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Auxiliary ATP binding sites support DNA unwinding by RecBCD. Nature Communications, 2022, 13, 1806.

Global ubiquitinome profiling identifies NEDD4 as a regulator of Profilin 1 and actin remodelling in
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Ubiquitination and receptor-mediated mitophagy converge to eliminate oxidation-damaged
mitochondria during hypoxia. Redox Biology, 2021, 45, 102047.
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Phosphoproteomic characterization of the signaling network resulting from activation of the
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Proteotranscriptomic Measurements of E6-Associated Protein (E6AP) Targets in DU145 Prostate Cancer
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datad€independent acquisition (DIA) mass spectrometry. Prostate, 2018, 78, 563-575.
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Cleavage of the leptin receptor by matrix metalloproteinased€“2 promotes leptin resistance and obesity
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Biodosimetric transcriptional and Eroteomic changes are conserved in irradiated human tissue. 14 8
Radiation and Environmental Biophysics, 2018, 57, 241-249. :



20

22

24

26

28

30

32

34

36

ODED KLEIFELD

ARTICLE IF CITATIONS

Outer membrane vesicles from Neisseria gonorrhoeae target PorB to mitochondria and induce
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distinct mechanism of inhibition of trimeric G-proteins. Journal of Biological Chemistry, 2017, 292,
15143-15158.

Clinical and Pharmacological Investigation of Myotoxicity in Sri Lankan Russell#€™s Viper (Daboia) Tj ETQq0 0 0 rggTOIOverlo§§ 10 Tf 5€

N-terminal domain of Bothrops asper Myotoxin Il Enhances the Activity of Endothelin Converting
Enzyme-1 and Neprilysin. Scientific Reports, 2016, 6, 22413.
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