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Correction of cognitive deficits in mouse models of Down syndrome by a pharmacological inhibitor
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Pharmacological correction of excitation/inhibition imbalance in Down syndrome mouse models.
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The telomeric part of the human chromosome 21 from Cstb to Prmt2 is not necessary for the

locomotor and short-term memory deficits observed in the Tc1 mouse model of Down syndrome.
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modeling down syndrome. Mammalian Genome, 2011, 22, 674-684. 2.2 186

Chronic Treatment with a Promnesiant GABA-A -Selective Inverse Agonist Increases Immediate Early
Genes Expression during Memory Processing in Mice and Rectifies Their Expression Levels in a Down
Syndrome Mouse Model. Advances in Pharmacological Sciences, 2011, 2011, 1-11.

Specific targeting of the GABA-A receptor [+5 subty[ﬁe by a selective inverse agonist restores cognitive 4.0 153
deficits in Down syndrome mice. Journal of Psychopharmacology, 2011, 25, 1030-1042. ’

Controlled Somatic and Germline Copy Number Variation in the Mouse Model. Current Genomics,
2010, 11, 470-480.

A new mouse model for the trisomy of the Abcg14€“U2af1 region reveals the complexity of the

combinatorial genetic code of down syndrome. Human Molecular Genetics, 2009, 18, 4756-4769. 2.9 101

DYRK1A, a Novel Determinant of the Methionine-Homocysteine Cycle in Different Mouse Models
Overexpressing this Down-Syndrome-Associated Kinase. PLoS ONE, 2009, 4, e7540.

Inducing Segmental Aneuploid Mosaicism in the Mouse Through Targeted Asymmetric Sister Chromatid 2.9 17
Event of Recombination. Genetics, 2008, 180, 51-59. :

Modeling the monosomy for the telomeric part of human chromosome 21 reveals haploinsufficient

genes modulating the inflammatory and airway responses. Human Molecular Genetics, 2007, 16,
2040-2052.

Modeling Chromosomes in Mouse to Explore the Function of Genes, Genomic Disorders, and

Chromosomal Organization. PLoS Genetics, 2006, 2, e86. 3.5 38



