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k Paper IF Citations

220 pnalysesJofJpigJgenomesJprovideJinsightJintoJporcineJdemographyJandJevolutionXJNatureVJ2012VJ
ch_VJbhbWg 50.4 928

219 romparativeJgenomicsJrevealsJinsightsJintoJavianJgenomeJevolutionJandJadaptationXJScienceVJ2014VJ
bceVJ_b__WaZ 33.3 628

218 μultiWplatformJnextWgenerationJsequencingJofJtheJdomesticJturkeyJRμeleagrisJgallopavoSiJgenomeJ
assemblyJandJanalysisXJPLoSeBiologyVJ2010VJgVJe_ZZZcfd 9.7 311

217 RhizosphereJmicrobiomeJstructureJaltersJtoJenableJwiltJresistanceJinJtomatoXJNatureeBiotechnologyVJ
2018VJ 44.5 244

216 TheJduckJgenomeJandJtranscriptomeJprovideJinsightJintoJanJavianJinfluenzaJvirusJreservoirJspeciesXJ
NatureeGeneticsVJ2013VJcdVJffeWfgb 36.3 240

215 roordinatedJinternationalJactionJtoJaccelerateJgenomeWtoWphenomeJwithJuppNvVJtheJuunctionalJ
pnnotationJofJpnimalJvenomesJprojectXJGenomeeBiologyVJ2015VJ_eVJdf 18.3 196

214 TowardsJcompleteJandJerrorWfreeJgenomeJassembliesJofJallJvertebrateJspeciesXJNatureVJ2021VJdhaVJfbfWfce50.4 161

213 TheJgenomeJlandscapeJofJindigenousJpfricanJcattleXJGenomeeBiologyVJ2017VJ_gVJbc 18.3 123

212 ReproductionJofJwildJbirdsJviaJinterspeciesJgermJcellJtransplantationXJBiologyeofeReproductionVJ2008VJ
fhVJhb_Wf 3.9 65

211 tstimatingJratesJofJalternativeJsplicingJinJmammalsJandJinvertebratesXJNatureeGeneticsVJ2004VJbeVJ
h_dWejJauthorJreplyJh_eWf 36.3 65

210 yointJidentificationJofJmultipleJgeneticJvariantsJviaJelasticWnetJvariableJselectionJinJaJgenomeWwideJ
associationJanalysisXJAnnalseofeHumaneGeneticsVJ2010VJfcVJc_eWag 2.2 64

209 venerationJofJtransgenicJquailJthroughJgermJcellWmediatedJgermlineJtransmissionXJFASEBeJournalVJ
2008VJaaVJacbdWcc 0.9 63

208 venomeJsequenceJofJpacificJabaloneJRwaliotisJdiscusJhannaiSiJtheJfirstJdraftJgenomeJinJfamilyJ
waliotidaeXJGigaScienceVJ2017VJeVJ_Wg 7.6 58

207 venomeJscanningJforJconditionallyJessentialJgenesJinJSalmonellaJentericaJSerotypeJTyphimuriumXJ
AppliedeandeEnvironmentaleMicrobiologyVJ2012VJfgVJbZhgW_Zf 4.8 58

206 PrimedJpluripotentJcellJlinesJderivedJfromJvariousJembryonicJoriginsJandJsomaticJcellsJinJpigXJPLoSe
ONEVJ2013VJgVJedacg_ 3.7 57

205 romparativeJTranscriptomeJpnalysisJofJpdiposeJTissuesJRevealsJthatJtrμWReceptorJxnteractionJxsJ
xnvolvedJinJtheJsepotWSpecificJpdipogenesisJinJrattleXJPLoSeONEVJ2013VJgVJeeeaef 3.7 56

204 UbiquitousJpolygenicityJofJhumanJcomplexJtraitsiJgenomeWwideJanalysisJofJchJtraitsJinJzoreansXJ
PLoSeGeneticsVJ2013VJhVJe_ZZbbdd 6 50
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203 puthorJrorrectioniJRhizosphereJmicrobiomeJstructureJaltersJtoJenableJwiltJresistanceJinJtomatoXJ
NatureeBiotechnologyVJ2018VJbeVJ___f 44.5 49

202 pJgenomeWwideJscanJforJsignaturesJofJdirectionalJselectionJinJdomesticatedJpigsXJBMCeGenomicsVJ
2015VJ_eVJ_bZ 4.5 47

201 venomeWwideJSNPJidentificationJandJQTLJmappingJforJblackJrotJresistanceJinJcabbageXJBMCePlante
BiologyVJ2015VJ_dVJba 5.3 45

200 xdentificationJofJgeneticJpolymorphismsJinJupqPbJandJupqPcJandJputativeJassociationJwithJbackJfatJ
thicknessJinJzoreanJnativeJcattleXJBMBeReportsVJ2008VJc_VJahWbc 5.5 45

199 veneticJdiversityVJpopulationJstructureJandJrelationshipsJinJindigenousJcattleJpopulationsJofJ
tthiopiaJandJzoreanJwanwooJbreedsJusingJSNPJmarkersXJFrontierseineGeneticsVJ2013VJcVJbd 4.5 41

198 pJconsensusJsequenceJforJbindingJofJSmcRVJaJVibrioJvulnificusJLuxRJhomologueVJandJgenomeWwideJ
identificationJofJtheJSmcRJregulonXJJournaleofeBiologicaleChemistryVJ2008VJagbVJabe_ZWg 5.4 39

197 NeuronalJgenesJforJsubcutaneousJfatJthicknessJinJhumanJandJpigJareJidentifiedJbyJlocalJgenomicJ
sequencingJandJcombinedJSNPJassociationJstudyXJPLoSeONEVJ2011VJeVJe_ebde 3.7 39

196 WholeJgenomeJscanJrevealsJtheJgeneticJsignatureJofJpfricanJpnkoleJcattleJbreedJandJpotentialJforJ
higherJqualityJbeefXJBMCeGeneticsVJ2017VJ_gVJ__ 2.6 38

195 TowardsJcompleteJandJerrorWfreeJgenomeJassembliesJofJallJvertebrateJspecies 38

194 vutJmicrobiotaJμodulatedJbyJProbioticsJandJvarciniaJcambogiaJtxtractJrorrelateJwithJWeightJvainJ
andJpdipocyteJSizesJinJwighJuatWuedJμiceXJScientificeReportsVJ2016VJeVJbbdee 4.9 32

193 seletedJcopyJnumberJvariationJofJwanwooJandJwolsteinJusingJnextJgenerationJsequencingJatJtheJ
populationJlevelXJBMCeGenomicsVJ2014VJ_dVJacZ 4.5 32

192 SexuallyJdimorphicJgeneJexpressionJinJtheJchickJbrainJbeforeJgonadalJdifferentiationXJPoultrye
ScienceVJ2009VJggVJ_ZZbW_d 3.9 32

191 pJdoubleWscreeningJmethodJtoJidentifyJreliableJcandidateJnonWsynonymousJSNPsJfromJchickenJtSTJ
dataXJAnimaleGeneticsVJ2003VJbcVJachWdc 2.5 32

190 txploringJevidenceJofJpositiveJselectionJsignaturesJinJcattleJbreedsJselectedJforJdifferentJtraitsXJ
MammalianeGenomeVJ2017VJagVJdagWdc_ 3.2 30

189 secipheringJtheJgeneticJblueprintJbehindJwolsteinJmilkJproteinsJandJproductionXJGenomeeBiologye
andeEvolutionVJ2014VJeVJ_beeWfc 3.9 30

188 RevealingJtheJcombinedJeffectsJofJlactuloseJandJprobioticJenterococciJonJtheJswineJfaecalJ
microbiotaJusingJcdcJpyrosequencingXJMicrobialeBiotechnologyVJ2016VJhVJcgeWhd 6.3 29

187 RNpWseqJanalysisJforJdetectingJquantitativeJtraitWassociatedJgenesXJScientificeReportsVJ2016VJeVJacbfd 4.9 28

186 veneticJmarkersJandJtheirJapplicationJinJpoultryJbreedingXJPoultryeScienceVJ2003VJgaVJhdaWf 3.9 28

(2003-2018)
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185 TheJmosaicJgenomeJofJindigenousJpfricanJcattleJasJaJuniqueJgeneticJresourceJforJpfricanJ
pastoralismXJNatureeGeneticsVJ2020VJdaVJ_ZhhW___Z 36.3 28

184 WholeJgenomeJdetectionJofJsignatureJofJpositiveJselectionJinJpfricanJcattleJrevealsJselectionJforJ
thermotoleranceXJAnimaleScienceeJournalVJ2017VJggVJ_gghW_hZ_ 1.8 27

183 xdentificationJofJcandidateJgenesJrelatedJtoJbovineJmarblingJusingJproteinWproteinJinteractionJ
networksXJInternationaleJournaleofeBiologicaleSciencesVJ2011VJfVJhhaW_ZZa 11.2 27

182 venerationJandJanalysisJofJlargeWscaleJexpressedJsequenceJtagsJRtSTsSJfromJaJfullWlengthJenrichedJ
csNpJlibraryJofJporcineJbackfatJtissueXJBMCeGenomicsVJ2006VJfVJbe 4.5 27

181 veneJroWexpressionJpnalysisJtoJrharacterizeJvenesJRelatedJtoJμarblingJTraitJinJwanwooJRzoreanSJ
rattleXJAsiansAustralasianeJournaleofeAnimaleSciencesVJ2013VJaeVJ_hWah 2.4 26

180 romparativeJtranscriptomicJanalysisJtoJidentifyJdifferentiallyJexpressedJgenesJinJfatJtissueJofJadultJ
qerkshireJandJyejuJNativeJPigJusingJRNpWseqXJMoleculareBiologyeReportsVJ2014VJc_VJebZdW_d 2.8 25

179 txploringJtheJgeneticJsignatureJofJbodyJsizeJinJYucatanJminiatureJpigXJPLoSeONEVJ2015VJ_ZVJeZ_a_fba 3.7 25

178 pJvenomeWwideJScanJforJSelectiveJSweepsJinJRacingJworsesXJAsiansAustralasianeJournaleofeAnimale
SciencesVJ2015VJagVJ_dadWb_ 2.4 25

177 wvTreeiJdatabaseJofJhorizontallyJtransferredJgenesJdeterminedJbyJtreeJreconciliationXJNucleiceAcidse
ResearchVJ2016VJccVJse_ZWh 20.1 24

176 tvidenceJofJrecombinationJinJaJnewJisolateJofJfootWandWmouthJdiseaseJvirusJserotypeJpsiaJ_XJViruse
ResearchVJ2009VJ_bhVJ__fWa_ 6.4 24

175 pnJintegratedJapproachJofJcomparativeJgenomicsJandJheritabilityJanalysisJofJpigJandJhumanJonJ
obesityJtraitiJevidenceJforJcandidateJgenesJonJhumanJchromosomeJaXJBMCeGenomicsVJ2012VJ_bVJf__ 4.5 23

174 pnJapproachJofJorthologyJdetectionJfromJhomologousJsequencesJunderJminimumJevolutionXJ
NucleiceAcidseResearchVJ2008VJbeVJe__Z 20.1 23

173 txploringJevidenceJofJpositiveJselectionJrevealsJgeneticJbasisJofJmeatJqualityJtraitsJinJqerkshireJ
pigsJthroughJwholeJgenomeJsequencingXJBMCeGeneticsVJ2015VJ_eVJ_Zc 2.6 22

172 veneJexpressionJprofilingJofJchickenJprimordialJgermJcellJtSTsXJBMCeGenomicsVJ2006VJfVJaaZ 4.5 22

171 xdentificationJofJgenesJrelatedJtoJintramuscularJfatJcontentJofJpigsJusingJgenomeWwideJassociationJ
studyXJAsiansAustralasianeJournaleofeAnimaleSciencesVJ2018VJb_VJ_dfW_ea 2.4 22

170 romparativeJgenomicJanalysisJofJLactobacillusJmucosaeJLμ_JidentifiesJpotentialJnicheWspecificJ
genesJandJpathwaysJforJgastrointestinalJadaptationXJGenomicsVJ2019VJ___VJacWbb 4.3 21

169 veneJexpressionJprofilingJofJtheJuterusJwithJembryosJclonedJbyJsomaticJcellJnuclearJtransferJonJ
dayJbZJofJpregnancyXJAnimaleReproductioneScienceVJ2008VJ_ZgVJfhWh_ 2.1 20

168 rhangeJinJgeneJexpressionJofJmouseJembryonicJstemJcellsJderivedJfromJparthenogeneticJ
activationXJHumaneReproductionVJ2009VJacVJgZdW_c 5.7 19
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167 μetagenomeJpnalysisJofJProteinJsomainJrollocationJwithinJrellulaseJvenesJofJvoatJRumenJ
μicrobesXJAsiansAustralasianeJournaleofeAnimaleSciencesVJ2013VJaeVJ__ccWd_ 2.4 19

166 retaceansJevolutioniJinsightsJfromJtheJgenomeJsequencesJofJcommonJminkeJwhalesXJBMCe
GenomicsVJ2015VJ_eVJ_b 4.5 18

165 romprehensiveJidentificationJofJsexuallyJdimorphicJgenesJinJdiverseJcattleJtissuesJusingJRNpWseqXJ
BMCeGenomicsVJ2016VJ_fVJg_ 4.5 18

164 pssociationJofJSLrepcJdWwTTLPRJandJTRPV_JhcdvmrJwithJfunctionalJdyspepsiaJinJzoreaXJJournaleofe
GastroenterologyeandeHepatologyenAustraliaoVJ2014VJahVJ_ffZWf 4 18

163 xnvestigationJofJdeJnovoJuniqueJdifferentiallyJexpressedJgenesJrelatedJtoJevolutionJinJexerciseJ
responseJduringJdomesticationJinJThoroughbredJraceJhorsesXJPLoSeONEVJ2014VJhVJeh_c_g 3.7 18

162 veneJexpressionJprofileJofJhumanJperipheralJbloodJmononuclearJcellsJinducedJbyJStaphylococcusJ
aureusJlipoteichoicJacidXJInternationaleImmunopharmacologyVJ2012VJ_bVJcdcWeZ 5.8 18

161 PeelingJbackJtheJevolutionaryJlayersJofJmolecularJmechanismsJresponsiveJtoJexerciseWstressJinJtheJ
skeletalJmuscleJofJtheJracingJhorseXJDNAeResearchVJ2013VJaZVJagfWhg 4.5 18

160 xmprovedJestablishmentJofJautologousJstemJcellsJderivedJfromJpreantralJfollicleJcultureJandJoocyteJ
parthenogenesisXJStemeCellseandeDevelopmentVJ2008VJ_fVJehdWf_a 4.4 18

159 rattleJgenomeWwideJanalysisJrevealsJgeneticJsignaturesJinJtrypanotolerantJNQsamaXJBMCeGenomicsVJ
2017VJ_gVJbf_ 4.5 17

158 μolecularJepidemiologyJofJfootWandWmouthJdiseaseJvirusJserotypesJpJandJOJwithJemphasisJonJ
zoreanJisolatesiJtemporalJandJspatialJdynamicsXJArchiveseofeVirologyVJ2011VJ_deVJg_fWae 2.6 17

157 xdentificationJandJcharacterizationJofJtheJperoxiredoxinJgeneJfamilyJinJchickensXJPoultryeScienceVJ
2005VJgcVJ_cbaWg 3.9 17

156 rharacterizingJμilkJProductionJRelatedJvenesJinJwolsteinJUsingJRNpWseqXJAsiansAustralasianeJournale
ofeAnimaleSciencesVJ2016VJahVJbcbWd_ 2.4 17

155 veneJexpressionJprofilingJofJbovineJmammaryJglandJepithelialJcellsJstimulatedJwithJlipoteichoicJ
acidJplusJpeptidoglycanJfromJStaphylococcusJaureusXJInternationaleImmunopharmacologyVJ2014VJa_VJab_WcZ5.8 16

154 pnalysesJofJporcineJpublicJSNPsJinJcodingWgeneJregionsJbyJreWsequencingJandJphenotypicJ
associationJstudiesXJMoleculareBiologyeReportsVJ2011VJbgVJbgZdWaZ 2.8 16

153 PhylogenomicsJandJmolecularJevolutionJofJfootWandWmouthJdiseaseJvirusXJMoleculeseandeCellsVJ2011VJ
b_VJc_bWa_ 3.5 16

152 SequenceJandJgeneJorganizationJofJacJcirclesJfromJtheJrotesiaJplutellaeJbracovirusJgenomeXJ
ArchiveseofeVirologyVJ2009VJ_dcVJ_b_bWaf 2.6 16

151 rompleteJgenomeJsequenceJofJqifidobacteriumJlongumJsubspXJlongumJzprrJh_debXJJournaleofe
BacteriologyVJ2011VJ_hbVJdZcc 3.5 16

150 secipheringJsignatureJofJselectionJaffectingJbeefJqualityJtraitsJinJpngusJcattleXJGeneseandeGenomicsVJ
2018VJcZVJebWfd 2.1 16

(2018-2013)
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149 μethanobrevibacterJattenuationJviaJprobioticJinterventionJreducesJflatulenceJinJadultJhumaniJpJ
nonWrandomisedJpairedWdesignJclinicalJtrialJofJefficacyXJPLoSeONEVJ2017VJ_aVJeZ_gcdcf 3.7 15

148 tstablishmentJandJevaluationJofJpredictionJmodelJforJmultipleJdiseaseJclassificationJbasedJonJgutJ
microbialJdataXJScientificeReportsVJ2019VJhVJ_Z_gh 4.9 15

147 venomeWwideJpssociationJStudyJofJxntegratedJμeatJQualityWrelatedJTraitsJofJtheJsurocJPigJqreedXJ
AsiansAustralasianeJournaleofeAnimaleSciencesVJ2014VJafVJbZbWh 2.4 15

146 xdentificationJofJqoLpWsRqbXaJallelesJinJzoreanJnativeJcattleJRwanwooSJandJwolsteinJpopulationsJ
usingJaJnextJgenerationJsequencerXJAnimaleGeneticsVJ2012VJcbVJcbgWc_ 2.5 15

145 TestisWspecificJnovelJtranscriptsJinJchickeniJinJsituJlocalizationJandJexpressionJpatternJprofilingJ
duringJsexualJdevelopmentXJBiologyeofeReproductionVJ2008VJfhVJc_bWaZ 3.9 15

144 pJsetJofJstageWspecificJgeneJtranscriptsJidentifiedJinJtzJstageJXJandJwwJstageJbJchickJembryosXJBMCe
DevelopmentaleBiologyVJ2007VJfVJeZ 3.1 15

143 pJsetJofJtestisWspecificJnovelJgenesJcollectedJfromJaJcollectionJofJzoreanJNativeJrhickenJtSTsXJ
AnimaleGeneticsVJ2005VJbeVJbceWg 2.5 15

142
pccurateJestimationJofJeffectiveJpopulationJsizeJinJtheJkoreanJdairyJcattleJbasedJonJlinkageJ
disequilibriumJcorrectedJbyJgenomicJrelationshipJmatrixXJAsiansAustralasianeJournaleofeAnimale
SciencesVJ2013VJaeVJ_efaWh

2.4 15

141 RNpWseqJanalysisJofJtheJkidneysJofJbroilerJchickensJfedJdietsJcontainingJdifferentJconcentrationsJofJ
calciumXJScientificeReportsVJ2017VJfVJ__fcZ 4.9 14

140 μicroarrayJpnalysisJofJveneJtxpressionJinJtheJUterineJtndometriumJduringJtheJxmplantationJPeriodJ
inJPigsXJAsiansAustralasianeJournaleofeAnimaleSciencesVJ2012VJadVJ__ZaW_e 2.4 14

139 pccurateJandJStrictJxdentificationJofJProbioticJSpeciesJqasedJonJroverageJofJWholeWμetagenomeJ
ShotgunJSequencingJsataXJFrontierseineMicrobiologyVJ2019VJ_ZVJ_egb 5.7 13

138 rompleteJgenomeJanalysisJofJLactobacillusJfermentumJSz_daJfromJkimchiJrevealsJgenesJ
associatedJwithJitsJantimicrobialJactivityXJFEMSeMicrobiologyeLettersVJ2017VJbecVJ 2.9 13

137 pnalysisJofJStageWSpecificJveneJtxpressionJProfilesJinJtheJUterineJtndometriumJduringJPregnancyJ
inJPigsXJPLoSeONEVJ2015VJ_ZVJeZ_cbcbe 3.7 13

136
μultipleJvenesJRelatedJtoJμuscleJxdentifiedJthroughJaJyointJpnalysisJofJaJTwoWstageJvenomeWwideJ
pssociationJStudyJforJRacingJPerformanceJofJ_V_deJThoroughbredsXJAsiansAustralasianeJournaleofe
AnimaleSciencesVJ2015VJagVJff_Wg_

2.4 13

135 venomeWwideJassociationJstudyJofJcopyJnumberJvariationsJassociatedJwithJpulmonaryJfunctionJ
measuresJinJzoreaJpssociatedJResourceJRzpRtSJcohortsXJGenomicsVJ2011VJhfVJ_Z_Wd 4.3 13

134 TheJPigJvenomeJsatabaseJRPivenomeSiJanJintegratedJdatabaseJforJpigJgenomeJresearchXJ
MammalianeGenomeVJ2009VJaZVJeZWe 3.2 13

133 veneticJdiversityJatJtheJmajorJhistocompatibilityJcomplexJRqSJandJmicrosatelliteJlociJinJthreeJ
commercialJbroilerJpureJlinesXJPoultryeScienceVJ2002VJg_VJ_eZhW_f 3.9 13

132 TheJtranscriptomeJofJearlyJchickenJembryosJrevealsJsignalingJpathwaysJgoverningJrapidJ
asymmetricJcellularizationJandJlineageJsegregationXJDevelopmentenCambridgeoVJ2018VJ_cdVJ 6.6 12
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131 rharacterizationJofJgenesJforJbeefJmarblingJbasedJonJapplyingJgeneJcoexpressionJnetworkXJ
InternationaleJournaleofeGenomicsVJ2014VJaZ_cVJfZgdea 2.5 12

130 xdentificationJofJbreedWspecificJsNpJpolymorphismsJforJaJsimpleJandJunambiguousJscreeningJ
systemJinJgermlineJchimericJchickensXJJournaleofeExperimentaleZoologyVJ2007VJbZfVJac_Wg 12

129 venomeWwideJdetectionJandJcharacterizationJofJpositiveJselectionJinJzoreanJNativeJqlackJPigJfromJ
yejuJxslandXJBMCeGeneticsVJ2015VJ_eVJb 2.6 11

128 ppplicationJofJLogitqoostJrlassifierJforJTraceabilityJUsingJSNPJrhipJsataXJPLoSeONEVJ2015VJ_ZVJeZ_bhegd3.7 11

127 venomeWwideJpssociationJStudyJofJrhickenJPlumageJPigmentationXJAsiansAustralasianeJournaleofe
AnimaleSciencesVJ2013VJaeVJ_dabWg 2.4 11

126 ProteomeJanalysisJofJchickenJembryonicJgonadsiJidentificationJofJmajorJproteinsJfromJculturedJ
gonadalJprimordialJgermJcellsXJMoleculareReproductioneandeDevelopmentVJ2005VJfaVJda_Wh 2.6 11

125 TimeWcalibratedJphylogenomicsJofJtheJclassicalJswineJfeverJvirusesiJgenomeWwideJbayesianJ
coalescentJapproachXJPLoSeONEVJ2015VJ_ZVJeZ_a_dfg 3.7 11

124 veneticJvariantsJandJsignaturesJofJselectiveJsweepJofJwanwooJpopulationJRzoreanJnativeJcattleSXJ
BMBeReportsVJ2013VJceVJbceWd_ 5.5 11

123 venomeWassociationJanalysisJofJzoreanJwolsteinJmilkJtraitsJusingJgenomicJestimatedJbreedingJ
valueXJAsiansAustralasianeJournaleofeAnimaleSciencesVJ2017VJbZVJbZhWb_h 2.4 11

122 rompleteJgenomeJsequenceJofJVibrioJvulnificusJuORr_Z_fJisolatedJfromJaJpatientJwithJaJ
hemorrhagicJrashJafterJconsumingJrawJdottedJgizzardJshadXJGutePathogensVJ2016VJgVJaa 5.4 10

121 xdentificationJandJgeneJexpressionJprofilingJofJtheJPum_JandJPumaJmembersJofJtheJPumilioJfamilyJ
inJtheJchickenXJMoleculareReproductioneandeDevelopmentVJ2008VJfdVJ_gcWhZ 2.6 10

120 sevelopmentalJsynamicJpnalysisJofJtheJtxcretedJμicrobiomeJofJrhickensJUsingJNextWvenerationJ
SequencingXJJournaleofeMoleculareMicrobiologyeandeBiotechnologyVJ2015VJadVJaeaWg 0.9 9

119 venomicJPredictionJpccuracyJUsingJwaplotypesJsefinedJbyJSizeJandJwierarchicalJrlusteringJqasedJ
onJLinkageJsisequilibriumXJFrontierseineGeneticsVJ2020VJ__VJ_bc 4.5 9

118 rompleteJgenomeJsequencesJofJporcineJreproductiveJandJrespiratoryJsyndromeJvirusesiJ
perspectivesJonJtheirJtemporalJandJspatialJdynamicsXJMoleculareBiologyeReportsVJ2013VJcZVJegcb 2.8 9

117
romprehensiveJxdentificationJofJSexualJsimorphismWpssociatedJsifferentiallyJtxpressedJvenesJinJ
TwoWWayJuactorialJsesignedJRNpWSeqJsataJonJyapaneseJQuailJRroturnixJcoturnixJjaponicaSXJPLoSe
ONEVJ2015VJ_ZVJeZ_bhbac

3.7 9

116 pSePrRiJalternativeJsplicingJelectronicJRTWPrRJinJmultipleJtissuesJandJorgansXJNucleiceAcidse
ResearchVJ2005VJbbVJWeg_Wd 20.1 9

115 venomicJsequenceJanalysisJofJaJpotentialJQTLJregionJforJfatJtraitJonJpigJchromosomeJeXJGenomicsVJ
2006VJgfVJa_gWac 4.3 9

114 rhickvrtiJaJnovelJgermJcellJtSTJdatabaseJforJstudyingJtheJearlyJdevelopmentalJstageJinJchickensXJ
GenomicsVJ2006VJggVJadaWf 4.3 9

(2006-2014)
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113 tffectsJofJroadJtransportationJonJmetabolicJandJimmunologicalJresponsesJinJwolsteinJheifersXJ
AnimaleScienceeJournalVJ2017VJggVJ_cZW_cg 1.8 8

112 TheJfirstJwholeJtranscriptomicJexplorationJofJpreWovipositedJearlyJchickenJembryosJusingJsingleJandJ
bulkedJembryonicJRNpWsequencingXJGigaScienceVJ2018VJfVJ_Wh 7.6 8

111 tstimatingJeffectiveJpopulationJsizeJofJthoroughbredJhorsesJusingJlinkageJdisequilibriumJandJthetaJ
RcJN˛…SJvalueXJLivestockeScienceVJ2014VJ_egVJbaWbf 1.7 8

110 PowerfulJusageJofJphylogeneticallyJdiverseJStaphylococcusJaureusJcontrolJstrainsJforJdetectingJ
multidrugJresistanceJgenesJinJtranscriptomicsJstudiesXJMoleculeseandeCellsVJ2010VJbZVJf_We 3.5 8

109 μPSSJprofilingJofJembryonicJgonadJandJprimordialJgermJcellsJinJchickenXJPhysiologicaleGenomicsVJ
2007VJahVJadbWh 3.6 8

108
romparativeJgenomicJanalysisJofJStaphylococcusJaureusJuORr_ZZ_JandJSXJaureusJμRSpadaJrevealsJ
theJcharacteristicsJofJantibioticJresistanceJandJvirulenceJfactorsJforJhumanJinfectionXJJournaleofe
MicrobiologyeandeBiotechnologyVJ2015VJadVJhgW_Zg

3.3 8

107
romparativeJpnalysisJofJtheJrompleteJvenomeJofJLactobacillusJplantarumJvqWLPaJandJPotentialJ
randidateJvenesJforJwostJxmmuneJSystemJtnhancementXJJournaleofeMicrobiologyeandeBiotechnology
VJ2016VJaeVJegcWha

3.3 8

106 pnalysisJofJcopyJnumberJvariationJinJgVgcaJzoreanJindividualsJrevealsJbhJgenesJassociatedJwithJ
hepaticJbiomarkersJpSTJandJpLTXJBMBeReportsVJ2010VJcbVJdcfWdb 5.5 8

105 ZygoticJgeneJactivationJinJtheJchickenJoccursJinJtwoJwavesVJtheJfirstJinvolvingJonlyJmaternallyJ
derivedJgenesXJELifeVJ2018VJfVJ 8.9 8

104 qovineJvenomeWwideJpssociationJStudyJforJveneticJtlementsJtoJResistJtheJxnfectionJofJ
uootWandWmouthJsiseaseJinJtheJuieldXJAsiansAustralasianeJournaleofeAnimaleSciencesVJ2015VJagVJ_eeWfZ 2.4 7

103 sirectJtypingJandJmolecularJevolutionaryJanalysisJofJfieldJsamplesJofJfootWandWmouthJdiseaseJvirusJ
collectedJinJVietJNamJbetweenJaZZeJandJaZZfXJVeterinaryeMicrobiologyVJ2011VJ_cfVJaccWda 3.3 7

102 NativeJPigJandJrhickenJqreedJsatabaseiJNPrsqXJAsiansAustralasianeJournaleofeAnimaleSciencesVJ2014
VJafVJ_bhcWg 2.4 7

101
romprehensiveJgenomeJandJtranscriptomeJanalysesJrevealJgeneticJrelationshipVJselectionJ
signatureVJandJtranscriptomeJlandscapeJofJsmallWsizedJzoreanJnativeJyejuJhorseXJScientificeReportsVJ
2019VJhVJ_eefa

4.9 7

100 TranscriptionalJandJtranslationalJdynamicsJduringJmaternalWtoWzygoticJtransitionJinJearlyJchickenJ
developmentXJFASEBeJournalVJ2018VJbaVJaZZcWaZ__ 0.9 7

99 rompleteJvenomeJofJzYJUsingJulongleJProvidesJxnsightJxntoJtheJveneticJqackgroundJofJOptimalJ
pdaptionJtoJVaginalJtconicheXJFrontierseineMicrobiologyVJ2020VJ__VJ_Zcg 5.7 6

98 UncoveringJgenomicJfeaturesJandJmaternalJoriginJofJkoreanJnativeJchickenJbyJwholeJgenomeJ
sequencingXJPLoSeONEVJ2014VJhVJe__cfeb 3.7 6

97 venomeWwideJanalysisJofJcopyJnumberJvariationsJrevealsJthatJagingJprocessesJinfluenceJbodyJfatJ
distributionJinJzoreaJpssociatedJResourceJRzpRtSJcohortsXJHumaneGeneticsVJ2012VJ_b_VJ_fhdWgZc 6.3 6

96 TranscriptJprofilingJofJexpressedJsequenceJtagsJfromJintramuscularJfatVJlongissimusJdorsiJmuscleJ
andJliverJinJzoreanJcattleJRwanwooSXJBMBeReportsVJ2010VJcbVJ__dWa_ 5.5 6
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95 worizontalJgeneJtransferJofJrhlamydiaiJNovelJinsightsJfromJtreeJreconciliationXJPLoSeONEVJ2018VJ_bVJeZ_hd_bh3.7 5

94 venotypeWenvironmentJinteractionsJforJquantitativeJtraitsJinJzoreaJpssociatedJResourceJRzpRtSJ
cohortsXJBMCeGeneticsVJ2014VJ_dVJ_g 2.6 5

93 TheJveneticJOriginJofJShortJTailJinJtndangeredJzoreanJsogVJsongvyeongiXJScientificeReportsVJ2017VJ
fVJ_ZZcg 4.9 5

92 venomeWwideJsNpJμethylationJProfilesJofJSmallJxntestineJandJLiverJinJuastWgrowingJandJ
SlowWgrowingJWeaningJPigletsXJAsiansAustralasianeJournaleofeAnimaleSciencesVJ2014VJafVJ_dbaWh 2.4 5

91 sifferentialJtvolutionJbetweenJμonotocousJandJPolytocousJSpeciesXJAsiansAustralasianeJournaleofe
AnimaleSciencesVJ2014VJafVJcecWfZ 2.4 5

90 TracingJtheJgeneticJhistoryJofJporcineJreproductiveJandJrespiratoryJsyndromeJvirusesJderivedJfromJ
theJcompleteJORuJdWfJsequencesiJaJqayesianJcoalescentJapproachXJArchiveseofeVirologyVJ2012VJ_dfVJa_cbWd_2.6 5

89 PrincipalJcomponentsJanalysisJappliedJtoJgeneticJevaluationJofJracingJperformanceJofJ
ThoroughbredJraceJhorsesJinJzoreaXJLivestockeScienceVJ2011VJ_bdVJahbWahh 1.7 5

88 pJgenomeWwideJidentificationJofJgenesJpotentiallyJassociatedJwithJhostJspecificityJofJqrucellaJ
speciesXJJournaleofeMicrobiologyVJ2011VJchVJfegWfd 3 5

87 veneticJVariationJinJSusceptibilityJtoJμarekQsJsiseaseJinJaJrommercialJqroilerJPopulationXJAviane
DiseasesVJ2001VJcdVJcZZ 1.6 5

86 setectingJPositiveJSelectionJofJzoreanJNativeJvoatJPopulationsJUsingJNextWvenerationJ
SequencingXJMoleculeseandeCellsVJ2016VJbhVJgeaWgeg 3.5 5

85 romparativeJvenomicJpnalysisJofJvqWLP_JxsolatedJfromJTraditionalJzoreanJuermentedJuoodXJ
JournaleofeMicrobiologyeandeBiotechnologyVJ2017VJafVJ_c_hW_caf 3.3 5

84 pJreplicationJstudyJofJgenomeWwideJrNVJassociationJforJhepaticJbiomarkersJidentifiesJnineJgenesJ
associatedJwithJliverJfunctionXJBMBeReportsVJ2011VJccVJdfgWgb 5.5 5

83 secipheringJtheJevolutionaryJsignaturesJofJpinnipedsJusingJnovelJgenomeJsequencesiJTheJfirstJ
genomesJofJPhocaJlarghaVJrallorhinusJursinusVJandJtumetopiasJjubatusXJScientificeReportsVJ2018VJgVJ_egff4.9 5

82
μicrobialJcommunityJandJfunctionsJassociatedJwithJdigestionJofJalgalJpolysaccharidesJinJtheJ
visceralJtractJofJwaliotisJdiscusJhannaiiJxnsightsJfromJmetagenomeJandJmetatranscriptomeJanalysisXJ
PLoSeONEVJ2018VJ_bVJeZaZddhc

3.7 5

81 xsJvramWPositivenJpJraseJStudyJofXJMicroorganismsVJ2020VJgVJ 4.9 4

80 μultivariateJgenomeWwideJassociationJstudiesJonJtendernessJofJqerkshireJandJsurocJpigJbreedsXJ
GeneseandeGenomicsVJ2018VJcZVJfZ_WfZd 2.1 4

79 rompleteJgenomeJofJuORrZ_cJisolatedJfromJtheJtoothfishXJGutePathogensVJ2016VJgVJdh 5.4 4

78 romparativeJgenomicJanalysisJrevealsJgeneticJfeaturesJrelatedJtoJtheJvirulenceJofJuORr_Z_bXJGute
PathogensVJ2017VJhVJah 5.4 4

(2017-2018)
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77 rompleteJgenomeJsequenceJofJqacillusJcereusJuORr_ZZdVJaJfoodWborneJpathogenJfromJtheJsoyJ
sauceJbraisedJfishWcakeJwithJquailWeggXJStandardseineGenomiceSciencesVJ2015VJ_ZVJhf 4

76 sevelopmentJofJanJinJsilicoJcodingJgeneJSNPJmapJinJpigsXJAnimaleGeneticsVJ2008VJbhVJcceWdZ 2.5 4

75 prtificialJselectionJincreasedJbodyJweightJbutJinducedJincreaseJofJrunsJofJhomozygosityJinJwanwooJ
cattleXJPLoSeONEVJ2018VJ_bVJeZ_hbfZ_ 3.7 4

74 seJNovoJassemblyJandJcomparativeJanalysisJofJtheJtnterococcusJfaecalisJgenomeJRzprrJh_dbaSJ
fromJaJzoreanJNeonateXJJournaleofeMicrobiologyeandeBiotechnologyVJ2013VJabVJheeWfb 3.3 4

73
TheJPredictionJofJtheJtxpectedJrurrentJSelectionJroefficientJofJSingleJNucleotideJPolymorphismJ
pssociatedJwithJwolsteinJμilkJYieldVJuatJandJProteinJrontentsXJAsiansAustralasianeJournaleofeAnimale
SciencesVJ2016VJahVJbeWca

2.4 4

72 ropyJnumberJdeletionJhasJlittleJimpactJonJgeneJexpressionJlevelsJinJracehorsesXJAsiansAustralasiane
JournaleofeAnimaleSciencesVJ2014VJafVJ_bcdWdc 2.4 4

71 TheJUsageJofJanJSNPWSNPJRelationshipJμatrixJforJqestJLinearJUnbiasedJPredictionJRqLUPSJpnalysisJ
UsingJaJrommunityWqasedJrohortJStudyXJGenomicseandeInformaticsVJ2014VJ_aVJadcWeZ 1.9 4

70 WholeJgenomeJsequencingJofJvyeongbukJpraucanaVJaJnewlyJdevelopedJblueWeggJlayingJchickenJ
breedVJrevealsJitsJoriginJandJgeneticJcharacteristicsXJScientificeReportsVJ2016VJeVJaecgc 4.9 4

69 romparativeJgenomeJanalysisJofJLactobacillusJplantarumJvqWLPbJprovidesJcandidatesJofJ
survivalWrelatedJgeneticJfactorsXJInfectionreGeneticseandeEvolutionVJ2017VJdbVJa_gWaae 4.5 3

68 WholeJgenomeJsequencingJrevealsJtheJimpactJofJrecentJartificialJselectionJonJredJseaJbreamJrearedJ
inJfishJfarmsXJScientificeReportsVJ2019VJhVJecgf 4.9 3

67 seJnovoJemergenceJandJpotentialJfunctionJofJhumanWspecificJtandemJrepeatsJinJbrainWrelatedJlociXJ
HumaneGeneticsVJ2019VJ_bgVJee_Wefa 6.3 3

66 pJnovelJgeneticJvariantJdatabaseJforJzoreanJnativeJcattleJRwanwooSiJwanwoovsqXJGeneseande
GenomicsVJ2015VJbfVJ_dWaa 2.1 3

65 romparativeJgenomicJanalysisJofJmitochondrialJproteinWcodingJgenesJinJVeneroidaJclamsiJpnalysisJ
ofJsuperfamilyWspecificJgenomicJandJevolutionaryJfeaturesXJMarineeGenomicsVJ2015VJacJPtJbVJbahWbc 1.9 3

64
WholeWTranscriptomeJSequencingWqasedJpnalysisJofJandJxtsJxnteractingJvenesJduringJvermJrellsJ
SpecificationJandJZygoticJvenomeJpctivationJinJrhickensXJInternationaleJournaleofeMoleculare
SciencesVJ2020VJa_VJ

6.3 3

63 TimeWcalibratedJphylogenomicsJofJtheJporcineJepidemicJdiarrheaJvirusiJgenomeWwideJinsightsJintoJ
theJspatioWtemporalJdynamicsXJGeneseandeGenomicsVJ2018VJcZVJgadWgbc 2.1 3

62 tvolutionaryJconstraintsJoverJmicrosatelliteJabundanceJinJlargerJmammalsJasJaJpotentialJ
mechanismJagainstJcarcinogenicJburdenXJScientificeReportsVJ2016VJeVJadace 4.9 3

61 PotentialJSurvivalJandJPathogenesisJofJaJNovelJStrainVJuORr_ZaaVJxsolatedJuromJaJSoyJSauceJ
μarinatedJrrabJbyJvenomeJandJTranscriptomeJpnalysesXJFrontierseineMicrobiologyVJ2018VJhVJ_dZc 5.7 3

60 xdentificationJofJropyJNumberJVariationJinJsomesticJrhickenJUsingJWholeWvenomeJSequencingJ
RevealsJtvidenceJofJSelectionJinJtheJvenomeXJAnimalsVJ2019VJhVJ 3.1 3
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59
rhickenJblastodermsJandJprimordialJgermJcellsJpossessJaJhigherJexpressionJofJsNpJrepairJgenesJ
andJlowerJexpressionJofJapoptosisJgenesJtoJpreserveJtheirJgenomeJstabilityXXJScientificeReportsVJ
2022VJ_aVJch

4.9 3

58 venomeJSequenceJofJuORr_Za_VJaJuoodWqorneJPathogenJxsolatedJfromJaJznifeJatJaJSashimiJ
RestaurantXJJournaleofeMicrobiologyeandeBiotechnologyVJ2016VJaeVJaZbZWaZbd 3.3 3

57
venomicJxnsightsJandJxtsJromparativeJpnalysisJwithJRevealsJtheJPotentialJVirulenceJseterminantsJ
andJuurtherJPathogenicityJforJuoodborneJOutbreaksXJJournaleofeMicrobiologyeandeBiotechnologyVJ
2017VJafVJaeaWafZ

3.3 3

56 pnalysisJofJcrossWpopulationJdifferentiationJbetweenJThoroughbredJandJyejuJhorsesXJ
AsiansAustralasianeJournaleofeAnimaleSciencesVJ2018VJb_VJ___ZW___g 2.4 3

55 TracingJtheJbreedingJfarmJofJdomesticatedJpigJusingJfeatureJselectionJRSusJscrofaSXJ
AsiansAustralasianeJournaleofeAnimaleSciencesVJ2017VJbZVJ_dcZW_dch 2.4 3

54 txpressionJandJPurificationJofJtxtracellularJSoluteWqindingJProteinJRtSqPSJinJVJtheJtxtracellularJ
ProteinJserivedJfromJzprrJh_debXJFoodeScienceeofeAnimaleResourcesVJ2019VJbhVJeZ_WeZh 3.2 3

53 rompleteJvenomicJpnalysisJofJweatWResistantJStrainJsevelopedJbyJTwoWStepJpdaptationJ
LaboratoryJtvolutionJμethodXJFrontierseineBioengineeringeandeBiotechnologyVJ2020VJgVJgag 5.8 3

52 tnhancedJSymbioticJrharacteristicsJinJqacterialJvenomesJwithJtheJsisruptionJofJrRNpJOperonXJ
BiologyVJ2020VJhVJ 4.9 3

51 ualseJgeneJandJchromosomeJlossesJaffectedJbyJassemblyJandJsequenceJerrors 3

50 WidespreadJfalseJgeneJgainsJcausedJbyJduplicationJerrorsJinJgenomeJassemblies 3

49 StatusJofJdosageJcompensationJofJXJchromosomeJinJbovineJgenomeXJGeneticaVJ2016VJ_ccVJcbdWcc 1.5 3

48 rompleteJgenomeJsequenceJofJVibrioJparahaemolyticusJstrainJuORr_ZZgVJaJfoodborneJpathogenJ
fromJaJflounderJfishJinJSouthJzoreaXJPathogenseandeDiseaseVJ2016VJfcVJ 4.2 3

47 OriginJandJspreadJofJThoroughbredJracehorsesJinferredJfromJcompleteJmitochondrialJgenomeJ
sequencesiJPhylogenomicJandJqayesianJcoalescentJperspectivesXJPLoSeONEVJ2018VJ_bVJeZaZbh_f 3.7 3

46 TaxonomicJprofilingJofJskinJmicrobiomeJandJcorrelationJwithJclinicalJskinJparametersJinJhealthyJ
zoreansXJScientificeReportsVJ2021VJ__VJ_eaeh 4.9 3

45 xdentifyingJcandidateJpositiveJselectionJgenesJinJzoreanJimportedJpigJbreedsXJGeneseandeGenomicsVJ
2017VJbhVJddfWded 2.1 2

44 qayesianJevolutionaryJhypernetworksJforJinterpretableJlearningJfromJhighWdimensionalJdataXJ
AppliedeSofteComputingeJournalVJ2019VJg_VJ_Zdcff 7.5 2

43 TwtRPpiJpJsmallJmoleculeJdatabaseJrelatedJtoJprionJproteinJregulationJandJprionJdiseasesJ
progressionXJPrionVJ2018VJ_aVJ_bgW_ca 2.3 2

42 pnalysisJofJgeneJexpressionJprofilesJfromJsubcutaneousJadiposeJtissueJofJtwoJpigJbreedsXJGenese
andeGenomicsVJ2011VJbbVJehbWehh 2.1 2

(2011-2022)
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41 OrganizationJandJevolutionJofJmitochondrialJgeneJclustersJinJhumanXJGenomicsVJ2008VJhaVJgdWhb 4.3 2

40 pnalysisJofJtestisWspecificJtranscriptsJinJtheJchickenXJAnimaleGeneticsVJ2005VJbeVJabaWc 2.5 2

39 venomicJrharacteristicsJofJveneticJrreutzfeldtWyakobJsiseaseJPatientsJwithJV_gZxJμutationJandJ
pssociationsJwithJOtherJNeurodegenerativeJsisordersXJPLoSeONEVJ2016VJ__VJeZ_dfdcZ 3.7 2

38 qcSNPdbiJbovineJcodingJregionJsingleJnucleotideJpolymorphismsJlocatedJproximalJtoJquantitativeJ
traitJlociXJBMBeReportsVJ2007VJcZVJhdWh 5.5 2

37 ThoroughbredJworseJSingleJNucleotideJPolymorphismJandJtxpressionJsatabaseiJwSsqXJ
AsiansAustralasianeJournaleofeAnimaleSciencesVJ2014VJafVJ_abeWcb 2.4 2

36 SynergisticJpntibacterialJtffectsJofJProbioticJLacticJpcidJqacteriaJwithJrurcumaJlongaJRhizomeJ
txtractJasJSynbioticJagainstJrutibacteriumJacnesXJAppliedeSciencesenSwitzerlandoVJ2020VJ_ZVJghdd 2.6 2

35 venotypingWbyWSequencingJofJtheJregionalJPacificJabaloneJRwaliotisJdiscusSJgenomesJrevealsJ
populationJstructuresJandJpatternsJofJgeneJflowXJPLoSeONEVJ2021VJ_eVJeZacfg_d 3.7 2

34 PopulationJdifferentiatedJcopyJnumberJvariationJofJqosJtaurusVJqosJindicusJandJtheirJpfricanJ
hybridsXJBMCeGenomicsVJ2021VJaaVJdb_ 4.5 2

33 rompleteJmitochondrialJgenomeJsequencesJofJzoreanJnativeJhorseJfromJyejuJxslandiJuncoveringJ
theJspatioWtemporalJdynamicsXJMoleculareBiologyeReportsVJ2017VJccVJabbWaca 2.8 1

32 SelectiveJpressureJonJtheJproteinWcodingJgenesJofJtheJpufferfishJisJcorrelatedJwithJphenotypicJ
traitsXJMarineeGenomicsVJ2018VJbfVJ_gaW_ge 1.9 1

31 roelacanthWspecificJadaptiveJgenesJgiveJinsightsJintoJprimitiveJevolutionJforJwaterWtoWlandJ
transitionJofJtetrapodsXJMarineeGenomicsVJ2018VJbgVJghWhd 1.9 1

30 romparativeJgenomicJanalysisJofJvqWLPcJandJidentificationJofJevolutionarilyJdivergentJgenesJinJ
highWosmolarityJenvironmentXJGeneseandeGenomicsVJ2018VJcZVJa_fWaab 2.1 1

29 SensitivityJandJspecificityJevaluationJofJmultipleJneurodegenerativeJproteinsJforJrreutzfeldtWyakobJ
diseaseJdiagnosisJusingJaJdeepWlearningJapproachXJPrionVJ2019VJ_bVJ_c_W_dZ 2.3 1

28 SemanticJnetworksJforJgenomeWwideJrNVJassociatedJwithJpSTJandJpLTJinJzoreanJcohortsXJ
MoleculareandeCellulareToxicologyVJ2013VJhVJ_ZbW___ 1.6 1

27 TracingJtheJspatioWtemporalJdynamicsJofJendangeredJfinJwhalesJRqalaenopteraJphysalusSJwithinJ
baleenJwhaleJRμysticetiSJlineagesiJaJmitogenomicJperspectiveXJGeneticaVJ2017VJ_cdVJeZbWe_a 1.5 1

26 ReanalysisJofJOhnoQsJhypothesisJonJconservationJofJtheJsizeJofJtheJXJchromosomeJinJmammalsXJ
AnimaleCellseandeSystemsVJ2012VJ_eVJcbgWcce 2.3 1

25 txpansionJofJsymmetricJexonWborderingJdomainsJdoesJnotJexplainJevolutionJofJlineageJspecificJ
genesJinJmammalsXJGeneticaVJ2007VJ_b_VJdhWeg 1.5 1

24 μitonuclearJincompatibilityJasJaJhiddenJdriverJbehindJtheJgenomeJancestryJofJpfricanJadmixedJ
cattleXXJBMCeBiologyVJ2022VJaZVJaZ 7.3 1
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23 rhangesJinJrellJμembraneJuattyJpcidJrompositionJofJinJResponseJtoJvraduallyJxncreasingJweatJ
TemperatureXJJournaleofeMicrobiologyeandeBiotechnologyVJ2020VJbZVJfbhWfcg 3.3 1

22 pccelerationJofJXWchromosomeJgeneJorderJevolutionJinJtheJcattleJlineageXJBMBeReportsVJ2013VJceVJb_ZWd 5.5 1

21 VrSiJToolJforJVisualizingJropyJNumberJVariationJandJSingleJNucleotideJPolymorphismXJ
AsiansAustralasianeJournaleofeAnimaleSciencesVJ2014VJafVJ_eh_Wc 2.4 1

20 venomicJselectionJforJadjacentJgeneticJmarkersJofJyorkshireJpigsJusingJregularizedJregressionJ
approachesXJAsiansAustralasianeJournaleofeAnimaleSciencesVJ2014VJafVJ_efgWgb 2.4 1

19 PredictionJofJvenesJRelatedJtoJPositiveJSelectionJUsingJWholeWvenomeJResequencingJinJThreeJ
rommercialJPigJqreedsXJGenomicseandeInformaticsVJ2015VJ_bVJ_bfWcd 1.9 1

18 μultiWtissueJobservationJofJtheJlongJnonWcodingJRNpJeffectsJonJsexuallyJbiasedJgeneJexpressionJinJ
cattleXJAsiansAustralasianeJournaleofeAnimaleSciencesVJ2019VJbaVJ_ZccW_Zd_ 2.4 1

17 weritabilityJtstimatedJUsingJdZzJSNPsJxndicatesJμissingJweritabilityJProblemJinJwolsteinJqreedingXJ
GenomicseandeInformaticsVJ2015VJ_bVJ_ceWd_ 1.9 1

16 SelectionJandJevaluationJofJbiWallelicJautosomalJSNPJmarkersJforJpaternityJtestingJinJzoreansXJ
InternationaleJournaleofeLegaleMedicineVJ2021VJ_bdVJ_behW_bfc 3.1 1

15 rompleteJgenomeJsequenceJofJVibrioJparahaemolyticusJuORr_ZabJisolatedJfromJrawJfishJstorageJ
waterXJPathogenseandeDiseaseVJ2016VJfcVJftwZba 4.2 1

14 TwtRPpJvaiJanJupdateJofJaJsmallJmoleculeJdatabaseJrelatedJtoJprionJproteinJregulationJandJprionJ
diseaseJprogressionXJPrionVJ2019VJ_bVJ_hfW_hg 2.3 1

13 rompleteJvenomeJSequenceJofJtheJNewlyJsevelopedJStrainJWithJxmprovedJThermalJpdaptabilityXJ
FrontierseineMicrobiologyVJ2021VJ_aVJehfbd_ 5.7 1

12
xmmunogenicJtpitopeWqasedJVaccineJPredictionJfromJSurfaceJvlycoproteinJofJμtRSWroVJbyJ
seployingJxmmunoinformaticsJppproachXXJInternationaleJournaleofePeptideeResearcheande
TherapeuticsVJ2022VJagVJff

2.1 1

11 rompleteJgenomeJsequenceJandJSNPsJofJRajaJpulchraJRRajiformesVJRajidaeSJmitochondriaXJ
MitochondrialeDNAeParteA:eDNAeMappingreSequencingreandeAnalysisVJ2016VJafVJahfdWf 1.3 0

10 venomeJsequencingJandJproteinJdomainJannotationsJofJzoreanJwanwooJcattleJidentifyJ
wanwooWspecificJimmunityWrelatedJandJotherJnovelJgenesXJBMCeGeneticsVJ2018VJ_hVJbf 2.6 0

9
PositiveJtffectJofJLactobacillusJacidophilusJtvZZcJonJrognitiveJpbilityJofJwealthyJμiceJbyJuecalJ
μicrobiomeJpnalysisJUsingJuullWLengthJ_eSWabSJrRNpJμetagenomeJSequencingXXJMicrobiologye
SpectrumVJ2022VJeZ_g_da_

8.9 0

8 TheJtranscriptomicJblueprintJofJmoltJinJroosterJusingJvariousJtissuesJfromJvinkkoridakJRzoreanJ
longWtailedJchickenSXJBMCeGenomicsVJ2021VJaaVJdhc 4.5 0

7 μicrobialJxdentificationJUsingJrRNpJOperonJRegioniJsatabaseJandJToolJforJμetataxonomicsJwithJ
LongWReadJSequenceXXJMicrobiologyeSpectrumVJ2022VJeZaZ_fa_ 8.9 0

6 xdentificationJofJdifferentiallyJevolvedJgenesiJanJalternativeJapproachJtoJdetectionJofJacceleratedJ
molecularJevolutionJfromJgenomeWwideJcomparativeJdataXJEvolutionaryeBioinformaticsVJ2013VJhVJagdWhh 1.9

(2013-2020)
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5 xdentificationJofJtheJmajorJproteinsJproducedJbyJculturedJgermlineJstemJcellsJinJchickenXJJournaleofe
AndrologyVJ2009VJbZVJehZWfZa

4 venomeJWideJpssociationJStudiesJUsingJμultipleWlactationJqreedingJValueJinJwolsteinsXJ
AsiansAustralasianeJournaleofeAnimaleSciencesVJ2015VJagVJbagWbb 2.4

3 SemanticJμodelingJforJSNPsJpssociatedJwithJtthnicJsisparitiesJinJwapμapJSamplesXJGenomicseande
InformaticsVJ2014VJ_aVJbdWc_ 1.9

2 PhylogeneticJandJevolutionaryJanalysisJofJfootWandWmouthJdiseaseJvirusJpYpSxpYSeaWhfJlineageXJ
ViruseGenesVJ2021VJdfVJccbWccf 2.3

1 SharedJgeneticJetiologyJandJantagonisticJrelationshipJofJplasmaJreninJactivityJandJsystolicJbloodJ
pressureJinJaJzoreanJcohortsXXJGenomicsVJ2022VJ__Zbbc 4.3
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