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The rice wound-inducible transcription factor RERJ1 sharing same signal transduction pathway with
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6 Genome-wide screening of genes associated with momilactone B sensitivity in the fission yeast
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8 Effects of environmental factors and coexisting substrates on PAH degradation and transcriptomic
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9 Azoxystrobin amine: A novel azoxystrobin degradation product from Bacillus licheniformis strain
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10 Crystal structure of the ferredoxin reductase component of carbazole 1,9a-dioxygenase from
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13 Deciphering OPDA Signaling Components in the Momilactone-Producing Moss. Frontiers in Plant
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15 Biotransformation of Monocyclic Phenolic Compounds by Bacillus licheniformis TAB7.
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16 Light Response of <i>Pseudomonas putida</i> KT2440 Mediated by Class II LitR, a Photosensor Homolog.
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17 H-NS Family Proteins Drastically Change Their Targets in Response to the Horizontal Transfer of the
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Genomic evidence for convergent evolution of gene clusters for momilactone biosynthesis in land
plants. Proceedings of the National Academy of Sciences of the United States of America, 2020, 117,
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23 Ecological impact assessment of a bioaugmentation site on remediation of chlorinated ethylenes by
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Proteome and acylome analyses of the functional interaction network between the
carbazoleâ€•degradative plasmid pCAR1 and host <i>Pseudomonas putida</i> KT2440. Environmental
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25 Characterization of bacterial community structure in a hydrocarbon-contaminated tropical African
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26 Synergistic degradation of pyrene by five culturable bacteria in a mangrove sediment-derived bacterial
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31 Divalent cations increase the conjugation efficiency of the incompatibility P-7 group plasmid pCAR1
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32 Thermophilic bacteria are potential sources of novel Rieske non-heme iron oxygenases. AMB Express,
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33 OsMYC2, an essential factor for JA-inductive sakuranetin production in rice, interacts with MYC2-like
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35 OsMYC2 mediates numerous defence-related transcriptional changes via jasmonic acid signalling in
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Compounds Bearing Hydroxyl Groups. Applied and Environmental Microbiology, 2015, 81, 2808-2818. 3.1 32

50 Modulation of primary cell function of host <i><scp>P</scp>seudomonas</i> bacteria by the
conjugative plasmid <scp>pCAR</scp>1. Environmental Microbiology, 2015, 17, 134-155. 3.8 38

51 Overexpression of the bZIP transcription factor OsbZIP79 suppresses the production of diterpenoid
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Identification of Target Genes of the bZIP Transcription Factor OsTGAP1, Whose Overexpression
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9, e105823.

2.5 33
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54 Structural Basis of the Divergent Oxygenation Reactions Catalyzed by the Rieske Nonheme Iron
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Crystallization and preliminary X-ray diffraction studies of the reduced form of the terminal
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70 Structural insight into the substrate- and dioxygen-binding manner in the catalytic cycle of rieske
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Crystal structure of the ferredoxin component of carbazole 1,9a-dioxygenase of Pseudomonas
resinovorans strain CA10, a novel Rieske non-heme iron oxygenase system. Proteins: Structure,
Function and Bioinformatics, 2005, 58, 779-789.

2.6 40
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Transcriptional Regulation of the ant Operon, Encoding Two-Component Anthranilate
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