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i Paper IF Citations

182 PredictingMRNvMjbMethylcytosineMSitesMbyMUsingMzssentialMSequenceM–eaturesMandMyistributionsccM
BioMedmResearchmInternationalaM2022aMgeggaMiehjikg 3 10

181 IdentificationMofMNovelMLungMxancerMyriverMβenesMxonnectingMyifferentMOmicsMLevelsMWithMaMγeatM
yiffusionMvlgorithmccMFrontiersminmCellmandmDevelopmentalmBiologyaM2022aMfeaMmgjglg 5.7 0

180 PredictingMγeartMxellMTypesMbyMUsingMTranscriptomeMProfilesMandMaMMachineMLearningMMethodccMLifeaM
2022aMfgaM 3 10

179 ivTxbN–MLPoMIdentifyingMclassesMofManatomicalMtherapeuticMchemicalsMbasedMonMdrugMnetworksaM
fingerprintsMandMmultilayerMperceptroncMCurrentmBioinformaticsaM2022aMflaM 4.7 5

178 IdentificationMofMxellMMarkersMandMTheirMzxpressionMPatternsMinMSkinMwasedMonMSinglebxellM
RNvbSequencingMProfilesccMLifeaM2022aMfgaM 3 4

177 SimilaritybwasedMMethodMwithMMultipleb–eatureMSamplingMforMPredictingMyrugMSideMzffectsccM
ComputationalmandmMathematicalmMethodsminmMedicineaM2022aMgeggaMnjilhfl 2.8 2

176 yrugbyrugMInteractionsMPredictionMUsingM–ingerprintMOnlyccMComputationalmandmMathematicalm
MethodsminmMedicineaM2022aMgeggaMlmfmime 2.8 3

175 RecognitionMofMImmuneMxellMMarkersMofMxOVIybfnMSeverityMwithMMachineMLearningMMethodsccM
BioMedmResearchmInternationalaM2022aMgeggaMkemngig 3 0

174 IdentificationMofMPanbxancerMwiomarkersMwasedMonMtheMβeneMzxpressionMProfilesMofMxancerMxellM
LinesccMFrontiersminmCellmandmDevelopmentalmBiologyaM2021aMnaMlmfgmj 5.7 2

173 iMPTb–yNPLoMIdentificationMofMMembraneMProteinMTypesMwithM–unctionalMyomainsMandMaMNaturalM
LanguageMProcessingMvpproachcMComputationalmandmMathematicalmMethodsminmMedicineaM2021aMgegfaMlkmfinl2.8 11

172 IdentifyingMtheMSignaturesMandMRulesMofMxirculatingMzxtracellularMMicroRNvMforMyistinguishingM
xancerMSubtypescMFrontiersminmGeneticsaM2021aMfgaMkjfkfe 4.5 6

171 PredictingMgeneMphenotypeMbyMmultiblabelMmultibclassMmodelMbasedMonMessentialMfunctionalMfeaturescM
MolecularmGeneticsmandmGenomicsaM2021aMgnkaMnejbnfm 3.1 4

170 vMpathbbasedMmethodMforMidentificationMofMproteinMphenotypicMannotationscMCurrentmBioinformaticsaM
2021aMfkaM 4.7 5

169 yeterminingMproteinbproteinMfunctionalMassociationsMbyMfunctionalMrulesMbasedMonMgeneMontologyM
andMKzββMpathwaycMBiochimicamEtmBiophysicamActam-mProteinsmandmProteomicsaM2021aMfmknaMfiekgf 4 31

168 vnalysisMofMtheMSequenceMxharacteristicsMofMvntifreezeMProteincMLifeaM2021aMffaM 3 1

167 IdentifyingMxOVIybfnbSpecificMTranscriptomicMwiomarkersMwithMMachineMLearningMMethodscMBioMedm
ResearchmInternationalaM2021aMgegfaMnnhnfhi 3 2

166 IdentificationMofMMicrobiotaMwiomarkersMWithMOrthologousMβeneMvnnotationMforMTypeMgMyiabetescM
FrontiersminmMicrobiologyaM2021aMfgaMlffgii 5.7 2
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165
iMPTxzbγnetworkoMvMMultilabelMxlassifierMforMIdentifyingMMetabolicMPathwayMTypesMofMxhemicalsM
andMznzymesMwithMaMγeterogeneousMNetworkcMComputationalmandmMathematicalmMethodsminmMedicine
aM2021aMgegfaMkkmhejf

2.8 20

164 IdentificationMofMxarcinogenicMxhemicalsMwithMNetworkMzmbeddingMandMyeepMLearningMMethodscM
CurrentmBioinformaticsaM2021aMfjaMfeflbfegk 4.7 2

163 NovelMxomputationalMMethodsMinMxurrentMwiomedicineMandMwiopharmacycMCurrentmBioinformaticsaM
2021aMfjaMnjjbnjj 4.7

162 RecognizingMPatternMandMRuleMofMMutationMSignaturesMxorrespondingMtoMxancerMTypescMFrontiersminm
CellmandmDevelopmentalmBiologyaM2021aMnaMlfgnhf 5.7

161 IdentificationMofMdrugâ��diseaseMassociationsMbyMusingMmultipleMdrugMandMdiseaseMnetworkscMCurrentm
BioinformaticsaM2021aMfkaM 4.7 20

160 IdentifyingMLungMxancerMxellMMarkersMwithMMachineMLearningMMethodsMandMSinglebxellMRNvbSeqM
yatacMLifeaM2021aMffaM 3 1

159 PredictionMofMyrugMSideMzffectsMwithMaMRefinedMNegativeMSampleMSelectionMStrategycMComputationalm
andmMathematicalmMethodsminmMedicineaM2020aMgegeaMfjlhjih 2.8 38

158 ivTxb–RvKzLoMaMsimpleMmultiblabelMwebMserverMforMrecognizingManatomicalMtherapeuticMchemicalM
classesMofMdrugsMwithMtheirMfingerprintsMonlycMBioinformaticsaM2020aMhkaMhjkmbhjkn 7.2 40

157 vlternativeMPolyadenylationMModificationMPatternsMRevealMzssentialMPosttranscriptionMRegulatoryM
MechanismsMofMTumorigenesisMinMMultipleMTumorMTypescMBioMedmResearchmInternationalaM2020aMgegeaMkhmifge3 4

156 InvestigatingMtheMgeneMexpressionMprofilesMofMcellsMinMsevenMembryonicMstagesMwithMmachineMlearningM
algorithmscMGenomicsaM2020aMffgaMgjgibgjhi 4.3 12

155 ivTxbNRvKzLoManMefficientMmultiblabelMclassifierMforMrecognizingManatomicalMtherapeuticMchemicalM
classesMofMdrugscMBioinformaticsaM2020aMhkaMfhnfbfhnk 7.2 44

154 yrugMTargetMβroupMPredictionMwithMMultipleMyrugMNetworkscMCombinatorialmChemistrymandmHighm
ThroughputmScreeningaM2020aMghaMglibgmi 1.3 22

153 IdentifyingMproteinMsubcellularMlocationMwithMembeddingMfeaturesMlearnedMfromMnetworkscMCurrentm
ProteomicsaM2020aMflaM 0.7 20

152 iMPTb–RvKzLoMvMSimpleMMultiblabelMWebbserverMthatMOnlyMUsesM–ingerprintsMtoMIdentifyMwhichM
MetabolicMPathwayMTypesMxompoundsMcanMParticipateMIncMOpenmBioinformaticsmJournalaM2020aMfhaMmhbnf 0.8 2

151 miRbgnMmediatesMexercisebinducedMskeletalMmuscleMangiogenesisMbyMtargetingMVzβ–vaMxOLivfMandM
xOLivgMviaMtheMPIhKdvktMsignalingMpathwaycMMolecularmMedicinemReportsaM2020aMggaMkkfbkle 2.9 3

150 IdentifyingMRobustMMicrobiotaMSignaturesMandMInterpretableMRulesMtoMyistinguishMxancerMSubtypescM
FrontiersminmMolecularmBiosciencesaM2020aMlaMkeilni 5.6 7

149 IdentificationMofMLatentMOncogenesMwithMaMNetworkMzmbeddingMMethodMandMRandomM–orestcM
BioMedmResearchmInternationalaM2020aMgegeaMjfkehnk 3 2

148 IdentifyingMtheMRNvMsignaturesMofMcoronaryMarteryMdiseaseMfromMcombinedMlncRNvMandMmRNvM
expressionMprofilescMGenomicsaM2020aMffgaMinijbinjm 4.3 7

(2020-2021)
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147 InvestigationMandMPredictionMofMγumanMInteractomeMwasedMonMQuantitativeM–eaturescMFrontiersminm
BioengineeringmandmBiotechnologyaM2020aMmaMlhe 5.8 10

146 IdentificationMofMxOVIybfnMInfectionbRelatedMγumanMβenesMwasedMonMaMRandomMWalkMModelMinMaM
VirusbγumanMProteinMInteractionMNetworkcMBioMedmResearchmInternationalaM2020aMgegeaMigjkhef 3 12

145 yistinguishingMβlioblastomaMSubtypesMbyMMethylationMSignaturescMFrontiersminmGeneticsaM2020aMffaMkeihhk4.5 8

144 PredictionMofMmembraneMproteinMtypesMbyMfusingMproteinbproteinMinteractionMandMproteinMsequenceM
informationcMBiochimicamEtmBiophysicamActam-mProteinsmandmProteomicsaM2020aMfmkmaMfiejgi 4 3

143 RecognizingMnovelMchemicalsddrugsMforManatomicalMtherapeuticMchemicalMclassesMwithMaMheatM
diffusionMalgorithmcMBiochimicamEtmBiophysicamActam-mMolecularmBasismofmDiseaseaM2020aMfmkkaMfkjnfe 6.9 3

142 SimilaritybwasedMMachineMLearningMModelMforMPredictingMtheMMetabolicMPathwaysMofMxompoundscM
IEEEmAccessaM2020aMmaMfhekmlbfheknk 3.5 36

141 IdentificationMofMleukemiaMstemMcellMexpressionMsignaturesMthroughMMonteMxarloMfeatureMselectionM
strategyMandMsupportMvectorMmachinecMCancermGenemTherapyaM2020aMglaMjkbkn 5.4 27

140 yetectingMtheMMultiomicsMSignaturesMofM–actorbSpecificMInflammatoryMzffectsMonMvirwayMSmoothM
MusclescMFrontiersminmGeneticsaM2020aMffaMjnnnle 4.5 21

139 IdentificationMofMβeneMSignaturesMandMzxpressionMPatternsMyuringMzpithelialbtobMesenchymalM
TransitionM–romMSinglebxellMzxpressionMvtlascMFrontiersminmGeneticsaM2020aMffaMkejefg 4.5 2

138 IdentifyingMTranscriptomicMSignaturesMandMRulesMforMSvRSbxoVbgMInfectioncMFrontiersminmCellmandm
DevelopmentalmBiologyaM2020aMmaMkglheg 5.7 31

137 IdentificationMofMProteinMSubcellularMLocalizationMWithMNetworkMandM–unctionalMzmbeddingscM
FrontiersminmGeneticsaM2020aMffaMkgkjee 4.5 29

136 IdentifyingMMethylationMPatternMandMβenesMvssociatedMwithMwreastMxancerMSubtypescMInternationalm
JournalmofmMolecularmSciencesaM2019aMgeaM 6.3 23

135 IdentifyingMzssentialMSignatureMβenesMandMzxpressionMRulesMvssociatedMWithMyistinctiveM
yevelopmentMStagesMofMzarlyMzmbryonicMxellscMIEEEmAccessaM2019aMlaMfgmjlebfgmjlm 3.5 9

134 InferringMnovelMgenesMrelatedMtoMoralMcancerMwithMaMnetworkMembeddingMmethodMandMonebclassM
learningMalgorithmscMGenemTherapyaM2019aMgkaMikjbilm 4 4

133 PrimaryMTumorMSiteMSpecificityMisMPreservedMinMPatientbyerivedMTumorMXenograftMModelscMFrontiersminm
GeneticsaM2019aMfeaMlhm 4.5 7

132 vnalysisMofMzxpressionMPatternMofMsnoRNvsMinMyifferentMxancerMTypesMwithMMachineMLearningM
vlgorithmscMInternationalmJournalmofmMolecularmSciencesaM2019aMgeaM 6.3 25

131 vnalysisMofMβeneMzxpressionMyifferencesMbetweenMyifferentMPancreaticMxellscMACSmOmegaaM2019aMiaMkigfbkihj3.9 5

130 IdentificationMofMsyntheticMlethalityMbasedMonMaMfunctionalMnetworkMbyMusingMmachineMlearningM
algorithmscMJournalmofmCellularmBiochemistryaM2019aMfgeaMiejbifk 4.7 42
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129 vnalysisMofMProteinbProteinM–unctionalMvssociationsMbyMUsingMβeneMOntologyMandMKzββMPathwaycM
BioMedmResearchmInternationalaM2019aMgefnaMinkhgmn 3 7

128 IdentificationMofMγumanMMembraneMProteinMTypesMbyMIncorporatingMNetworkMzmbeddingMMethodscM
IEEEmAccessaM2019aMlaMfielnibfiemej 3.5 28

127 vMwinaryMxlassifierMforMtheMPredictionMofMzxMNumbersMofMznzymescMCurrentmProteomicsaM2019aMfkaMhmhbhnf 0.7 27

126 PredictingMyrugMSideMzffectsMwithMxompactMIntegrationMofMγeterogeneousMNetworkscMCurrentm
BioinformaticsaM2019aMfiaMlenblge 4.7 64

125 RecognizingMNovelMTumorMSuppressorMβenesMUsingMaMNetworkMMachineMLearningMStrategycMIEEEm
AccessaM2019aMlaMfjjeegbfjjefh 3.5 16

124 ScreeningMofMMethylationMSignatureMandMβeneM–unctionsMvssociatedMWithMtheMSubtypesMofMIsocitrateM
yehydrogenasebMutationMβliomascMFrontiersminmBioengineeringmandmBiotechnologyaM2019aMlaMhhn 5.8 13

123 ImmunosignatureMScreeningMforMMultipleMxancerMSubtypesMwasedMonMzxpressionMRulecMFrontiersminm
BioengineeringmandmBiotechnologyaM2019aMlaMhle 5.8 7

122 IdentificationMofMtheMcopyMnumberMvariantMbiomarkersMforMbreastMcancerMsubtypescMMolecularm
GeneticsmandmGenomicsaM2019aMgniaMnjbffe 3.1 41

121 xlassificationMofMWidelyMandMRarelyMzxpressedMβenesMwithMRecurrentMNeuralMNetworkcM
ComputationalmandmStructuralmBiotechnologymJournalaM2019aMflaMinbke 6.8 26

120 γIVMinfectionMaltersMtheMhumanMepigeneticMlandscapecMGenemTherapyaM2019aMgkaMgnbhn 4 19

119 vMNetworkMIntegrationMMethodMforMyecipheringMtheMTypesMofMMetabolicMPathwayMofMxhemicalsMwithM
γeterogeneousMInformationcMCombinatorialmChemistrymandmHighmThroughputmScreeningaM2018aMgfaMklebkme 1.3 16

118 InferringManatomicalMtherapeuticMchemicalMUvTxVMclassMofMdrugsMusingMshortestMpathMandMrandomM
walkMwithMrestartMalgorithmscMBiochimicamEtmBiophysicamActam-mMolecularmBasismofmDiseaseaM2018aMfmkiaMgggmbggie6.9 22

117 βeneMexpressionMdifferencesMamongMdifferentMMSIMstatusesMinMcolorectalMcancercMInternationalm
JournalmofmCanceraM2018aMfihaMflhfbflie 7.5 68

116 yiscriminatingMcirRNvsMfromMotherMlncRNvsMusingMaMhierarchicalMextremeMlearningMmachineMUγbzLMVM
algorithmMwithMfeatureMselectioncMMolecularmGeneticsmandmGenomicsaM2018aMgnhaMfhlbfin 3.1 45

115 IdentificationMofMyifferentiallyMzxpressedMβenesMbetweenMOriginalMwreastMxancerMandMXenograftM
UsingMMachineMLearningMvlgorithmscMGenesaM2018aMnaM 4.2 42

114 IdentifyingMPatientsMwithMvtrioventricularMSeptalMyefectMinMyownMSyndromeMPopulationsMbyMUsingM
SelfbNormalizingMNeuralMNetworksMandM–eatureMSelectioncMGenesaM2018aMnaM 4.2 31

113 InferringMNovelMTumorMSuppressorMβenesMwithMaMProteinbProteinMInteractionMNetworkMandMNetworkM
yiffusionMvlgorithmscMMolecularmTherapym-mMethodsmandmClinicalmDevelopmentaM2018aMfeaMjlbkl 6.4 26

112 PredictionMofMNitratedMTyrosineMResiduesMinMProteinMSequencesMbyMzxtremeMLearningMMachineMandM
–eatureMSelectionMMethodscMCombinatorialmChemistrymandmHighmThroughputmScreeningaM2018aMgfaMhnhbieg 1.3 20

(2018-2019)
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111 PredictionMofMyrugMxombinationsMwithMaMNetworkMzmbeddingMMethodcMCombinatorialmChemistrymandm
HighmThroughputmScreeningaM2018aMgfaMlmnblnl 1.3 10

110 vnMIntegratedMMultibLabelMxlassifierMwithMxhemicalbxhemicalMInteractionsMforMPredictionMofMxhemicalM
ToxicityMzffectscMCombinatorialmChemistrymandmHighmThroughputmScreeningaM2018aMgfaMiehbife 1.3 3

109 TissueMdifferencesMrevealedMbyMgeneMexpressionMprofilesMofMvariousMcellMlinescMJournalmofmCellularm
BiochemistryaM2018aMfgeaMlekm 4.7 22

108 IdentificationMofMgeneMexpressionMsignaturesMacrossMdifferentMtypesMofMneuralMstemMcellsMwithMtheM
MontebxarloMfeatureMselectionMmethodcMJournalmofmCellularmBiochemistryaM2018aMffnaMhhnibhieh 4.7 45

107 vMcomputationalMmethodMusingMtheMrandomMwalkMwithMrestartMalgorithmMforMidentifyingMnovelM
epigeneticMfactorscMMolecularmGeneticsmandmGenomicsaM2018aMgnhaMgnhbhef 3.1 23

106 vMxomputationalMMethodMforMxlassifyingMyifferentMγumanMTissuesMwithMQuantitativelyM
TissuebSpecificMzxpressedMβenescMGenesaM2018aMnaM 4.2 9

105 vMsimilaritybbasedMmethodMforMpredictionMofMdrugMsideMeffectsMwithMheterogeneousMinformationcM
MathematicalmBiosciencesaM2018aMhekaMfhkbfii 3.9 89

104 TissueMzxpressionMyifferenceMbetweenMmRNvsMandMlncRNvscMInternationalmJournalmofmMolecularm
SciencesaM2018aMfnaM 6.3 35

103 IdentificationMofMtheMβeneMzxpressionMRulesMThatMyefineMtheMSubtypesMinMβliomacMJournalmofmClinicalm
MedicineaM2018aMlaM 5.1 30

102 vnalysisMandMpredictionMofMdrugbdrugMinteractionMbyMminimumMredundancyMmaximumMrelevanceMandM
incrementalMfeatureMselectioncMJournalmofmBiomolecularmStructuremandmDynamicsaM2017aMhjaMhfgbhgn 3.6 61

101 IdentificationMofMβenesMvssociatedMwithMwreastMxancerMMetastasisMtoMwoneMonMaMProteinbProteinM
InteractionMNetworkMwithMaMShortestMPathMvlgorithmcMJournalmofmProteomemResearchaM2017aMfkaMfeglbfehm5.6 26

100 vnalysisMofMcancerbrelatedMlncRNvsMusingMgeneMontologyMandMKzββMpathwayscMArtificialmIntelligencem
inmMedicineaM2017aMlkaMglbhk 7.4 74

99 JointMvccessMSelectionMandMResourceMvllocationMinMxachebznabledMγxNsMwithMygyMxommunicationsM
2017aM 14

98 vnMintegratedMmethodMforMtheMidentificationMofMnovelMgenesMrelatedMtoMoralMcancercMPLoSmONEaM2017aM
fgaMeefljfmj 3.7 15

97 PredictionMandManalysisMofMessentialMgenesMusingMtheMenrichmentsMofMgeneMontologyMandMKzββM
pathwayscMPLoSmONEaM2017aMfgaMeefmifgn 3.7 74

96 IdentifyingMandManalyzingMdifferentMcancerMsubtypesMusingMRNvbseqMdataMofMbloodMplateletscM
OncotargetaM2017aMmaMmlinibmljff 3.3 32

95
yeterminationMofMβenesMRelatedMtoMUveitisMbyMUtilizationMofMtheMRandomMWalkMwithMRestartM
vlgorithmMonMaMProteinbProteinMInteractionMNetworkcMInternationalmJournalmofmMolecularmSciencesaM
2017aMfmaM

6.3 14

94 IdentifyMKeyMSequenceM–eaturesMtoMImproveMxRISPRMsgRNvMzfficacycMIEEEmAccessaM2017aMjaMgkjmgbgkjne 3.5 91
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93 NetworkbwasedMMethodMforMIdentifyingMxobMRegenerationMβenesMinMwoneaMyentinaMNerveMandMVesselM
TissuescMGenesaM2017aMmaM 4.2 6

92 yecipheringMtheMRelationshipMbetweenMObesityMandMVariousMyiseasesMfromMaMNetworkMPerspectivecM
GenesaM2017aMmaM 4.2 4

91 NetworkbwasedMMethodMforMIdentifyingMxobRegenerationMβenesMinMwoneaMyentinaMNerveMandMVesselM
TissuescMGenesaM2017aMmaMgjg 4.2 1

90 vMcomputationalMmethodMforMtheMidentificationMofMcandidateMdrugsMforMnonbsmallMcellMlungMcancercM
PLoSmONEaM2017aMfgaMeefmhiff 3.7 1

89 vMwinaryMxlassifierMforMPredictionMofMtheMTypesMofMMetabolicMPathwayMofMxhemicalscMCombinatorialm
ChemistrymandmHighmThroughputmScreeningaM2017aMgeaMfiebfik 1.3 11

88
vnalysisMandMPredictionMofMMyristoylationMSitesMUsingMtheMmRMRMMethodaMtheMI–SMMethodMandManM
zxtremeMLearningMMachineMvlgorithmcMCombinatorialmChemistrymandmHighmThroughputmScreeningaM
2017aMgeaMnkbfek

1.3 11

87
RecognizingMandMPredictingMThioetherMwridgesM–ormedMbyMLanthionineMandM˛†bMethyllanthionineMinM
LantibioticsMUsingMaMRandomM–orestMvpproachMwithM–eatureMSelectioncMCombinatorialmChemistrymandm
HighmThroughputmScreeningaM2017aMgeaMjmgbjnh

1.3 5

86 vM–eatureMandMvlgorithmMSelectionMMethodMforMImprovingMtheMPredictionMofMProteinMStructuralMxlasscM
CombinatorialmChemistrymandmHighmThroughputmScreeningaM2017aMgeaMkfgbkgf 1.3 21

85
xomputationalMmethodMforMdistinguishingMlysineMacetylationaMsumoylationaMandMubiquitinationMusingM
theMrandomMforestMalgorithmMwithMaMfeatureMselectionMprocedurecMCombinatorialmChemistrymandmHighm
ThroughputmScreeningaM2017aM

1.3 2

84 IdentificationMofMyrugbyrugMInteractionsMUsingMxhemicalMInteractionscMCurrentmBioinformaticsaM2017aM
fgaM 4.7 54

83 vM–astMvpproximateMγypervolumeMxalculationMMethodMbyMaMNovelMyecompositionMStrategycMLecturem
NotesminmComputermScienceaM2017aMfibgj 0.9 4

82 vMNovelMwrainMNetworksMznhancementMModelMUwNzMVMforMwOLyMfMRIMyataMvnalysisMWithMγighlyM
SpatialMReproducibilitycMIEEEmJournalmofmBiomedicalmandmHealthmInformaticsaM2016aMgeaMffelbfn 7.2 9

81
IdentificationMofMcompoundbproteinMinteractionsMthroughMtheManalysisMofMgeneMontologyaMKzββM
enrichmentMforMproteinsMandMmolecularMfragmentsMofMcompoundscMMolecularmGeneticsmandmGenomicsaM
2016aMgnfaMgekjbgeln

3.1 48

80 IdentificationMofMnovelMproliferativeMdiabeticMretinopathyMrelatedMgenesMonMproteinâ��proteinM
interactionMnetworkcMNeurocomputingaM2016aMgflaMkhblg 5.4 26

79 UkVbPowerMdominationMinMblockMgraphscMJournalmofmCombinatorialmOptimizationaM2016aMhfaMmkjbmlh 0.9 9

78 TheMuseMofMβeneMOntologyMtermsMandMKzββMpathwaysMforManalysisMandMpredictionMofMoncogenescM
BiochimicamEtmBiophysicamActam-mGeneralmSubjectsaM2016aMfmkeaMglgjbhi 4 35

77
IdentificationMofMnewMcandidateMdrugsMforMlungMcancerMusingMchemicalbchemicalMinteractionsaM
chemicalbproteinMinteractionsMandMaMKbmeansMclusteringMalgorithmcMJournalmofmBiomolecularmStructurem
andmDynamicsaM2016aMhiaMnekbfl

3.6 21

76 IdentifyingMnovelMproteinMphenotypeMannotationsMbyMhybridizingMproteinbproteinMinteractionsMandM
proteinMsequenceMsimilaritiescMMolecularmGeneticsmandmGenomicsaM2016aMgnfaMnfhbhi 3.1 22

(2016-2017)

7



75 MiningMforMnovelMtumorMsuppressorMgenesMusingMaMshortestMpathMapproachcMJournalmofmBiomolecularm
StructuremandmDynamicsaM2016aMhiaMkkiblj 3.6 24

74 vnalysisMofMβeneMzxpressionMProfilesMinMtheMγumanMwrainMStemaMxerebellumMandMxerebralMxortexcM
PLoSmONEaM2016aMffaMeefjnhnj 3.7 11

73 vMShortestbPathbwasedMMethodMforMtheMvnalysisMandMPredictionMofM–ruitbRelatedMβenesMinM
vrabidopsisMthalianacMPLoSmONEaM2016aMffaMeefjnjfn 3.7 6

72 OPMSPoMvMxomputationalMMethodMIntegratingMProteinMInteractionMandMSequenceMInformationMforM
theMIdentificationMofMNovelMPutativeMOncogenescMProteinmandmPeptidemLettersaM2016aMghaMfemfbfeni 1.9 12

71 PredictingMtheMtypesMofMmetabolicMpathwayMofMcompoundsMusingMmolecularMfragmentsMandM
sequentialMminimalMoptimizationcMCombinatorialmChemistrymandmHighmThroughputmScreeningaM2016aMfnaMfhkbih1.3 33

70 StudyMofMdrugbdrugMcombinationsMbasedMonMmolecularMdescriptorsMandMphysicochemicalMpropertiescM
CombinatorialmChemistrymandmHighmThroughputmScreeningaM2016aMfnaMfjhbke 1.3 3

69 PredictingMProteinMLigandMwindingMSitesMwithMStructureMvlignmentMMethodMonMγadoopcMCurrentm
ProteomicsaM2016aMfhaMffhbfgf 0.7 4

68 PredictionMofMLinearMwbxellMzpitopesMwithMmRMRM–eatureMSelectionMandMvnalysiscMCurrentm
BioinformaticsaM2016aMffaMggbhf 4.7 10

67 –eatureMxlassificationMandMvnalysisMofMLungMxancerMRelatedMβenesMthroughMβeneMOntologyMandM
KzββMPathwayscMCurrentmBioinformaticsaM2016aMffaMiebje 4.7 8

66 TheMUseMofMβeneMOntologyMTermMandMKzββMPathwayMznrichmentMforMvnalysisMofMyrugMγalfbLifecMPLoSm
ONEaM2016aMffaMeefkjink 3.7 8

65 vpplicationMofMtheMShortestMPathMvlgorithmMforMtheMyiscoveryMofMwreastMxancerbRelatedMβenescM
CurrentmBioinformaticsaM2016aMffaMjfbjm 4.7 37

64 βeneMexpressionMprofilingMgutMmicrobiotaMinMdifferentMracesMofMhumanscMScientificmReportsaM2016aMkaMghelj 4.9 55

63
IdentificationMofMnovelMcandidateMdriversMconnectingMdifferentMdysfunctionalMlevelsMforMlungM
adenocarcinomaMusingMproteinbproteinMinteractionsMandMaMshortestMpathMapproachcMScientificmReportsaM
2016aMkaMgnmin

4.9 20

62 vnalysisMofMtheMchemicalMtoxicityMeffectsMusingMtheMenrichmentMofMβeneMOntologyMtermsMandMKzββM
pathwayscMBiochimicamEtmBiophysicamActam-mGeneralmSubjectsaM2016aMfmkeaMgkfnbgk 4 10

61 vMcomputationalMmethodMforMtheMidentificationMofMnewMcandidateMcarcinogenicMandMnonbcarcinogenicM
chemicalscMMolecularmBioSystemsaM2015aMffaMgjifbje 20

60 PredictionMandManalysisMofMcellbpenetratingMpeptidesMusingMpseudobaminoMacidMcompositionMandM
randomMforestMmodelscMAminomAcidsaM2015aMilaMfimjbnh 3.5 59

59 xlassifyingMtenMtypesMofMmajorMcancersMbasedMonMreverseMphaseMproteinMarrayMprofilescMPLoSmONEaM
2015aMfeaMeefghfil 3.7 33

58 βeneMOntologyMandMKzββMPathwayMznrichmentMvnalysisMofMaMyrugMTargetbwasedMxlassificationM
SystemcMPLoSmONEaM2015aMfeaMeefgking 3.7 39
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57 vMhybridMcomputationalMmethodMforMtheMdiscoveryMofMnovelMreproductionbrelatedMgenescMPLoSmONEaM
2015aMfeaMeefflene 3.7 12

56 yiscoveryMofMnewMcandidateMgenesMrelatedMtoMbrainMdevelopmentMusingMproteinMinteractionM
informationcMPLoSmONEaM2015aMfeaMeeffmeeh 3.7 8

55 TheMUseMofMxhemicalbxhemicalMInteractionMandMxhemicalMStructureMtoMIdentifyMNewMxandidateM
xhemicalsMRelatedMtoMLungMxancercMPLoSmONEaM2015aMfeaMeefgmknk 3.7 6

54 vMhybridMmethodMforMpredictionMandMrepositioningMofMdrugMvnatomicalMTherapeuticMxhemicalMclassescM
MolecularmBioSystemsaM2014aMfeaMmkmbll 58

53 vMnovelMapproachMforMfMRIMdataManalysisMbasedMonMtheMcombinationMofMsparseMapproximationMandM
affinityMpropagationMclusteringcMMagneticmResonancemImagingaM2014aMhgaMlhkbik 3.3 14

52
PredictionMofMdrugMtargetMgroupsMbasedMonMchemicalbchemicalMsimilaritiesMandM
chemicalbchemicaldproteinMconnectionscMBiochimicamEtmBiophysicamActam-mProteinsmandmProteomicsaM
2014aMfmiiaMgelbfh

4 15

51 PredictionMofMcancerMdrugsMbyMchemicalbchemicalMinteractionscMPLoSmONEaM2014aMnaMemllnf 3.7 11

50 βeneMontologyMandMKzββMenrichmentManalysesMofMgenesMrelatedMtoMagebrelatedMmacularM
degenerationcMBioMedmResearchmInternationalaM2014aMgefiaMijehmk 3 19

49 PredictionMofMmultibtypeMmembraneMproteinsMinMhumanMbyManMintegratedMapproachcMPLoSmONEaM2014aM
naMenhjjh 3.7 14

48 vnalysisMofMtumorMsuppressorMgenesMbasedMonMgeneMontologyMandMtheMKzββMpathwaycMPLoSmONEaM
2014aMnaMefelgeg 3.7 37

47 yiscriminatingMbetweenMlysineMsumoylationMandMlysineMacetylationMusingMmRMRMfeatureMselectionM
andManalysiscMPLoSmONEaM2014aMnaMefeliki 3.7 12

46 –indingMcandidateMdrugsMforMhepatitisMxMbasedMonMchemicalbchemicalMandMchemicalbproteinM
interactionscMPLoSmONEaM2014aMnaMefellkl 3.7 29

45 xomputationallyMidentifyingMvirulenceMfactorsMbasedMonMKzββMpathwayscMMolecularmBioSystemsaM2013
aMnaMfiilbjg 19

44 IdentificationMofMhepatocellularMcarcinomaMrelatedMgenesMwithMkbthMshortestMpathsMinMaM
proteinbproteinMinteractionMnetworkcMMolecularmBioSystemsaM2013aMnaMglgebm 37

43 SvxIxvoMaMsparseMapproximationMcoefficientbbasedMIxvMmodelMforMfunctionalMmagneticMresonanceM
imagingMdataManalysiscMJournalmofmNeurosciencemMethodsaM2013aMgfkaMinbkf 3 24

42 ValidatingMtheMperformanceMofMonebtimeMdecompositionMforMfMRIManalysisMusingMIxvMwithMautomaticM
targetMgenerationMprocesscMMagneticmResonancemImagingaM2013aMhfaMnlebj 3.3 9

41 PredictionMofMdrugsMtargetMgroupsMbasedMonMxhzwIMontologycMBioMedmResearchmInternationalaM2013aM
gefhaMfhglgi 3 4

40 SignalMpropagationMinMproteinMinteractionMnetworkMduringMcolorectalMcancerMprogressioncMBioMedm
ResearchmInternationalaM2013aMgefhaMgmlefn 3 41

(2013-2015)

9



39 PredictionMandManalysisMofMretinoblastomaMrelatedMgenesMthroughMgeneMontologyMandMKzββcMBioMedm
ResearchmInternationalaM2013aMgefhaMheiegn 3 13

38 IdentificationMofMagebrelatedMmacularMdegenerationMrelatedMgenesMbyMapplyingMshortestMpathM
algorithmMinMproteinbproteinMinteractionMnetworkcMBioMedmResearchmInternationalaM2013aMgefhaMjghifj 3 16

37 PredictionMofMMetabolicMPathwayMUsingMβraphMPropertyaMxhemicalM–unctionalMβroupMandMxhemicalM
StructuralMSetcMCurrentmBioinformaticsaM2013aMmaMgeebgel 4.7 27

36 PredictingMdrugsMsideMeffectsMbasedMonMchemicalbchemicalMinteractionsMandMproteinbchemicalM
interactionscMBioMedmResearchmInternationalaM2013aMgefhaMimjehi 3 20

35 IdentificationMofMlungbcancerbrelatedMgenesMwithMtheMshortestMpathMapproachMinMaMproteinbproteinM
interactionMnetworkcMBioMedmResearchmInternationalaM2013aMgefhaMgklhlj 3 19

34 PredictionMofMgeneMphenotypesMbasedMonMβOMandMKzββMpathwayMenrichmentMscorescMBioMedm
ResearchmInternationalaM2013aMgefhaMmlelnj 3 26

33 PredictionMofMeffectiveMdrugMcombinationsMbyMchemicalMinteractionaMproteinMinteractionMandMtargetM
enrichmentMofMKzββMpathwayscMBioMedmResearchmInternationalaM2013aMgefhaMlghlme 3 24

32 vMTwobstepMSimilaritybbasedMMethodMforMPredictionMofMyrugTsMTargetMβroupcMProteinmandmPeptidem
LettersaM2013aMgeaMhkibhle 1.9

31 PredictingMchemicalMtoxicityMeffectsMbasedMonMchemicalbchemicalMinteractionscMPLoSmONEaM2013aMmaMejkjfl3.7 21

30 IdentifyingMchemicalsMwithMpotentialMtherapyMofMγIVMbasedMonMproteinbproteinMandMproteinbchemicalM
interactionMnetworkcMPLoSmONEaM2013aMmaMekjgel 3.7 13

29 vMtwobstepMsimilaritybbasedMmethodMforMpredictionMofMdrugTsMtargetMgroupcMProteinmandmPeptidem
LettersaM2013aMgeaMhkible 1.9 4

28 PredictingMwiologicalM–unctionsMofMProteinMxomplexesMUsingMβraphicMandM–unctionalM–eaturesccM
CurrentmBioinformaticsaM2013aMmaMjijbjjf 4.7 11

27 vMfastb–zNIxvMmethodMonMrestingMstateMfMRIMdatacMJournalmofmNeurosciencemMethodsaM2012aMgenaMfbfg 3 22

26 VerticesMinMallMminimumMpairedbdominatingMsetsMofMblockMgraphscMJournalmofmCombinatorialm
OptimizationaM2012aMgiaMflkbfnf 0.9 1

25 NPbcompletenessMandMvPXbcompletenessMofMrestrainedMdominationMinMgraphscMTheoreticalmComputerm
ScienceaM2012aMiimaMfbm 1.1 2

24 yecipheringMtheMeffectsMofMgeneMdeletionMonMyeastMlongevityMusingMnetworkMandMmachineMlearningM
approachescMBiochimieaM2012aMniaMfeflbgj 4.6 54

23 SelectionMofMreprogrammingMfactorsMofMinducedMpluripotentMstemMcellsMbasedMonMtheMproteinM
interactionMnetworkMandMfunctionalMprofilescMProteinmandmPeptidemLettersaM2012aMfnaMffhbn 1.9 4

22 PredictionMofMproteinMdomainMwithMmRMRMfeatureMselectionMandManalysiscMPLoSmONEaM2012aMlaMehnhem 3.7 74
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21 PredictingMvnatomicalMTherapeuticMxhemicalMUvTxVMclassificationMofMdrugsMbyMintegratingM
chemicalbchemicalMinteractionsMandMsimilaritiescMPLoSmONEaM2012aMlaMehjgji 3.7 133

20 vnalysisMofMmetabolicMpathwayMusingMhybridMpropertiescMProteinmandmPeptidemLettersaM2012aMfnaMnnbfel 1.9 3

19 PredictionMofMhumanMgenesTMregulatoryMfunctionsMbasedMonMproteinproteinMinteractionMnetworkcM
ProteinmandmPeptidemLettersaM2012aMfnaMnfebk 1.9 28

18 PredictionMofMproteinbproteinMinteractionMsitesMbyMrandomMforestMalgorithmMwithMmRMRMandMI–ScMPLoSm
ONEaM2012aMlaMeihngl 3.7 69

17 PredictingMmetabolicMpathwaysMofMsmallMmoleculesMandMenzymesMbasedMonMinteractionMinformationM
ofMchemicalsMandMproteinscMPLoSmONEaM2012aMlaMeijnii 3.7 33

16 PredictingMtripletMofMtranscriptionMfactorMâ��MmediatingMenzymeMâ��MtargetMgeneMbyMfunctionalMprofilescM
NeurocomputingaM2011aMliaMhkllbhkmf 5.4 7

15 xomputationalManalysisMofMγIVbfMresistanceMbasedMonMgeneMexpressionMprofilesMandMtheMvirusbhostM
interactionMnetworkcMPLoSmONEaM2011aMkaMeflgnf 3.7 25

14 xlassificationMandManalysisMofMregulatoryMpathwaysMusingMgraphMpropertyaMbiochemicalMandM
physicochemicalMpropertyaMandMfunctionalMpropertycMPLoSmONEaM2011aMkaMegjgnl 3.7 77

13 vnalysisMofMproteinMpathwayMnetworksMusingMhybridMpropertiescMMoleculesaM2010aMfjaMmfllbng 4.8 25

12 PredictionMofMinteractivenessMbetweenMsmallMmoleculesMandMenzymesMbyMcombiningMgeneMontologyM
andMcompoundMsimilaritycMJournalmofmComputationalmChemistryaM2010aMhfaMflkkblk 3.5 11

11 UsingMcompoundMsimilarityMandMfunctionalMdomainMcompositionMforMpredictionMofMdrugbtargetM
interactionMnetworkscMMedicinalmChemistryaM2010aMkaMhmmbnj 1.8 10

10 LabellingMalgorithmsMforMpairedbdominationMproblemsMinMblockMandMintervalMgraphscMJournalmofm
CombinatorialmOptimizationaM2010aMfnaMijlbile 0.9 31

9 PredictingMsubcellularMlocationMofMproteinsMusingMintegratedbalgorithmMmethodcMMolecularmDiversityaM
2010aMfiaMjjfbm 3.1 16

8 PredictingMtheMnetworkMofMsubstratebenzymebproductMtriadsMbyMcombiningMcompoundMsimilarityMandM
functionalMdomainMcompositioncMBMCmBioinformaticsaM2010aMffaMgnh 3.6 50

7 MultipleMclassifierMintegrationMforMtheMpredictionMofMproteinMstructuralMclassescMJournalmofm
ComputationalmChemistryaM2009aMheaMggimbji 3.5 31

6 γardnessMresultsMandMapproximationMalgorithmsMforMUweightedVMpairedbdominationMinMgraphscM
TheoreticalmComputermScienceaM2009aMifeaMjekhbjelf 1.1 12

5 yistanceMpairedbdominationMproblemsMonMsubclassesMofMchordalMgraphscMTheoreticalmComputerm
ScienceaM2009aMifeaMjelgbjemf 1.1 3

4 vMlinearbtimeMalgorithmMforMpairedbdominationMproblemMinMstronglyMchordalMgraphscMInformationm
ProcessingmLettersaM2009aMffeaMgebgh 0.8 20

(2009-2012)
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3 IdentifyingMproteinMcomplexesMusingMhybridMpropertiescMJournalmofmProteomemResearchaM2009aMmaMjgfgbm 5.6 22

2 xonstructiveMcharacterizationsMofMU˛‡MpMaM˛‡VbMandMU˛‡MpMaM˛‡MprMVbtreescMAppliedmMathematicsaM2008aMghaMiljbime 0.7

1 zxtremalMproblemsMonMconsecutiveMLUgafVblabellingcMDiscretemAppliedmMathematicsaM2007aMfjjaMfhegbfhfh 1 6
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