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290 rhloroplastXmediatedKactivationKofKplantKimmuneKsignallingKinKprabidopsisYKNaturedCommunicationsWK
2012WKbWKhae 17.4 252

289 γimeXcourseKmetabolicKprofilingKinKprabidopsisKthalianaKcellKculturesKafterKsaltKstressKtreatmentYK
JournaldofdExperimentaldBotanyWK2007WKdgWKc]dXac 7 230

288 rurrentKmetabolomicsiKpracticalKapplicationsYKJournaldofdBiosciencedanddBioengineeringWK2013WK]]dWKdfhXgh3.3 188

287 ×redictionKofKyapaneseKgreenKteaKrankingKbyKgasKchromatographyZmassKspectrometryXbasedK
hydrophilicKmetaboliteKfingerprintingYKJournaldofdAgriculturaldanddFooddChemistryWK2007WKddWKab]Xe 5.7 153

286 rurrentKmetabolomicsiKtechnologicalKadvancesYKJournaldofdBiosciencedanddBioengineeringWK2013WK]]eWKhX]e3.3 143

285 vrZ’βKbasedKmetabolomicsiKdevelopmentKofKaKdataKminingKsystemKforKmetaboliteKidentificationKbyK
usingKsoftKindependentKmodelingKofKclassKanalogyKSβx’rpTYKBMCdBioinformaticsWK2011WK]aWK]b] 3.6 141

284 ×lantKmetabolomicsiKpotentialKforKpracticalKoperationYKJournaldofdBiosciencedanddBioengineeringWK
2005WK][[WKbcfXdc 3.3 139

283
wighKthroughputKandKexhaustiveKanalysisKofKdiverseKlipidsKbyKusingKsupercriticalKfluidK
chromatographyXmassKspectrometryKforKmetabolomicsYKJournaldofdBiosciencedanddBioengineeringWK
2008WK][dWKce[Xh

3.3 116

282 βerumKmetabolomicsKasKaKnovelKdiagnosticKapproachKforKgastrointestinalKcancerYKBiomedicald
ChromatographyWK2012WKaeWKdcgXdg 1.7 110

281
sevelopmentKofKaKmethodKforKcomprehensiveKandKquantitativeKanalysisKofKplantKhormonesKbyK
highlyKsensitiveKnanoflowKliquidKchromatographyXelectrosprayKionizationXionKtrapKmassK
spectrometryYKAnalyticadChimicadActaWK2009WKecgWKa]dXad

6.6 108

280
wighXthroughputKtechniqueKforKcomprehensiveKanalysisKofKyapaneseKgreenKteaKqualityKassessmentK
usingKultraXperformanceKliquidKchromatographyKwithKtimeXofXflightKmassKspectrometryKSU×‘rZγ uK
’βTYKJournaldofdAgriculturaldanddFooddChemistryWK2008WKdeWK][f[dXg

5.7 103

279 ]wK–’ΔKbasedKmetabolicKprofilingKinKtheKevaluationKofKyapaneseKgreenKteaKqualityYKJournaldofd
AgriculturaldanddFooddChemistryWK2007WKddWKhbb[Xe 5.7 103

278 ’etabolicKprofilingKofKlipidsKbyKsupercriticalKfluidKchromatographyZmassKspectrometryYKJournaldofd
ChromatographydAWK2012WK]ad[WKa]aXh 4.5 102

277
’etabolicKturnoverKanalysisKbyKaKcombinationKofKinKvivoK]brXlabellingKfromK]br aKandKmetabolicK
profilingKwithKrtX’βZ’βKrevealsKrateXlimitingKstepsKofKtheKrbKphotosyntheticKpathwayKinK–icotianaK
tabacumKleavesYKJournaldofdExperimentaldBotanyWK2010WKe]WK][c]Xd]

7 97

276 βerumKmetabolomicsKasKaKnovelKdiagnosticKapproachKforKpancreaticKcancerYKMetabolomicsWK2010WKeWKd]gXdag4.7 97

275
βimultaneousKanalysisKforKwaterXKandKfatXsolubleKvitaminsKbyKaKnovelKsingleKchromatographyK
techniqueKunifyingKsupercriticalKfluidKchromatographyKandKliquidKchromatographyYKJournaldofd
ChromatographydAWK2014WK]beaWKaf[Xf

4.5 95

274
sevelopmentKofKaKlipidKprofilingKsystemKusingKreverseXphaseKliquidKchromatographyKcoupledKtoK
highXresolutionKmassKspectrometryKwithKrapidKpolarityKswitchingKandKanKautomatedKlipidK
identificationKsoftwareYKJournaldofdChromatographydAWK2013WK]ahaWKa]]Xg

4.5 95
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273 vlutamateKactsKasKaKkeyKsignalKlinkingKglucoseKmetabolismKtoKincretinZcp’×KactionKtoKamplifyK
insulinKsecretionYKCelldReportsWK2014WKhWKee]Xfb 10.6 94

272 ×racticalKnonXtargetedKgasKchromatographyZmassKspectrometryXbasedKmetabolomicsKplatformKforK
metabolicKphenotypeKanalysisYKJournaldofdBiosciencedanddBioengineeringWK2011WK]]aWKahaXg 3.3 94

271 rloningKandKcharacterizationKofKmevalonateKpathwayKgenesKinKaKnaturalKrubberKproducingKplantWK
weveaKbrasiliensisYKBioscienceqdBiotechnologydanddBiochemistryWK2008WKfaWKa[chXe[ 2.1 93

270 ulowerKcolorKmodulationsKofKγoreniaKhybridaKbyKdownregulationKofKchalconeKsynthaseKgenesKwithK
Δ–pKinterferenceYKJournaldofdBiotechnologyWK2004WK]]]WKaahXc[ 3.7 88

269
βupercriticalKfluidKchromatographyZ rbitrapKmassKspectrometryKbasedKlipidomicsKplatformKcoupledK
withKautomatedKlipidKidentificationKsoftwareKforKaccurateKlipidKprofilingYKJournaldofdChromatographyd
AWK2013WK]b[]WKabfXca

4.5 86

268 qulkKΔ–pKdegradationKbyKnitrogenKstarvationXinducedKautophagyKinKyeastYKEMBOdJournalWK2015WKbcWK]dcXeg13 79

267 ppplicationKofKsupercriticalKfluidKchromatographyZmassKspectrometryKtoKlipidKprofilingKofKsoybeanYK
JournaldofdBiosciencedanddBioengineeringWK2012WK]]bWKaeaXg 3.3 78

266 βimultaneousKprofilingKofKpolarKlipidsKbyKsupercriticalKfluidKchromatographyZtandemKmassK
spectrometryKwithKmethylationYKJournaldofdChromatographydAWK2013WK]afhWKhgX][f 4.5 78

265 βelectionKofKdiscriminantKmarkersKforKauthenticationKofKpsianKpalmKcivetKcoffeeKSzopiK‘uwakTiKaK
metabolomicsKapproachYKJournaldofdAgriculturaldanddFooddChemistryWK2013WKe]WKfhhcXg[[] 5.7 76

264 vrX’βXbasedKmetabolomicsKrevealsKmechanismKofKactionKforKhydrazineKinducedKhepatotoxicityKinK
ratsYKJournaldofdApplieddToxicologyWK2011WKb]WKdacXbd 4.1 74

263
wighXthroughputKphospholipidKprofilingKsystemKbasedKonKsupercriticalKfluidKextractionXsupercriticalK
fluidKchromatographyZmassKspectrometryKforKdriedKplasmaKspotKanalysisYKJournaldofd
ChromatographydAWK2012WK]ad[WKehXfd

4.5 73

262 wighlyKsensitiveKandKaccurateKprofilingKofKcarotenoidsKbyKsupercriticalKfluidKchromatographyK
coupledKwithKmassKspectrometryYKJournaldofdSeparationdScienceWK2009WKbaWK]cdhXec 3.4 73

261 srosophilaKβirtaZmammalianKβxΔγbKdeacetylatesKpγ×KsynthaseK˛†KandKregulatesKcomplexKVKactivityYK
JournaldofdCelldBiologyWK2014WKa[eWKaghXb[d 7.3 71

260 γheKcompleteKnucleotideKsequenceKofKtheKxylanaseKgeneKSxynpTKofKqacillusKpumilusYKFEBSdLettersWK
1984WK]f]WK]hfXa[] 3.8 70

259 pdiponectinZγXcadherinKsystemKenhancesKexosomeKbiogenesisKandKdecreasesKcellularKceramidesKbyK
exosomalKreleaseYKJCIdInsightWK2018WKbWK 9.9 68

258 ’Δ’×Δ qβiKaKdataKassessmentKandKmetaboliteKidentificationKtoolKforKlargeXscaleKmultipleKreactionK
monitoringKbasedKwidelyKtargetedKmetabolomicsYKAnalyticaldChemistryWK2013WKgdWKd]h]Xh 7.8 67

257 wighXthroughputKsimultaneousKanalysisKofKpesticidesKbyKsupercriticalKfluidKchromatographyZtandemK
massKspectrometryYKJournaldofdChromatographydAWK2012WK]aeeWK]cbXg 4.5 66

256 ’etabolomicsXdrivenKapproachKtoKsolvingKaKropKimbalanceKforKimprovedK]XbutanolKproductionKinK
tscherichiaKcoliYKMetabolicdEngineeringWK2017WKc]WK]bdX]cb 9.7 65
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255
’odulationKofKtheKpolySps×XribosylTationKreactionKviaKtheKprabidopsisKps×XriboseZ–pswK
pyrophosphohydrolaseWKpt–UsXfWKisKinvolvedKinKtheKresponseKtoKoxidativeKstressYKPlantdPhysiologyWK
2009WK]d]WKfc]Xdc

6.6 65

254  verexpressionKofKanKps×XriboseKpyrophosphataseWKpt–UsXaWKconfersKenhancedKtoleranceKtoK
oxidativeKstressKinKprabidopsisKplantsYKPlantdJournalWK2009WKdfWKaghXb[] 6.9 65

253 xnfluencesKofKmethamphetamineXinducedKacuteKintoxicationKonKurinaryKandKplasmaKmetabolicK
profilesKinKtheKratYKToxicologyWK2011WKagfWKahXbf 4.4 63

252 ×redicationKofKyapaneseKgreenKteaKSβenXchaTKrankingKbyKvolatileKprofilingKusingKgasKchromatographyK
massKspectrometryKandKmultivariateKanalysisYKJournaldofdBiosciencedanddBioengineeringWK2011WK]]aWKadaXd 3.3 63

251 pt–UsXeWKanKps×XriboseZ–pswKpyrophosphohydrolaseKinKprabidopsisWKpositivelyKregulatesK
–×Δ]XdependentKsalicylicKacidKsignalingYKPlantdPhysiologyWK2010WK]daWKa[[[X]a 6.6 62

250 βupergiantKpmpholyticKβugarKrhainsKwithKxmbalancedKrhargeKΔatioKuormKβalineKUltraXabsorbentK
wydrogelsYKMacromoleculesWK2008WKc]WKc[e]Xc[ec 5.5 62

249
rloningKandKcharacterizationKofKtheKaXrXmethylXsXerythritolKcXphosphateKS’t×TKpathwayKgenesKofKaK
naturalXrubberKproducingKplantWKweveaKbrasiliensisYKBioscienceqdBiotechnologydanddBiochemistryWK2008
WKfaWKah[bX]f

2.1 59

248
×ressureXassistedKcapillaryKelectrophoresisKmassKspectrometryKusingKcombinationKofKpolarityK
reversionKandKelectroosmoticKflowKforKmetabolomicsKanionKanalysisYKJournaldofdBiosciencedandd
BioengineeringWK2006WK][]WKc[bXh

3.3 58

247
QuantitativeKanalysisKofKanionicKmetabolitesKforKratharanthusKroseusKbyKcapillaryKelectrophoresisK
usingKsulfonatedKcapillaryKcoupledKwithKelectrosprayKionizationXtandemKmassKspectrometryYKJournald
ofdBiosciencedanddBioengineeringWK2008WK][dWKachXe[

3.3 56

246
’etabolomicsXbasedKcomponentKprofilingKofKhardKandKsemiXhardKnaturalKcheesesKwithKgasK
chromatographyZtimeXofXflightXmassKspectrometryWKandKitsKapplicationKtoKsensoryKpredictiveK
modelingYKJournaldofdBiosciencedanddBioengineeringWK2012WK]]bWKfd]Xg

3.3 55

245
’etabolicKprofilingKofKpngelicaKacutilobaKrootsKutilizingKgasKchromatographyXtimeXofXflightXmassK
spectrometryKforKqualityKassessmentKbasedKonKcultivationKareaKandKcultivarKviaKmultivariateKpatternK
recognitionYKJournaldofdBiosciencedanddBioengineeringWK2008WK][dWKeddXh

3.3 55

244 QualityKevaluationKandKpredictionKofKritrullusKlanatusKbyK]wK–’ΔXbasedKmetabolomicsKandK
multivariateKanalysisYKJournaldofdAgriculturaldanddFooddChemistryWK2008WKdeWKdgafXbd 5.7 55

243 vasKchromatographyZmassKspectrometryKbasedKcomponentKprofilingKandKqualityKpredictionKforK
yapaneseKsakeYKJournaldofdBiosciencedanddBioengineeringWK2014WK]]gWKc[eX]c 3.3 54

242 VascularKplantKoneXzincXfingerKproteinK]ZaKtranscriptionKfactorsKregulateKabioticKandKbioticKstressK
responsesKinKprabidopsisYKPlantdJournalWK2013WKfbWKfe]Xfd 6.9 53

241 ’olarXbasedKtargetedKmetabolicKprofilingKofKcyanobacterialKstrainsKwithKpotentialKforKbiologicalK
productionYKMetabolitesWK2014WKcWKchhXd]e 5.6 53

240 ’etabolomicsXbasedKsystematicKpredictionKofKyeastKlifespanKandKitsKapplicationKforKsemiXrationalK
screeningKofKageingXrelatedKmutantsYKAgingdCellWK2010WKhWKe]eXad 9.9 53

239
’etabolicKprofilingKofKurineKandKbloodKplasmaKinKratKmodelsKofKdrugKaddictionKonKtheKbasisKofK
morphineWKmethamphetamineWKandKcocaineXinducedKconditionedKplaceKpreferenceYKAnalyticaldandd
BioanalyticaldChemistryWK2014WKc[eWK]bbhXdc

4.4 52

238 xnfluencesKofKbiofluidKsampleKcollectionKandKhandlingKproceduresKonKvrX’βKbasedKmetabolomicK
studiesYKJournaldofdBiosciencedanddBioengineeringWK2010WK]][WKch]Xh 3.3 52
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237 QualityKevaluationKofKpngelicaKacutilobaKzitagawaKrootsKbyK]wK–’ΔXbasedKmetabolicKfingerprintingYK
JournaldofdPharmaceuticaldanddBiomedicaldAnalysisWK2008WKcgWKcaXg 3.5 52

236 s–pKasKaKâ��–anomaterialâ��YKJournaldofdMoleculardCatalysisdB:dEnzymaticWK2004WKagWK]ddX]ee 52

235 ×redictionKofKyapaneseKgreenKteaKrankingKbyKfourierKtransformKnearXinfraredKreflectanceK
spectroscopyYKJournaldofdAgriculturaldanddFooddChemistryWK2007WKddWKhh[gX]a 5.7 51

234
×rofilingKofKregioisomericKtriacylglycerolsKinKedibleKoilsKbyKsupercriticalKfluidK
chromatographyZtandemKmassKspectrometryYKJournaldofdChromatographydB:dAnalyticaldTechnologiesd
indthedBiomedicaldanddLifedSciencesWK2014WKheeWK]hbXh

3.2 50

233 xnKvitroKselectionKofKhematoporphyrinKbindingKs–pKaptamersYKBioorganicdanddMedicinaldChemistryd
LettersWK2000WK][WKaedbXe 2.9 50

232 wighXthroughputKsimultaneousKanalysisKofKpesticidesKbyKsupercriticalKfluidKchromatographyKcoupledK
withKhighXresolutionKmassKspectrometryYKJournaldofdAgriculturaldanddFooddChemistryWK2015WKebWKccdfXeb 5.7 49

231 βimultaneousKandKrapidKanalysisKofKbileKacidsKincludingKconjugatesKbyKsupercriticalKfluidK
chromatographyKcoupledKtoKtandemKmassKspectrometryYKJournaldofdChromatographydAWK2013WK]ahhWK][bXh4.5 49

230
wighlyKsensitiveKandKselectiveKanalysisKofKwidelyKtargetedKmetabolomicsKusingKgasK
chromatographyZtripleXquadrupoleKmassKspectrometryYKJournaldofdBiosciencedanddBioengineeringWK
2014WK]]fWK]aaXg

3.3 47

229 QualityKpredictionKofKyapaneseKgreenKteaKusingKpyrolyzerKcoupledKvrZ’βKbasedKmetabolicK
fingerprintingYKJournaldofdAgriculturaldanddFooddChemistryWK2008WKdeWKfccXd[ 5.7 47

228 xnfluenceKofKyeastKandKlacticKacidKbacteriumKonKtheKconstituentKprofileKofKsoyKsauceKduringK
fermentationYKJournaldofdBiosciencedanddBioengineeringWK2017WK]abWKa[bXa[g 3.3 44

227 ’etabolicKprofilingKapproachKtoKexploreKcompoundsKrelatedKtoKtheKumamiKintensityKofKsoyKsauceYK
JournaldofdAgriculturaldanddFooddChemistryWK2014WKeaWKfb]fXaa 5.7 44

226
wistochemicalKstudyKofKdetailedKlaticiferKstructureKandKrubberKbiosynthesisXrelatedKproteinK
localizationKinKweveaKbrasiliensisKusingKspectralKconfocalKlaserKscanningKmicroscopyYKPlantaWK2009WK
ab[WKa]dXad

4.7 42

225 sistinctKsignaturesKofKdentalKplaqueKmetabolicKbyproductsKdictatedKbyKperiodontalKinflammatoryK
statusYKScientificdReportsWK2017WKfWKcag]g 4.9 40

224 sevelopmentKofKaKliquidKchromatographyXtandemKmassKspectrometryKmethodKforKquantitativeK
analysisKofKtraceKdXaminoKacidsYKJournaldofdBiosciencedanddBioengineeringWK2017WK]abWK]bcX]bg 3.3 40

223 pnalysisKofKtheKcorrelationKbetweenKdipeptidesKandKtasteKdifferencesKamongKsoyKsaucesKbyKusingK
metabolomicsXbasedKcomponentKprofilingYKJournaldofdBiosciencedanddBioengineeringWK2014WK]]gWKdeXeb 3.3 40

222 sevelopmentKofKoxidizedKphosphatidylcholineKisomerKprofilingKmethodKusingKsupercriticalKfluidK
chromatographyZtandemKmassKspectrometryYKJournaldofdChromatographydAWK2012WK]ad[WKa[dX]] 4.5 40

221 QuantificationKofKcoffeeKblendsKforKauthenticationKofKpsianKpalmKcivetKcoffeeKSzopi´ ‘uwakTKviaK
metabolomicsiKpKproofKofKconceptYKJournaldofdBiosciencedanddBioengineeringWK2016WK]aaWKfhXgc 3.3 39

220
wighXthroughputKandKsensitiveKanalysisKofKbXmonochloropropaneX]WaXdiolKfattyKacidKestersKinKedibleK
oilsKbyKsupercriticalKfluidKchromatographyZtandemKmassKspectrometryYKJournaldofdChromatographyd
AWK2012WK]ad[WKhhX][c

4.5 39
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219 ’etaboliteKanalysisKbyKsupercriticalKfluidKchromatographyYKBioanalysisWK2010WKaWKafXbc 2.1 38

218 uastKvrXuxsKbasedKmetabolicKfingerprintingKofKyapaneseKgreenKteaKleafKforKitsKqualityKrankingK
predictionYKJournaldofdSeparationdScienceWK2009WKbaWKaaheXb[c 3.4 38

217 ’ethanolKproductionKisKenhancedKbyKexpressionKofKanKpspergillusKnigerKpectinKmethylesteraseKinK
tobaccoKcellsYKJournaldofdBiotechnologyWK2003WK][eWKcdXda 3.7 37

216
reramideKkinaseKregulatesKphospholipaseKrKandKphosphatidylinositolKcWKdWKbisphosphateKinK
phototransductionYKProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK
2009WK][eWKa[[ebXg

11.5 36

215 ranonicalKcorrelationKanalysisKforKmultivariateKregressionKandKitsKapplicationKtoKmetabolicK
fingerprintingYKBiochemicaldEngineeringdJournalWK2008WKc[WK]hhXa[c 4.2 36

214 txpressionKofKfungalKpectinKmethylesteraseKinKtransgenicKtobaccoKleadsKtoKalterationKinKcellKwallK
metabolismKandKaKdwarfKphenotypeYKJournaldofdBiotechnologyWK2004WK]]]WKac]Xd] 3.7 36

213 ‘ipaseXcatalyzedKkineticKresolutionKofKmethylKcXhydroxyXdXtetradecynoateKandKitsKapplicationKtoKaK
facileKsynthesisKofKjapaneseKbeetleKpheromoneYKTetrahedronWK1991WKcfWKeaabXeab[ 2.4 36

212
’etaboliteKprofilingKofKsoyKsauceKusingKgasKchromatographyKwithKtimeXofXflightKmassKspectrometryK
andKanalysisKofKcorrelationKwithKquantitativeKdescriptiveKanalysisYKJournaldofdBiosciencedandd
BioengineeringWK2012WK]]cWK]f[Xd

3.3 35

211 βupercriticalKfluidKchromatographyZmassKspectrometryKinKmetaboliteKanalysisYKBioanalysisWK2014WKeWK]efhXgh2.1 34

210 rhangesKinKtranscriptionKandKmetabolismKduringKtheKearlyKstageKofKreplicativeKcellularKsenescenceKinK
buddingKyeastYKJournaldofdBiologicaldChemistryWK2014WKaghWKba[g]Xba[hb 5.4 32

209
wighXaccuracyKanalysisKsystemKforKtheKredoxKstatusKofKcoenzymeKQ][KbyKonlineKsupercriticalKfluidK
extractionXsupercriticalKfluidKchromatographyZmassKspectrometryYKJournaldofdChromatographydAWK
2012WK]ad[WKfeXh

4.5 31

208 xnKvivoK]d–XenrichmentKofKmetabolitesKinKsuspensionKculturedKcellsKandKitsKapplicationKtoK
metabolomicsYKBiotechnologydProgressWK2006WKaaWK][[bX]] 2.8 30

207 ‘ipidomicKanalysisKofKplasmaKlipoproteinKfractionsKinKmyocardialKinfarctionXproneKrabbitsYKJournaldofd
BiosciencedanddBioengineeringWK2015WK]a[WKcfeXga 3.3 29

206 xnflammationKandKresolutionKareKassociatedKwithKupregulationKofKfattyKacidK˛†XoxidationKinK
ZymosanXinducedKperitonitisYKPLoSdONEWK2013WKgWKeeeaf[ 3.7 29

205
–ovelKhighXthroughputKandKwidelyXtargetedKliquidKchromatographyXtimeKof´ flightKmassK
spectrometryKmethodKforKdXaminoKacidsKinKfoodsYKJournaldofdBiosciencedanddBioengineeringWK2017WK
]abWK]aeX]bb

3.3 28

204
’etabolicKprofilingKofK˛†XcryptoxanthinKandKitsKfattyKacidKestersKbyKsupercriticalKfluidK
chromatographyKcoupledKwithKtripleKquadrupoleKmassKspectrometryYKJournaldofdSeparationdScienceWK
2011WKbcWKbdceXda

3.4 28

203 ×roductionKofKtucommiaXrubberKfromKtucommiaKulmoidesK livYKSwardyKΔubberKγreeTYKPlantd
BiotechnologyWK2009WKaeWKf]Xfh 1.3 28

202 ’etabolomeKanalysisKofKsrosophilaKmelanogasterKduringKembryogenesisYKPLoSdONEWK2014WKhWKehhd]h 3.7 28
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201 γandemK’assKβpectrometryKxmagingKΔevealsKsistinctKpccumulationK×atternsKofKβteroidKβtructuralK
xsomersKinKwumanKpdrenalKvlandsYKAnalyticaldChemistryWK2019WKh]WKgh]gXghad 7.8 27

200 ’icrobeKparticipationKinKaromaKproductionKduringKsoyKsauceKfermentationYKJournaldofdBiosciencedandd
BioengineeringWK2018WK]adWKeggXehc 3.3 27

199 txtraXfacileKchiralKseparationKofKaminoKacidKenantiomersKbyK‘rXγ u’βKanalysisYKJournaldofdBioscienced
anddBioengineeringWK2016WK]a]WKbchXdb 3.3 27

198
’etabolicKengineeringKforKisopropanolKproductionKbyKanKengineeredKcyanobacteriumWK
βynechococcusKelongatusK×rrKfhcaWKunderKphotosyntheticKconditionsYKJournaldofdBiosciencedandd
BioengineeringWK2017WK]abWKbhXcd

3.3 27

197 pKnovelKapplicationKofKmetabolomicsKinKvertebrateKdevelopmentYKBiochemicaldanddBiophysicald
ResearchdCommunicationsWK2009WKbgeWKaegXfa 3.4 27

196 xntegratedKmetaboliteKandKgeneKexpressionKprofilingKrevealingKphytochromeKpKregulationKofK
polyamineKbiosynthesisKofKprabidopsisKthalianaYKJournaldofdExperimentaldBotanyWK2008WKdhWK]]gfXa[[ 7 27

195 txpressionKofKaKxylanaseKgeneKofKqacillusKpumilusKinKtscherichiaKcoliKandKqacillusKsubtilisYKAppliedd
MicrobiologydanddBiotechnologyWK1985WKaaWKadh 5.7 27

194 xncreasedKsynamicsKofKγricarboxylicKpcidKrycleKandKvlutamateKβynthesisKinK beseKpdiposeKγissueiK
x–KVxV K’tγpq ‘xrKγUΔ– VtΔKp–p‘YβxβYKJournaldofdBiologicaldChemistryWK2017WKahaWKccehXccgb 5.4 26

193 wypoxanthineKβecretionKfromKwumanKpdiposeKγissueKandKitsKxncreaseKinKwypoxiaYKObesityWK2018WKaeWK]]egX]]fg8 26

192 ’ethodKforKassessingKtheKstatisticalKsignificanceKofKmassKspectralKsimilaritiesKusingKbasicKlocalK
alignmentKsearchKtoolKstatisticsYKAnalyticaldChemistryWK2013WKgdWKgah]Xf 7.8 26

191
ppplicationKofKgasKchromatographyZflameKionizationKdetectorXbasedKmetaboliteKfingerprintingKforK
authenticationKofKpsianKpalmKcivetKcoffeeKSzopiK‘uwakTYKJournaldofdBiosciencedanddBioengineeringWK
2015WK]a[WKdddXe]

3.3 26

190 ×rofilingKofKprimaryKmetaboliteKbyKmeansKofKcapillaryKelectrophoresisXmassKspectrometryKandKitsK
applicationKforKplantKscienceYKPlantdBiotechnologyWK2009WKaeWKcfXda 1.3 26

189 ’etabolomicKapproachKforKimprovingKethanolKstressKtoleranceKinKβaccharomycesKcerevisiaeYKJournald
ofdBiosciencedanddBioengineeringWK2016WK]a]WKbhhXc[d 3.3 25

188
–onXtargetedKmetaboliteKfingerprintingKofKorientalKfolkKmedicineKpngelicaKacutilobaKrootsKbyKultraK
performanceKliquidKchromatographyKtimeXofXflightKmassKspectrometryYKJournaldofdSeparationd
ScienceWK2009WKbaWKaabbXcc

3.4 25

187 wighXefficiencyKbioaffinityKseparationKofKcellsKandKproteinsKusingKnovelKthermoresponsiveK
biotinylatedKmagneticKnanoparticlesYKNanobiotechnologyWK2006WKaWKcbXch 25

186
pKmetabolomicsXbasedKstrategyKforKidentificationKofKgeneKtargetsKforKphenotypeKimprovementKandK
itsKapplicationKtoK]XbutanolKtoleranceKinKβaccharomycesKcerevisiaeYKBiotechnologydfordBiofuelsWK2015WK
gWK]cc

7.8 24

185 xterativeKcycleKofKwidelyKtargetedKmetabolicKprofilingKforKtheKimprovementKofK]XbutanolKtiterKandK
productivityKinYKBiotechnologydfordBiofuelsWK2018WK]]WK]gg 7.8 24

184 sevelopmentKofKaKpracticalKmetaboliteKidentificationKtechniqueKforKnonXtargetedKmetabolomicsYK
JournaldofdChromatographydAWK2013WK]b[]WKfbXh 4.5 24
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183 tpigeneticKregulationKofKstarvationXinducedKautophagyKinKsrosophilaKbyKhistoneKmethyltransferaseK
vhaYKScientificdReportsWK2017WKfWKfbcb 4.9 24

182 vpqpKmetabolismKpathwayKgenesWKUvp]KandKvps]WKregulateKreplicativeKlifespanKinKβaccharomycesK
cerevisiaeYKBiochemicaldanddBiophysicaldResearchdCommunicationsWK2011WKc[fWK]gdXh[ 3.4 24

181 βphingosineKkinasesKandKtheirKmetabolitesKmodulateKendolysosomalKtraffickingKinKphotoreceptorsYK
JournaldofdCelldBiologyWK2011WK]haWKddfXef 7.3 24

180
xntegratedKβtrategyKforKUnknownKtxX’βKxdentificationKUsingKQualityKrontrolKralibrationKrurveWK
’ultivariateKpnalysisWKtxX’βKβpectralKsatabaseWKandKΔetentionKxndexK×redictionYKAnalyticaldChemistry
WK2017WKghWKefeeXeffb

7.8 23

179 –ewKxnsightKintoKtheKΔoleKofKtheKralvinKrycleiKΔeutilizationKofKr aKtmittedKthroughKβugarK
segradationYKScientificdReportsWK2015WKdWK]]e]f 4.9 23

178 QuantitativeKtargetKanalysisKandKkineticKprofilingKofKacylXropsKrevealKtheKrateXlimitingKstepKinK
cyanobacterialK]XbutanolKproductionYKMetabolomicsWK2016WK]aWKae 4.7 23

177 seterminationKofKniacinKandKitsKmetabolitesKusingKsupercriticalKfluidKchromatographyKcoupledKtoK
tandemKmassKspectrometryYKMassdSpectrometryWK2014WKbWKp[[ah 1.7 23

176 ureeKsXaminoKacidsKproducedKbyKcommensalKbacteriaKinKtheKcolonicKlumenYKScientificdReportsWK2018WK
gWK]fh]d 4.9 23

175
’etabolomeKanalysisKrevealsKtheKeffectKofKcarbonKcataboliteKcontrolKonKtheKpolyS˛‡XglutamicKacidTK
biosynthesisKofKqacillusKlicheniformisKpγrrKhhcdYKJournaldofdBiosciencedanddBioengineeringWK2016WK
]a]WKc]bXh

3.3 22

174 vrZ’βKbasedKmetaboliteKprofilingKofKxndonesianKspecialtyKcoffeeKfromKdifferentKspeciesKandK
geographicalKoriginYKMetabolomicsWK2019WK]dWK]ae 4.7 22

173 βtructureKandKexpressionKofKgenesKcodingKforKxylanXdegradingKenzymesKofKqacillusKpumilusYKFEBSd
JournalWK1987WK]eeWKdbhXcd 22

172
’echanisticKstudyKonKtheKhighXselectivityKenantioseparationKofKaminoKacidsKusingKaKchiralKcrownK
etherXbondedKstationaryKphaseKandKacidicWKhighlyKorganicKmobileKphaseKbyKliquidK
chromatographyZtimeXofXflightKmassKspectrometryYKJournaldofdChromatographydAWK2018WK]dfgWKbdXcc

4.5 22

171 ’Δ’XsxuuiKdataKprocessingKstrategyKforKdifferentialKanalysisKinKlargeKscaleK’Δ’XbasedKlipidomicsK
studiesYKFrontiersdindGeneticsWK2014WKdWKcf] 4.5 21

170 xdentificationKofK’etabolitesKpssociatedKwithK nsetKofKrpsKinKsiabeticK×atientsKUsingKrtX’βK
pnalysisiKpK×ilotKβtudyYKJournaldofdAtherosclerosisdanddThrombosisWK2019WKaeWKabbXacd 4 21

169 ’etaboliteKprofilesKofKpolyhydroxyalkanoateXproducingKΔalstoniaKeutrophaKw]eYKMetabolomicsWK
2014WK][WK]h[Xa[a 4.7 21

168 ΔeproductiveKorgansKregulateKleafKnitrogenKmetabolismKmediatedKbyKcytokininKsignalYKPlantaWK2009WK
aahWKebbXcc 4.7 21

167
vlutamateKproductionKfromKammoniaKviaKglutamateKdehydrogenaseKaKactivityKsupportsKcancerKcellK
proliferationKunderKglutamineKdepletionYKBiochemicaldanddBiophysicaldResearchdCommunicationsWK
2018WKchdWKfe]Xfef

3.4 21

166
’etabolicKfingerprintingKofKhardKandKsemiXhardKnaturalKcheesesKusingKgasKchromatographyKwithK
flameKionizationKdetectorKforKpracticalKsensoryKpredictionKmodelingYKJournaldofdBiosciencedandd
BioengineeringWK2012WK]]cWKd[eX]]

3.3 20

Eiichiro Fukusaki
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165 ppplicationKofKsupercriticalKfluidKcarbonKdioxideKtoKtheKextractionKandKanalysisKofKlipidsYKBioanalysisWK
2012WKcWKac]bXaa 2.1 20

164
ΔemovalKofKmagnesiumKbyK’gXdechelataseKisKaKmajorKstepKinKtheKchlorophyllXdegradingKpathwayKinK
vinkgoKbilobaKinKtheKprocessKofKautumnalKtintsYKZeitschriftdFurdNaturforschungdrdSectiondCdJournaldofd
BiosciencesWK2000WKddWKhabXe

1.7 20

163 βurvivalKresponseKtoKincreasedKceramideKinvolvesKmetabolicKadaptationKthroughKnovelKregulatorsKofK
glycolysisKandKlipolysisYKPLoSdGeneticsWK2013WKhWKe][[bdde 6 19

162 wighXresolutionKspatialKandKtemporalKanalysisKofKphytoalexinKproductionKinKoatsYKPlantaWK2009WKaahWKhb]Xcb4.7 19

161 qiosyntheticKpathwayKforKtheKrcdKpolyprenolWKsolanesolWKinKtobaccoYKBioscienceqdBiotechnologydandd
BiochemistryWK2004WKegWK]hggXh[ 2.1 19

160 tfficientKkineticKresolutionKofKorganosiliconKcompoundsKbyKstereoselectiveKesterificationKwithK
hydrolasesKinKorganicKsolventYKApplieddMicrobiologydanddBiotechnologyWK1993WKbgWKcga 5.7 19

159
xnfluenceKofKnitrogenKsourceKandKpwKvalueKonKundesiredKpolyS˛‡XglutamicKacidTKformationKofKaK
proteaseKproducingKqacillusKlicheniformisKstrainYKJournaldofdIndustrialdMicrobiologydandd
BiotechnologyWK2015WKcaWK]a[bX]d

4.2 18

158 βupercriticalKfluidKextractionKasKaKpreparationKmethodKforKmassKspectrometryKofKdriedKbloodKspotsYK
JournaldofdChromatographydB:dAnalyticaldTechnologiesdindthedBiomedicaldanddLifedSciencesWK2014WKhehWK]hhXa[c3.2 18

157
βexK×heromonalKpctivityKofKveometricKandK pticalKxsomersKofKβyntheticKrontactK×heromoneKtoK
’alesKofKtheKYellowXβpottedK‘ongicornKqeetleWK×sacotheaKhilarisKS×pβr tTKSroleopteraiK
rerambycidaeTYKApplieddEntomologydanddZoologyWK1997WKbaWKedcXede

1.5 18

156
wighXsensitiveKliquidKchromatographyXtandemKmassKspectrometryXbasedKchiralKmetabolicKprofilingK
focusingKonKaminoKacidsKandKrelatedKmetabolitesYKJournaldofdBiosciencedanddBioengineeringWK2019WK
]afWKda[Xdaf

3.3 18

155
sevelopmentKofKaKpracticalKonlineKsupercriticalKfluidKextractionXsupercriticalKfluidK
chromatographyZmassKspectrometryKsystemKwithKanKintegratedKsplitXflowKmethodYKJournaldofd
ChromatographydAWK2019WK]dhaWK]e]X]fa

4.5 17

154
×lanteoseKasKaKstorageKcarbohydrateKrequiredKforKearlyKstageKofKgerminationKofK robancheKminorK
andKitsKmetabolismKasKaKpossibleKtargetKforKselectiveKcontrolYKJournaldofdExperimentaldBotanyWK2015WK
eeWKb[gdXhf

7 17

153 γailorXmadeKpolyX˛‡XglutamicKacidKproductionYKMetabolicdEngineeringWK2019WKddWKabhXacg 9.7 17

152 ppplicationKofK’etabolomicsKforKwighKΔesolutionK×henotypeKpnalysisYKMassdSpectrometryWK2014WKbWKβ[[cd1.7 17

151 pKwighK×hosphorusKsietKpffectsK‘ipidK’etabolismKinKΔatK‘iveriKpKs–pK’icroarrayKpnalysisYKPLoSdONE
WK2016WK]]WKe[]ddbge 3.7 17

150 vrX’βKqasedK’etaboliteK×rofilingKtoK’onitorKΔipeningXβpecificK’etabolitesKinK×ineappleKSTYK
MetabolitesWK2020WK][WK 5.6 17

149 sirectedKstrainKevolutionKrestructuresKmetabolismKforK]XbutanolKproductionKinKminimalKmediaYK
MetabolicdEngineeringWK2018WKchWK]dbX]eb 9.7 16

148 ’etabolicKprofilingKofKretrogradeKpathwayKtranscriptionKfactorsKrtg]KandKrtgbKknockoutKyeastYK
MetabolitesWK2014WKcWKdg[Xhg 5.6 16

(2014-2012)

9



147 ’etaboliteKprofilesKcorrelateKcloselyKwithKneurobehavioralKfunctionKinKexperimentalKspinalKcordK
injuryKinKratsYKPLoSdONEWK2012WKfWKecb]da 3.7 16

146
cXβrcXinducedKactivationKofKceramideKmetabolismKimpairsKmembraneKmicrodomainsKandKpromotesK
malignantKprogressionKbyKfacilitatingKtheKtranslocationKofKcXβrcKtoKfocalKadhesionsYKBiochemicald
JournalWK2014WKcdgWKg]Xhb

3.8 15

145
 rthogonalKpartialKleastKsquaresZprojectionsKtoKlatentKstructuresKregressionXbasedKmetabolomicsK
approachKforKidentificationKofKgeneKtargetsKforKimprovementKofK]XbutanolKproductionKinKtscherichiaK
coliYKJournaldofdBiosciencedanddBioengineeringWK2017WK]acWKchgXd[d

3.3 15

144 βolidXphaseKanalyticalKderivatizationKforKgasXchromatographyXmassXspectrometryXbasedK
metabolomicsYKJournaldofdBiosciencedanddBioengineeringWK2017WK]acWKf[[Xf[e 3.3 15

143 sifferentXbatchKmetabolomeKanalysisKofKβaccharomycesKcerevisiaeKbasedKonKgasK
chromatographyZmassKspectrometryYKJournaldofdBiosciencedanddBioengineeringWK2014WK]]fWKacgXadd 3.3 15

142
rontributionKofKmevalonateKandKmethylerythritolKphosphateKpathwaysKtoKpolyisoprenoidK
biosynthesisKinKtheKrubberXproducingKplantKtucommiaKulmoidesKoliverYKZeitschriftdFurd
NaturforschungdrdSectiondCdJournaldofdBiosciencesWK2010WKedWKbebXfa

1.7 15

141 ’etabolicKprofilingKofKsrosophilaKmelanogasterKmetamorphosisiKaKnewKinsightKintoKtheKcentralK
metabolicKpathwaysYKMetabolomicsWK2017WK]bWK] 4.7 14

140 sevelopmentKofKaKsplitXflowKsystemKforKhighKprecisionKvariableKsampleKintroductionKinKsupercriticalK
fluidKchromatographyYKJournaldofdChromatographydAWK2017WK]d]dWKa]gXab] 4.5 14

139 ’etabolicKprofilingKandKidentificationKofKtheKgeneticKvarietiesKandKagriculturalKoriginKofKrnidiumK
officinaleKandK‘igusticumKchuanxiongYKJournaldofdBiosciencedanddBioengineeringWK2012WK]]cWKgeXh] 3.3 14

138 ‘ipaseXcatalyzedKkineticKresolutionKofKaWbXepoxyXgXmethylX]XnonanolWKtheKkeyKintermediateKinKtheK
synthesisKofKtheKgypsyKmothKpheromoneYKJournaldofdBiosciencedanddBioengineeringWK1992WKfbWKag[Xagb 14

137 ’etabolicKrepairKthroughKemergenceKofKnewKpathwaysKinKtscherichiaKcoliYKNaturedChemicaldBiologyWK
2018WK]cWK][[dX][[h 11.7 14

136
wighlyKpccurateKsetectionKandKxdentificationK’ethodologyKofKXenobioticK’etabolitesKUsingKβtableK
xsotopeK‘abelingWKsataK’iningKγechniquesWKandKγimeXsependentK×rofilingKqasedKonK‘rZwΔ’βZ’βYK
AnalyticaldChemistryWK2018WKh[WKh[egXh[fe

7.8 13

135 ’etabolicKdistanceKestimationKbasedKonKprincipleKcomponentKanalysisKofKmetabolicKturnoverYK
JournaldofdBiosciencedanddBioengineeringWK2014WK]]gWKbd[Xd 3.3 13

134 pcquisitionKofKthermotolerantKyeastKβaccharomycesKcerevisiaeKbyKbreedingKviaKstepwiseKadaptationYK
BiotechnologydProgressWK2013WKahWK]]]eXab 2.8 13

133 QualityKevaluationKofKgreenKteaKleafKculturedKunderKartificialKlightKconditionKusingKgasK
chromatographyZmassKspectrometryYKJournaldofdBiosciencedanddBioengineeringWK2017WK]abWK]hfXa[a 3.3 13

132
vasKchromatographyXmassKspectrometryKbasedKmetabolicKprofilingKforKtheKidentificationKofK
discriminationKmarkersKofKpngelicaeKΔadixKandKitsKapplicationKtoKgasKchromatographyXflameK
ionizationKdetectorKsystemYKJournaldofdBiosciencedanddBioengineeringWK2012WK]]cWKabaXe

3.3 13

131 ppplicationKofKlipaseXcatalyzedKtransformationsKforKtheKsynthesisKofKinsectKpheromonesKandKrelatedK
compoundsYKJournaldofdMoleculardCatalysisdB:dEnzymaticWK1997WKaWKadfXaeh 13

130 ’etabolicKfingerprintingKandKprofilingKofKprabidopsisKthalianaKleafKandKitsKculturedKcellsKγgfKbyK
vrZ’βYKZeitschriftdFurdNaturforschungdrdSectiondCdJournaldofdBiosciencesWK2006WKe]WKaefXfa 1.7 13
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129 xdentificationKandKcharacterizationKofKaKveryKlongXchainKfattyKacidKelongaseKgeneKinKtheK
methylotrophicKyeastWKwansenulaKpolymorphaYKGeneWK2007WKbh]WK]eXad 3.8 13

128 uastKenantiomericKseparationKofKaminoKacidsKusingKliquidKchromatographyZmassKspectrometryKonKaK
chiralKcrownKetherKstationaryKphaseYKJournaldofdBiosciencedanddBioengineeringWK2020WK]b[WKcbfXcca 3.3 12

127 romparisonKofKxsomeraseKandKWeimbergK×athwayKforK˛‡X×vpK×roductionKuromKXyloseKbyK
tngineeredYKFrontiersdindBioengineeringdanddBiotechnologyWK2019WKfWKcfe 5.8 12

126 ’etabolicKprofilingKofKvarciniaKmangostanaKSmangosteenTKbasedKonKripeningKstagesYKJournaldofd
BiosciencedanddBioengineeringWK2018WK]adWKabgXacc 3.3 12

125 wighXqualityKgreenKteaKleafKproductionKbyKartificialKcultivationKunderKgrowthKchamberKconditionsK
consideringKaminoKacidsKprofileYKJournaldofdBiosciencedanddBioengineeringWK2014WK]]gWKf][Xd 3.3 12

124 βimultaneousKquantificationKofKlignansKinKprabidopsisKthalianaKbyKhighlyKsensitiveKcapillaryKliquidK
chromatographyXelectrosprayKionizationXionKtrapKmassKspectrometryYKPlantdBiotechnologyWK2011WKagWKagfXahb1.3 12

123 βizeKtxclusionKrhromatographyKofKβtandardK×olystyrenesKwithKaKWideKΔangeKofK’olecularKWeightK
UpKtoKfYcdˆ�][eKonK’onolithicKβilicaKrapillaryKrolumnsYKPolymerdJournalWK2006WKbgWK]]hcX]]hf 2.7 12

122
vasKchromatographyKcoupledKwithKmassKspectrometryXbasedKmetabolomicsKfor´ theKclassificationKofK
tempeKfromKdifferentKregionsKandKproductionKprocessesKin´ xndonesiaYKJournaldofdBiosciencedandd
BioengineeringWK2018WK]aeWKc]]Xc]e

3.3 11

121 rloningKandKfunctionalKanalysisKofKwpupsaKandKwpupsbKgenesKencodingK˛�]aXKandK˛�]dXfattyKacidK
desaturasesKinKwansenulaKpolymorphaYKGeneWK2014WKdbbWK]][Xg 3.8 11

120
ronstructionKofKaKmetabolomeKlibraryKforKtranscriptionKfactorXrelatedKsingleKgeneKmutantsKofK
βaccharomycesKcerevisiaeYKJournaldofdChromatographydB:dAnalyticaldTechnologiesdindthedBiomedicald
anddLifedSciencesWK2014WKheeWKgbXha

3.2 11

119 uluorescenceXmonitoredKzeroKdeadXvolumeKnano‘rXmicrotβxXQxγXγ uK’βKforKanalysisKofK
fluorescentlyKtaggedKglycosphingolipidsYKAnalystqdTheWK2011WK]beWK][ceXd[ 5 11

118 βystemsKbiologyKinKaKcommercialKqualityKstudyKofKtheKyapaneseKpngelicaKradixiKtowardKanK
understandingKofKtraditionalKmedicinalKplantsYKThedAmericandJournaldofdChinesedMedicineWK2011WKbhWKfdfXff6 11

117
xdentificationKofK×lasmaKxnositolKandKxndoxylKβulfateKasK–ovelKqiomarkerKrandidatesKforK
ptherosclerosisKinK×atientsKwithKγypeKaKsiabetesYKXuindingsKfromK’etabolomeKpnalysisKUsingK
vrZ’βYKJournaldofdAtherosclerosisdanddThrombosisWK2020WKafWK][dbX][ef

4 10

116 vrZ’βXbasedKmetabolicKprofilingKforKtheKevaluationKofKsolidKstateKfermentationKtoKimproveKqualityK
ofKprabicaKcoffeeKbeansYKMetabolomicsWK2020WK]eWKdf 4.7 10

115 γranscriptionalKandKmetabolicKresponseKinKyeastKβaccharomycesKcerevisiaeKcellsKduringK
polyethyleneKglycolXdependentKtransformationYKJournaldofdBasicdMicrobiologyWK2009WKchWKfbXg] 2.7 10

114
’etabolomicsKapproachKforKdeterminingKpotentialKmetabolitesKcorrelatedKwithKsensoryKattributesK
ofK’elaleucaKcajuputiKessentialKoilWKaKpromisingKflavorKingredientYKJournaldofdBiosciencedandd
BioengineeringWK2020WK]ahWKdg]Xdgf

3.3 10

113  nlineKmonitoringKofKtheKrespiratoryKquotientKrevealsKmetabolicKphasesKduringKmicroaerobicK
aWbXbutanediolKproductionKwithYKEngineeringdindLifedSciencesWK2020WKa[WK]bbX]cc 3.4 10

112
’etabolomeKanalysisKrevealedKtheKknockoutKofKglyoxylateKshuntKasKanKeffectiveKstrategyKforK
improvementKofK]XbutanolKproductionKinKtransgenicKtscherichiaKcoliYKJournaldofdBiosciencedandd
BioengineeringWK2019WK]afWKb[]Xb[g

3.3 10

(2019-2007)
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111 VisualizationKofKpsparaptineKinKpsparagusKSpsparagusKofficinalisTKUsingK’p‘sxXx’βYKAnalyticald
SciencesWK2018WKbcWKhhfX][[] 1.7 10

110 sevelopmentKofKaKVisualizationK’ethodKforKxmidaclopridKinKsrosophilaKmelanogasterKviaKxmagingK
’assKβpectrometryYKAnalyticaldSciencesWK2018WKbcWKhh]Xhhe 1.7 10

109 ×lasmaKmetabolitesKassociatedKwithKarterialKstiffnessKinKpatientsKwithKtypeKaKdiabetesYK
CardiovasculardDiabetologyWK2020WK]hWKfd 8.7 9

108 ×olyX˛‡XglutamicKacidKproductionKbyKqacillusKsubtilisK]egKusingKglucoseKasKtheKsoleKcarbonKsourceiKpK
metabolomicKanalysisYKJournaldofdBiosciencedanddBioengineeringWK2020WK]b[WKafaXaga 3.3 9

107 γwoKisoformsKofKγp‘s ]KgeneratedKbyKalternativeKtranslationalKinitiationKshowKdifferentialK
nucleocytoplasmicKdistributionKtoKregulateKtheKglobalKmetabolicKnetworkYKScientificdReportsWK2016WKeWKbcecg4.9 9

106 ’assKβpectrometricKxmagingKofKvpqpKinKtheKsrosophilaKmelanogasterKpdultKweadYKAnalyticald
SciencesWK2018WKbcWK][ddX][dh 1.7 9

105 βdrpWKaKnewKseoΔKfamilyKregulatorKinvolvedKinKβtreptomycesKavermitilisKmorphologicalK
developmentKandKantibioticKproductionYKApplieddanddEnvironmentaldMicrobiologyWK2013WKfhWKfh]eXa] 4.8 9

104 UniqueKphytochromeKresponsesKofKtheKholoparasiticKplantK robancheKminorYKNewdPhytologistWK2009WK
]gaWKhedXhfc 9.8 9

103
qranchedKchainKaminoKacidsKmaintainKtheKmolecularKweightKofKpolyS˛‡XglutamicKacidTKofKqacillusK
licheniformisKpγrrKhhcdKduringKtheKfermentationYKJournaldofdBiosciencedanddBioengineeringWK2016WK
]aaWKc[[Xd

3.3 9

102 romparisonKofKmetabolicKprofilesKofKyeastsKbasedKonKtheKdifferenceKofKtheKrrabtreeKpositiveKandK
negativeYKJournaldofdBiosciencedanddBioengineeringWK2020WK]ahWKdaXdg 3.3 9

101
xnvestigationKofKstorageKtimeXdependentKalterationsKofKenantioselectiveKaminoKacidKprofilesKinK
kimchiKusingKliquidKchromatographyXtimeKofKflightKmassKspectrometryYKJournaldofdBiosciencedandd
BioengineeringWK2017WK]acWKc]cXc]g

3.3 8

100 pKmetabolomicsXbasedKapproachKforKtheKevaluationKofKoffXtreeKripeningKconditionsKandKdifferentK
postharvestKtreatmentsKinKmangosteenKSvarciniaKmangostanaTYKMetabolomicsWK2019WK]dWKfb 4.7 8

99
×rofilingKofKvolatileKcompoundsKinKp×rS’inZVTKmiceKbloodKbyKdynamicKheadspaceKextractionKandKgasK
chromatographyZmassKspectrometryYKJournaldofdChromatographydB:dAnalyticaldTechnologiesdindthed
BiomedicaldanddLifedSciencesWK2015WK][[bWKbdXc[

3.2 8

98 βerineKracemaseKenhancesKgrowthKofKcolorectalKcancerKbyKproducingKpyruvateKfromKserineYKNatured
MetabolismWK2020WKaWKg]Xhe 14.6 8

97 xnvestigationKofKpolyS˛‡XglutamicKacidTKproductionKviaKonlineKdeterminationKofKviscosityKandKoxygenK
transferKrateKinKshakeKflasksYKJournaldofdBiologicaldEngineeringWK2017WK]]WKab 6.3 8

96 xn´ vitroKsteroidKprofilingKsystemKforKtheKevaluationKofKendocrineKdisruptorsYKJournaldofdBioscienced
anddBioengineeringWK2016WK]aaWKbf[Xf 3.3 8

95 –ovelKstrategyKforKnonXtargetedKisotopeXassistedKmetabolomicsKbyKmeansKofKmetabolicKturnoverK
andKmultivariateKanalysisYKMetabolitesWK2014WKcWKfaaXbh 5.6 8

94 wighXthroughputKandKhighlyKsensitiveKanalysisKmethodKforKpolyisopreneKinKplantsKbyKpyrolysisXgasK
chromatographyZmassKspectrometryYKBioscienceqdBiotechnologydanddBiochemistryWK2010WKfcWK]bXf 2.1 8
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93 γechnicalKproblemsKandKpracticalKoperationsKinKplantKmetabolomicsYKJournaldofdPesticidedSciencesWK
2006WKb]WKb[[Xb[c 2.7 8

92
βynthesisKofKtheKtnantiomersKofKSZTXdXS]X ctenylToxacyclopentanXaXoneWKaKβexK×heromoneKofKtheK
rupreousKrhaferKqeetleWKpnomalaKcupreaKwopeYKBioscienceqdBiotechnologydanddBiochemistryWK1992WK
deWK]]e[X]

2.1 8

91 pnKapproachKtoKpeakKdetectionKinKvrX’βKchromatogramsKandKapplicationKofKz–ppβpczKdatabaseKinK
predictionKofKcandidateKmetabolitesYKPlantdBiotechnologyWK2009WKaeWK]efX]fc 1.3 8

90
’etaboliteKprofilingKofKwhitelegKshrimpK‘itopenaeusKvannameiKfromKsuperXintensiveKcultureKinK
closedKaquacultureKsystemsiKaKrecirculatingKaquacultureKsystemKandKaKhybridKzeroKwaterK
dischargeXrecirculatingKaquacultureKsystemYKMetabolomicsWK2020WK]eWKch

4.7 8

89
WideKtargetKanalysisKofKacylglycerolsKinKmisoKSyapaneseKfermentedKsoybeanKpasteTKbyKsupercriticalK
fluidKchromatographyKcoupledKwithKtripleKquadrupoleKmassKspectrometryKandKtheKanalysisKofKtheK
correlationKbetweenKtasteKandKbothKacylglycerolsKandKfreeKfattyKacidsYKRapiddCommunicationsdind
MassdSpectrometryWK2017WKb]WKhagXhbe

2.2 7

88 vasKchromatographyXmassKspectrometryKmetabolomicsXbasedKpredictionKofKpotatoKtuberKsproutingK
duringKlongXtermKstorageYKJournaldofdBiosciencedanddBioengineeringWK2019WK]agWKachXadc 3.3 7

87 ’etabolomicsKapproachKtoKreduceKtheKrrabtreeKeffectKinKcontinuousKcultureKofKβaccharomycesK
cerevisiaeYKJournaldofdBiosciencedanddBioengineeringWK2018WK]aeWK]gbX]gg 3.3 7

86 xnsightsKintoKtheKformationKmechanismKofKchloropropanolKfattyKacidKestersKunderKlaboratoryXscaleK
deodorizationKconditionsYKJournaldofdBiosciencedanddBioengineeringWK2016WK]aaWKaceXd] 3.3 7

85 uixationKofKr aKinKrlostridiumKcellulovoransKanalyzedKbyK]brXisotopomerXbasedKtargetK
metabolomicsYKAMBdExpressWK2013WKbWKe] 4.1 7

84 zetoacylKsynthaseKdomainKisKaKmajorKdeterminantKforKfattyKacylKchainKlengthKinKβaccharomycesK
cerevisiaeYKArchivesdofdMicrobiologyWK2013WK]hdWKgcbXda 3 7

83
UseKofKultraXperformanceKliquidKchromatographyZtimeXofXflightKmassKspectrometryKwithK
nozzleXskimmerKfragmentationKforKcomprehensiveKquantitativeKanalysisKofKsecondaryKmetabolitesK
inKprabidopsisKthalianaYKJournaldofdSeparationdScienceWK2011WKbcWKbdgfXhe

3.4 7

82 uunctionalKanalysisKofKveryKlongXchainKfattyKacidKelongaseKgeneWKwpt‘ aWKinKtheKmethylotrophicK
yeastKwansenulaKpolymorphaYKApplieddMicrobiologydanddBiotechnologyWK2007WKfeWKc]fXaf 5.7 7

81 uemtosecondK×ulsedK‘aserKasKaK’icroscalpelKforK’icrodissectionKandKxsolationKofKβpecificKβectionsK
fromKqiologicalKβamplesYKJapanesedJournaldofdApplieddPhysicsWK2007WKceWKdgdhXdgec 1.4 7

80 ’appingKhazeXkomiKonKriceKkojiKgrainsKusingK˛†XglucuronidaseKexpressingKpspergillusKoryzaeKandK
massKspectrometryKimagingYKJournaldofdBiosciencedanddBioengineeringWK2020WK]ahWKaheXb[] 3.3 7

79 ’etabolomicsXqasedKβtudyKofKtheKtffectKofKΔawK’aterialsKtoKtheKtndK×roductKofKγempeXpnK
xndonesianKuermentedKβoybeanYKMetabolitesWK2020WK][WK 5.6 7

78
ΔandomKsampleKconsensusKcombinedKwithKpartialKleastKsquaresKregressionKSΔp–βprX×‘βTKforK
microbialKmetabolomicsKdataKminingKandKphenotypeKimprovementYKJournaldofdBiosciencedandd
BioengineeringWK2016WK]aaWK]egXfd

3.3 7

77 βimultaneousKprofilingKofK]fKsteroidKhormonesKforKtheKevaluationKofKendocrineXdisruptingK
chemicalsKinKwahdΔKcellsYKBioanalysisWK2017WKhWKefXeh 2.1 6

76 romponentK×rofilingKofKβoyXβauceX‘ikeKβeasoningK×roducedKfromKsifferentKΔawK’aterialsYK
MetabolitesWK2020WK][WK 5.6 6

(2020-2006)
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75
βynthesisKofKtheKfourKpossibleKstereoisomersKofKa]XmethylXgXpentatriaconteneWKtheKfemaleKcontactK
sexKpheromoneKofKtheKyellowXspottedKlongicornKbeetleWK×sacotheaKhilarisYKJournaldofdBiosciencedandd
BioengineeringWK1998WKgdWK]a[X]a]

6

74 pnalysisKofKmetaboliteKprofileKdataKusingKbatchXlearningKselfXorganizingKmapsK2007WKd[WKd]fXda] 6

73 ×eriplocaKsepiumKqungeKasKaKmodelKplantKforKrubberKbiosynthesisKstudyYKZeitschriftdFurd
NaturforschungdrdSectiondCdJournaldofdBiosciencesWK2007WKeaWKdfhXga 1.7 6

72
pKchitinXoligomerKbindingKpeptideKobtainedKbyKscreeningKofKaKphageKdisplayKrandomKpeptideKlibraryK
andKitsKaffinityKmodulationKcorrespondingKtoKoxidationâ��reductionKstateYKJournaldofdMoleculard
CatalysisdB:dEnzymaticWK2004WKagWK]g]X]gc

6

71 ×reparationKofKcarboxyalkylKacrylateKbyKlipaseXcatalyzedKregioselectiveKhydrolysisKofKcorrespondingK
methylKesterYKBioorganicdanddMedicinaldChemistrydLettersWK1992WKaWKc]]Xc]c 2.9 6

70 ‘argeXscaleKpreparationKofKSVTXdisparlureWKtheKgypsyKmothKpheromoneWKbyKaKpracticalK
chemicoXenzymaticKprocedureYKJournaldofdBiosciencedanddBioengineeringWK1992WKfbWKagcXage 6

69 ’etabolomicKanalysisKofKfibroticKmiceKcombinedKwithKpublicKΔ–pXβeqKhumanKlungKdataKrevealK
potentialKdiagnosticKbiomarkerKcandidatesKforKlungKfibrosisYKFEBSdOpendBioWK2020WK][WKacafXacbe 2.7 6

68 βuppressionKofKlactateKproductionKbyKusingKsucroseKasKaKcarbonKsourceKinKlacticKacidKbacteriaYK
JournaldofdBiosciencedanddBioengineeringWK2020WK]ahWKcfXd] 3.3 6

67 tffectKofKuuranKuattyKpcidsKandKbX’ethylXaWcXnonanedioneKonK‘ightXxnducedK ffX dorKinKβoybeanK
 ilYKJournaldofdAgriculturaldanddFooddChemistryWK2017WKedWKa]beXa]c[ 5.7 5

66 xnhibitionKofKβaccharomycesKcerevisiaeKgrowthKbyKsimultaneousKuptakeKofKglucoseKandKmaltoseYK
JournaldofdBiosciencedanddBioengineeringWK2018WK]adWKdaXdg 3.3 5

65 βingleXembryoKmetabolomicsKandKsystematicKpredictionKofKdevelopmentalKstageKinKzebrafishYK
ZeitschriftdFurdNaturforschungdrdSectiondCdJournaldofdBiosciencesWK2011WKeeWK]h]Xg 1.7 5

64 ’ultiX micsKpnalysisKofKtheKtffectKofKcp’×KonKpctinorhodinK×roductionKinYKFrontiersdind
BioengineeringdanddBiotechnologyWK2020WKgWKdhddda 5.8 5

63 ’etabolomicsiKβtateXofXtheXprtKγechnologiesKandKppplicationsKonKsrosophilaKmelanogasterYK
AdvancesdindExperimentaldMedicinedanddBiologyWK2018WK][feWKadfXafe 3.6 5

62 xdentificationKofKzeyK’etabolitesKinK×olyX˛‡XvlutamicKpcidK×roductionKbyKγuningK˛‡X×vpKβynthetaseK
txpressionYKFrontiersdindBioengineeringdanddBiotechnologyWK2020WKgWKbg 5.8 4

61 ×rofilingKofKtasteXrelatedKcompoundsKduringKtheKfermentationKofKyapaneseKsakeKbrewedKwithKorK
withoutKaKtraditionalKseedKmashKSkimotoTYKJournaldofdBiosciencedanddBioengineeringWK2020WK]b[WKebXf[ 3.3 4

60
’ethodKforKtheKrompoundKpnnotationKofKronjugatesKinK–ontargetedK’etabolomicsKUsingKpccurateK
’assKβpectrometryWK’ultistageK×roductKxonKβpectraKandKrompoundKsatabaseKβearchingYKMassd
SpectrometryWK2015WKcWKp[[be

1.7 4

59 srtuγxΔiKγheKdataKminingKsoftwareKforKfourierKtransformKnearXinfraredKreflectanceKspectroscopyK
focusedKonKfoodKmetabolicKfingerKprintingYKPlantdBiotechnologyWK2009WKaeWKcd]Xcdf 1.3 4

58 –ovelKplantKtransformationKsystemKbyKgeneXcoatedKgoldKparticleKintroductionKintoKspecificKcellK
usingKpruKexcimerKlaserYKPlantdBiotechnologyWK2007WKacWKb]dXba[ 1.3 4
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57 ppplicationKofKgasKchromatographyXmassKspectrometryXbasedKmetabolomicsKinKfoodKscienceKandK
technologyYYKJournaldofdBiosciencedanddBioengineeringWK2022WK 3.3 4

56 satasetKofKravendishKbananaKtranscriptomeKinKresponseKtoKchitosanKcoatingKapplicationYKDatadind
BriefWK2020WKahWK][dbbf 1.2 3

55 γheKdepletionKofKubiquilinKinKsrosophilaKmelanogasterKdisturbsKneurochemicalKregulationKtoKdriveK
activityKandKbehavioralKdeficitsYKScientificdReportsWK2020WK][WKdegh 4.9 3

54 ’olecularKromponentsKofKprabidopsisKxntactKVacuolesKrlarifiedKwithK’etabolomicKandK×roteomicK
pnalysesYKPlantdanddCelldPhysiologyWK2018WKdhWK]bdbX]bea 4.9 3

53 ’etabolomicsXbasedKprofilingKofKthreeKterminalKalkeneXproducingKyeotgalicoccusKsppYKduringK
differentKgrowthKphaseYKJournaldofdBiosciencedanddBioengineeringWK2019WK]afWKdaXdg 3.3 3

52 w×‘rKfingerprintingKcoupledKwithKlinearKdiscriminantKanalysisKforKtheKdetectionKofKadulterationKinK
 rthosiphonKaristatusYKJournaldofdLiquiddChromatographydanddRelateddTechnologiesWK2019WKcaWKd]bXda[ 1.3 3

51
×racticalKevaluationKofKliquidKchromatographyZtandemKmassKspectrometryKandKenzymeK
immunoassayKmethodKforKtheKaccurateKquantitativeKanalysisKofKprostaglandinsYKJournaldofdBioscienced
anddBioengineeringWK2014WK]]gWK]]eXg

3.3 3

50 ’ultiXromponentK×rofilingKofKγraceKVolatilesKinKqloodKbyKvasKrhromatographyZ’assKβpectrometryK
withKsynamicKweadspaceKtxtractionYKMassdSpectrometryWK2015WKcWKp[[bc 1.7 3

49 ’etabolicKprofilingKofKoxidizedKlipidXderivedKvolatilesKinKbloodKbyKgasKchromatographyZmassK
spectrometryKwithKinXtubeKextractionYKMassdSpectrometryWK2013WKaWKp[[]g 1.7 3

48 txpressionKpnalysisKofK]XaminocyclopropaneX]XcarboxylicKpcidK xidaseKvenesKinKrhitosanXroatedK
qananaYKHAYATIdJournaldofdBiosciencesWK2018WKadWK]g 1.2 3

47 pKβcreeningKofK×hageKsisplayK‘ibraryKforKaK–eutralKβaccharideWKâ��rhitinâ��KinKaK’ediumKrontainingK
tthanolYKElectrochemistryWK2001WKehWKheeXheg 1.2 3

46 ’assKβpectrometricKtnzymeKwistochemistryK’ethodKsevelopedKforKVisualizingKrholinesteraseK
pctivityKinKandYKAnalyticaldChemistryWK2020WKhaWK]abfhX]abge 7.8 3

45
xnvestigationKofKtheKeffectsKofKactinorhodinKbiosyntheticKgeneKclusterKexpressionKandKaKrpoqKpointK
mutationKonKtheKmetabolomeKofKβtreptomycesKcoelicolorK’]]ceYKJournaldofdBiosciencedandd
BioengineeringWK2021WK]b]WKdadXdbe

3.3 3

44 xmagingKxsomersKonKaKqiologicalKβurfaceiKpKΔeviewYKMassdSpectrometryWK2019WKgWKp[[fg 1.7 3

43 ‘ipoproteinKprofilingKmethodologyKbasedKonKdeterminationKofKapolipoproteinKconcentrationYK
BioanalysisWK2017WKhWKhX]h 2.1 2

42 putomaticKswitchingKvalveKsystemKtoKminimizeKvariationKofKliquidKchromatographyXtandemKmassK
spectrometryXbasedKchiralKaminoKacidKprofilingYKJournaldofdBiosciencedanddBioengineeringWK2019WK]agWKffbXffh3.3 2

41 xdentifyingKmetabolicKelementsKthatKcontributeKtoKproductivityKofK]XpropanolKbioproductionKusingK
metabolomicKanalysisYKMetabolomicsWK2018WK]cWKhe 4.7 2

40 ×redictingKΔankKofKyapaneseKvreenKγeasKbyKserivativeK×rofilesKofKβpectraK btainedKfromKuourierK
γransformK–earXxnfraredKΔeflectanceKβpectroscopyYKJournaldofdComputerdAideddChemistryWK2008WKhWKbfXce0.2 2

(2008-2022)
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39
xdentificationKofKgenesKinducedKbyKtaxolKapplicationKusingKaKcombinationKofKdifferentialKdisplayK
ΔγX×rΔKandKs–pKmicroarrayKanalysisYKZeitschriftdFurdNaturforschungdrdSectiondCdJournaldofd
BiosciencesWK2001WKdeWKg]cXh

1.7 2

38 tnantioselectiveKpminoKpcidK×rofileKxmprovesK’etabolomicsXbasedKβensoryK×redictionKofKyapaneseK
βakeYKFooddSciencedanddTechnologydResearchWK2019WKadWKffdXfgc 0.8 2

37
ronstructionKofKaK×redictionK’odelKforKγasteKofK’isoKSyapaneseKuermentedKβoybeanK×asteTKUsingK
’etabolicK×rofilingKandKQuantitativeKsescriptiveKpnalysesYKFooddSciencedanddTechnologydResearchWK
2019WKadWKgf]Xgff

0.8 2

36 ’assKβpectrometricKtnzymeKwistochemistryKforKrholineKpcetyltransferaseKΔevealsKpcetylcholineK
βynthesisKinKΔodentKqrainKandKβpinalKrordYKACSdChemicaldNeuroscienceWK2021WK]aWKa[fhXa[gf 5.7 2

35 vasKchromatographyZmassKspectrometryXbasedKmetaboliteKprofilingKofKcoffeeKbeansKobtainedKfromK
differentKaltitudesKandKoriginsKwithKvariousKpostharvestKprocessingYKMetabolomicsWK2021WK]fWKeh 4.7 2

34
βhrimpKcountKsizeiKvrZ’βXbasedKmetabolomicsKapproachKandKquantitativeKdescriptiveKanalysisK
SQspTKrevealKtheKimportanceKofKsizeKinKwhiteKlegKshrimpKS‘itopenaeusKvannameiTYKMetabolomicsWK
2021WK]fWK]h

4.7 2

33 ’etabolomicsKpnalysisKΔevealsKvlobalK’etabolicKrhangesKinKtheKtvolvedKβtrainKwithKxmprovedK
vrowthKandK]XqutanolK×roductionKinK’inimalK’ediumYKMetabolitesWK2020WK][WK 5.6 1

32 wighXγhroughputK‘rX’βZ’βK’ethodKforKrhiralKpminoKpcidKpnalysisKWithoutKserivatizationYK
MethodsdindMoleculardBiologyWK2019WKa[b[WKadbXae] 1.4 1

31 wighXγhroughputKpnalysisKofKβucroseKuattyKpcidKtstersKbyKβupercriticalKuluidK
rhromatographyZγandemK’assKβpectrometryYKMassdSpectrometryWK2014WKbWKp[[bb 1.7 1

30 wistoryKofKhairKanalysisKbyKmassKspectrometryKimagingYKJournaldofdBiosciencedanddBioengineeringWK
2021WK 3.3 1

29 ’assKβpectrometryKxmagingKΔevealsK‘ocalizationKofKβecondaryK’etabolitesKinKΔedKYeastKΔiceK
uermentationYKACSdFooddSciencedkdTechnologyW 1

28 rharacterizationKofKfiveKxndonesianKmangoesKusingKgasKchromatographyXmassKspectrometryXbasedK
metabolicKprofilingKandKsensoryKevaluationYKJournaldofdBiosciencedanddBioengineeringWK2021WK]baWKe]bXea[3.3 1

27 ’etabolicKVisualizationKΔevealsKtheKsistinctKsistributionKofKβugarsKandKpminoKpcidsKinKΔiceYKMassd
SpectrometryWK2020WKhWKp[[gh 1.7 1

26
tvaluationKofKchangeKinKmetabolomeKcausedKbyKcomprehensiveKdiabetesKtreatmentiKpKprospectiveK
observationalKstudyKofKdiabetesKinpatientsKwithKgasKchromatographyZmassKspectrometryXbasedK
nonXtargetKmetabolomicKanalysisYKJournaldofdDiabetesdInvestigationWK2021WK

3.9 1

25
×rofilingKofKvolatileKcompoundsKinKyapaneseKsakeKstoredKinKsherryKcasksKusingKsolidKphaseK
microextractionZgasKchromatographyZmassKspectrometryKanalysisYKJournaldofdBiosciencedandd
BioengineeringWK2021WK]baWK][gX]]a

3.3 1

24
vasKchromatographyXmassKspectrometryXbasedKmetaboliteKprofilingKandKsensoryKprofileKofK
xndonesianKfermentedKfoodKStempeTKfromKvariousKlegumesYKJournaldofdBiosciencedanddBioengineering
WK2021WK]baWKcgfXchd

3.3 1

23
romparativeKmetabolomicsKandKsensoryKevaluationKofKpineappleKSpnanasKcomosusTKrevealKtheK
importanceKofKripeningKstageKcomparedKtoKcultivarYKJournaldofdBiosciencedanddBioengineeringWK2021WK
]baWKdhaXdhg

3.3 1

22 βalivaKandK×lasmaKΔeflectK’etabolismKplteredKbyKsiabetesKandK×eriodontitisYKFrontiersdindMoleculard
BiosciencesWK2021WKgWKfca[[a 5.6 1
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21 ×rotocolKforKQuantitativeKxmagingK’assKβpectrometryYKBunsekidKagakuWK2016WKedWKfcdXfd[ 0.2 0

20 pnalysisKofK×olyprenolsKinKtucommiaKulmoidesKbyKβupercriticalKuluidKrhromatographyYKInternationald
SymposiumdondEucommiadUlmoidesWK2007WK]WK][bX][g 0

19 ’etabolomicKinvestigationKofKdifferencesKinKcomponentsKandKtasteKbetweenKhonXmirinKandK
mirinXlikeXseasoningYKJournaldofdBiosciencedanddBioengineeringWK2021WK]baWKdhhXe[d 3.3 0

18 βtableKisotopeKandKchemicalKinhibitionKanalysesKsuggestedKtheKexistenceKofKaKnonXmevalonateXlikeK
pathwayKinKtheKyeastKYarrowiaKlipolyticaYKScientificdReportsWK2021WK]]WKddhg 4.9 0

17 wX–’ΔKmetabolomicsXbasedKclassificationKofKyapaneseKsakeKandKcomparativeKmetabolomeKanalysisK
byKgasKchromatographyXmassKspectrometryYKJournaldofdBiosciencedanddBioengineeringWK2021WK]b]WKddfXdec3.3 0

16
’inimizationKofKadverseKeffectsKofKblankKmatricesKfromKvariousKapparatusesKinKtheKdownsizingKofK
gasKchromatographyXmassKspectrometryXbasedKmetabolomicsYKJournaldofdBiosciencedandd
BioengineeringWK2021WK]baWK][aX][f

3.3 0

15 pccumulationKofKsugarsKandKnucleosidesKinKresponseKtoKhighKsaltKandKbutanolKstressKinK]XbutanolK
producingKβynechococcusKelongatusYKJournaldofdBiosciencedanddBioengineeringWK2020WK]ahWK]ffX]gb 3.3 0

14 uakeKmetabolomicsKchromatogramKgenerationKforKfacilitatingKdeepKlearningKofKpeakXpickingKneuralK
networksYKJournaldofdBiosciencedanddBioengineeringWK2021WK]b]WKa[fXa]a 3.3 0

13 ’etabolomicsXsrivenKxdentificationKofKtheKΔateX‘imitingKβtepsKinK]X×ropanolK×roductionYYKFrontiersd
indMicrobiologyWK2022WK]bWKgf]eac 5.7 0

12
rorrigendumKtoKM–ovelKhighXthroughputKandKwidelyXtargetedKliquidKchromatographyXtimeKofKflightK
massKspectrometryKmethodKforKdXaminoKacidsKinKfoodsMK[yYKqiosciYKqioengYK]abKSa[]fTK]aeX]bb]YK
JournaldofdBiosciencedanddBioengineeringWK2017WK]acWKbedXbef

3.3

11 ’etabolomicsKinKaK–utshellK2014WK]Xg

10 sevelopmentKofK‘ipidomicKpnalysisK’ethodKbyKUtilizingKβupercriticalKuluidKtxtractionKandK
βeparationKγechnologiesYKOleoscienceWK2014WK]cWKbahXbbe 0.1

9 ppplicationKofKmetabolomicsKforKdiscriminationKandKsensoryKpredictiveKmodelingKofKfoodKproductsK
2013WKdcXec

8 xnKβituK‘ocalizationKofK×olyisopreneKinKtucommiaKulmoidesYKInternationaldSymposiumdondEucommiad
UlmoidesWK2007WK]WK][hX]]]

7 βeparationKofK×olyprenolsKUsingKaK’onolithicKβilicaKrolumnKinKwighX×erformanceK‘iquidK
rhromatographyYKInternationaldSymposiumdondEucommiadUlmoidesWK2007WK]WKhfX][a

6 γransXpolyisopreneKrontentKandKitsK’olecularXweightKsistributionKinKVariousKrultivarsKofKtucommiaK
ulmoidesYKInternationaldSymposiumdondEucommiadUlmoidesWK2007WK]WKh]Xhb

5 rurrentKβtatusKandKuutureKsirectionKinKxmagingK’assKβpectrometryYKHyomendKagakuWK2016WKbfWKdhbXdhg

4 ppplicationKofKmetabolomicsKforKhighKresolutionKphenotypeKanalysisKYKJapanesedJournaldofdLacticd
AciddBacteriaWK2017WKagWKeeXfb 0

(2017-2016)
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3 ×otatoKtuberKmetabolomicsXbasedKpredictionKofKchipKcolorKqualityKandKapplicationKusingKgasK
chromatographyZflameKionizationKdetectorYKBioscienceqdBiotechnologydanddBiochemistryWK2020WKgcWKa]hbXa]hg2.1

2 ΔeductionKofKtheKextraXcolumnKbandKdispersionKbyKaKslowKtransportKandKsplittingKofKaKsampleKbandK
inKisocraticKreversedXphaseKliquidKchromatographyYKJournaldofdChromatographydAWK2021WK]ec]WKce]hhe 4.5

1
xnvestigationKofKtheKcharacteristicsKofKdifferentKshrimpsKbyKspeciesKandKhabitatKusingKgasK
chromatographyZmassKspectrometryKbasedKmetabolomicsYKJournaldofdBiosciencedanddBioengineeringWK
2021WK]baWKadgXaec

3.3
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