lesions in Norway. Molecular Plant Pathology, 2012, 13, 174-186.

Expression of Signal Transduction System Encoding Genes of Yersinia pseudotuberculosis IP32953 at 05 35
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ONE, 2008, 3, e1880. 2.5 23



PANU SOMERVUO

# ARTICLE IF CITATIONS

Speech Dimensionality Analysis on Hypercubical Self-Organizing Maps. Neural Processing Letters, 2003,

17,125-136.

Redundant Hash Addressing of Feature Sequences Using the Self-Organizing Map. Neural Processing

56 Letters, 1999, 10, 25-34. 3.2 0

Self-Organizing Maps and Learning Vector Quantization for Feature Sequences. Neural Processing

Letters, 1999, 10, 151-159.

58 Self-organizing maps of symbol strings. Neurocomputing, 1998, 21, 19-30. 5.9 214



