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m Paper IF Citations

92 wccurateNpredictionNofNproteinNstructuresNandNinteractionsNusingNaNthreectrackNneuralNnetworkdN
SciencebN2021bNimibNnmgcnml 33.3 522

91 StructureNpredictionNforNywSPnNwithNallcatomNrefinementNusingNRosettadNProteins:eStructureteFunctione
andeBioinformaticsbN2009bNmmNSupplNobNnocoo 4.2 342

90 wMPylationNofNRhoNGTPasesNbyNVibrioNVopSNdisruptsNeffectorNbindingNandNdownstreamNsignalingdN
SciencebN2009bNihibNhlocmh 33.3 287

89 SpectrumNofNdiverseNgenomicNalterationsNdefineNnoncclearNcellNrenalNcarcinomaNsubtypesdNNaturee
GeneticsbN2015bNjmbNgichg 36.3 247

88 wNSingleNKinaseNGeneratesNtheNMajorityNofNtheNSecretedNPhosphoproteomedNCellbN2015bNglgbNglgocih 56.2 187

87 yrystalNstructureNofNtheNhumanNsterolNtransporterNwxyGkewxyGndNNaturebN2016bNkiibNklgcj 50.4 185

86 βyOzpNanNevolutionaryNclassificationNofNproteinNdomainsdNPLoSeComputationaleBiologybN2014bNgfbNegffiohl5 184

85 LargecscaleNdeterminationNofNpreviouslyNunsolvedNproteinNstructuresNusingNevolutionaryN
informationdNELifebN2015bNjbNefohjn 8.9 173

84 βvolutionNofNproteinNstructuresNandNfunctionsdNCurrenteOpinioneineStructuraleBiologybN2002bNghbNjffcn 8.1 131

83 xeclinNhNfunctionsNinNautophagybNdegradationNofNGNproteinccoupledNreceptorsbNandNmetabolismdNCellbN
2013bNgkjbNgfnkcgfoo 56.2 115

82 wNnovelNgermlineNmutationNinNxwPgNpredisposesNtoNfamilialNclearccellNrenalNcellNcarcinomadNMoleculare
CancereResearchbN2013bNggbNgflgcgfmg 6.6 111

81 FidobNaNnovelNwMPylationNdomainNcommonNtoNficbNdocbNandNwvrxdNPLoSeONEbN2009bNjbNekngn 3.7 103

80 MarkerNforNtypeNVINsecretionNsystemNeffectorsdNProceedingseofetheeNationaleAcademyeofeScienceseofe
theeUnitedeStateseofeAmericabN2014bNgggbNohmgcl 11.5 98

79 ProteinNwMPylationNbyNanNβvolutionarilyNyonservedNPseudokinasedNCellbN2018bNgmkbNnfocnhgdego 56.2 87

78 ywSPoNassessmentNofNfreeNmodelingNtargetNpredictionsdNProteins:eStructureteFunctioneande
BioinformaticsbN2011bNmoNSupplNgfbNkocmi 4.2 82

77 ywSPkNassessmentNofNfoldNrecognitionNtargetNpredictionsdNProteins:eStructureteFunctioneande
BioinformaticsbN2003bNkiNSupplNlbNiokcjfo 4.2 82

76 SuccinationNofNKeapgNandNactivationNofNNrfhcdependentNantioxidantNpathwaysNinNFHcdeficientN
papillaryNrenalNcellNcarcinomaNtypeNhdNCancereCellbN2011bNhfbNjgnchf 24.3 78
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75 SitechNproteaseNregulatedNintramembraneNproteolysispNsequenceNhomologsNsuggestNanNancientN
signalingNcascadedNProteineSciencebN2006bNgkbNnjcoi 6.3 76

74 StructurebNlipidNscramblingNactivityNandNroleNinNautophagosomeNformationNofNwTGowdNNaturee
StructuraleandeMoleculareBiologybN2020bNhmbNggojcghfg 17.6 73

73 IdentificationNofNnovelNrestrictionNendonucleaseclikeNfoldNfamiliesNamongNhypotheticalNproteinsdN
NucleiceAcidseResearchbN2005bNiibNikonclfk 20.1 70

72 KineticNandNstructuralNinsightsNintoNtheNmechanismNofNwMPylationNbyNVopSNFicNdomaindNJournaleofe
BiologicaleChemistrybN2010bNhnkbNhfgkkcli 5.4 62

71 PetgfpNisNaNyeastNperilipinNthatNstabilizesNlipidNdropletsNandNpromotesNtheirNassemblydNJournaleofeCelle
BiologybN2017bNhglbNigoocihgm 7.3 61

70 βvaluationNofNfreeNmodelingNtargetsNinNywSPggNandNROLLdNProteins:eStructureteFunctioneande
BioinformaticsbN2016bNnjNSupplNgbNkgcll 4.2 60

69 ywSPoNtargetNclassificationdNProteins:eStructureteFunctioneandeBioinformaticsbN2011bNmoNSupplNgfbNhgcil 4.2 54

68
wcuteNHepatopancreaticNNecrosisNziseasecyausingNVibrioNparahaemolyticusNStrainsNMaintainNanN
wntibacterialNTypeNVINSecretionNSystemNwithNVersatileNβffectorNRepertoiresdNAppliedeande
EnvironmentaleMicrobiologybN2017bNnibN

4.8 51

67 TypeNVINSecretionNSystemNToxinsNHorizontallyNSharedNbetweenNMarineNxacteriadNPLoSePathogensbN
2015bNggbNegffkghn 7.6 48

66 βffectorsNofNanimalNandNplantNpathogensNuseNaNcommonNdomainNtoNbindNhostNphosphoinositidesdN
NatureeCommunicationsbN2013bNjbNhomi 17.4 46

65 RealmNofNPzcVzeβWXKNnucleaseNsuperfamilyNrevisitedpNdetectionNofNnovelNfamiliesNwithNmodifiedN
transitiveNmetaNprofileNsearchesdNBMCeStructuraleBiologybN2007bNmbNjf 2.7 44

64 SeclgbetaccaNcomponentNofNtheNarchaealNproteinNsecretoryNsystemdNTrendseineBiochemicaleSciencesbN
2002bNhmbNgmfcg 10.3 44

63 yompleteNgenomeNofNbNaNresilientNalienbNaNcabbageNpestbNandNaNsourceNofNanticcancerNproteinsdN
F1000ResearchbN2016bNkbNhlig 3.6 35

62 yombinedNxlockadeNofNwctivatingNMutationsNandNβRNResultsNinNSyntheticNLethalityNofNβRaeHβRhN
MutantNxreastNyancerdNClinicaleCancereResearchbN2019bNhkbNhmmchno 12.9 35

61 xileNsaltNreceptorNcomplexNactivatesNaNpathogenicNtypeNIIINsecretionNsystemdNELifebN2016bNkbN 8.9 34

60 yhSeqpNwNdatabaseNofNchameleonNsequencesdNProteineSciencebN2015bNhjbNgfmkcnl 6.3 32

59 wNlyticNpolysaccharideNmonooxygenaseclikeNproteinNfunctionsNinNfungalNcopperNimportNandN
meningitisdNNatureeChemicaleBiologybN2020bNglbNiimcijj 11.7 32

58 LonginclikeNfoldsNidentifiedNinNyHiPSNandNzUFhkjNproteinspNvesicleNtraffickingNcomplexesNconservedN
inNeukaryoticNevolutiondNProteineSciencebN2006bNgkbNhllocmj 6.3 31
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57 ywSPgiNtargetNclassificationNintoNtertiaryNstructureNpredictionNcategoriesdNProteins:eStructurete
FunctioneandeBioinformaticsbN2019bNnmbNgfhgcgfil 4.2 29

56 xOFpNaNnovelNfamilyNofNbacterialNOxcfoldNproteinsdNFEBSeLettersbN2004bNklmbNhomcifg 3.8 29

55 TheNhumanNwgohNMyNregionNdoesNnotNcontainNanNeIFjβclikeNmRNwNcapNbindingNmotifdNBiologyeDirectbN
2009bNjbNh 7.2 28

54 HumanNherpesvirusNgNULhjNgeneNencodesNaNpotentialNPzcVzeβWXKNendonucleasedNJournaleofeVirologybN
2006bNnfbNhkmkcm 6.6 28

53 ywSPNggNtargetNclassificationdNProteins:eStructureteFunctioneandeBioinformaticsbN2016bNnjNSupplNgbNhfcii 4.2 28

52 TheNsecretoryNpathwayNkinasesdNBiochimicaeEteBiophysicaeActaeueProteinseandeProteomicsbN2015bNgnkjbNglnmcoi4 27

51 wnalysisNofNywSPnNtargetsbNpredictionsNandNassessmentNmethodsdNDatabase:etheeJournaleofeBiologicale
DatabaseseandeCurationbN2009bNhffobNbapffi 5 25

50 xTLyPNproteinspNaNnovelNfamilyNofNbacterialNtransglutaminaseclikeNcysteineNproteinasesdNTrendseine
BiochemicaleSciencesbN2004bNhobNiohck 10.3 24

49 xioinformaticsNperspectiveNonNrhomboidNintramembraneNproteaseNevolutionNandNfunctiondN
BiochimicaeEteBiophysicaeActaeueBiomembranesbN2013bNgnhnbNhoimcji 3.8 23

48 StructureNofNproteinNOcmannoseNkinaseNrevealsNaNuniqueNactiveNsiteNarchitecturedNELifebN2016bNkbN 8.9 23

47 wnNautomaticNmethodNforNywSPoNfreeNmodelingNstructureNpredictionNassessmentdNBioinformaticsbN
2011bNhmbNiimgcn 7.2 22

46 HPgxPibNaNyhromatinNRetentionNFactorNforNyoctranscriptionalNMicroRNwNProcessingdNMoleculareCellbN
2016bNlibNjhfcih 17.6 21

45 ywSPkNtargetNclassificationdNProteins:eStructureteFunctioneandeBioinformaticsbN2003bNkiNSupplNlbNijfckg 4.2 20

44 wssessmentNofNywSPggNcontactcassistedNpredictionsdNProteins:eStructureteFunctioneandeBioinformatics
bN2016bNnjNSupplNgbNgljcnf 4.2 19

43 wNdatabaseNofNdomainNdefinitionsNforNproteinsNwithNcomplexNinterdomainNgeometrydNPLoSeONEbN2009
bNjbNekfnj 3.7 18

42 VibrioNtypeNIIINeffectorNVPwginfNisNrelatedNtoNtheNcysteineNproteaseNdomainNofNlargeNbacterialNtoxinsdN
PLoSeONEbN2014bNobNegfjinm 3.7 18

41 PyrimidineNSalvageNβnzymesNwreNβssentialNforNzeNNovoNxiosynthesisNofNzeoxypyrimidineN
NucleotidesNinNTrypanosomaNbruceidNPLoSePathogensbN2016bNghbNegfflfgf 7.6 18

40 ylassificationNofNproteinsNwithNsharedNmotifsNandNinternalNrepeatsNinNtheNβyOzNdatabasedNProteine
SciencebN2016bNhkbNggnnchfi 6.3 17
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39 ReliefNofNautoinhibitionNbyNconformationalNswitchNexplainsNenzymeNactivationNbyNaNcatalyticallyNdeadN
paralogdNELifebN2016bNkbN 8.9 16

38 βzzbNaNnovelNphosphotransferaseNdomainNcommonNtoNmannoseNtransporterNβIIwbNdihydroxyacetoneN
kinasebNandNzegVdNProteineSciencebN2005bNgjbNilfcm 6.3 15

37 βxpandingNtheNnitrogenNregulatoryNproteinNsuperfamilypNHomologyNdetectionNatNbelowNrandomN
sequenceNidentitydNProteins:eStructureteFunctioneandeBioinformaticsbN2002bNjnbNmkcnj 4.2 15

36 RegulationNofNxeclinNgcMediatedNwutophagyNbyNOncogenicNTyrosineNKinasesdNInternationaleJournaleofe
MoleculareSciencesbN2020bNhgbN 6.3 14

35 RUVxLgeRUVxLhNwTPaseNwctivityNzrivesNPwQosomeNMaturationbNzNwNReplicationNandN
RadioresistanceNinNLungNyancerdNCelleChemicaleBiologybN2020bNhmbNgfkcghgdegj 8.2 14

34 FunctionalNanalysisNofNRossmannclikeNdomainsNrevealsNconvergentNevolutionNofNtopologyNandN
reactionNpathwaysdNPLoSeComputationaleBiologybN2019bNgkbNegffmklo 5 14

33 TopologyNevaluationNofNmodelsNforNdifficultNtargetsNinNtheNgjthNroundNofNtheNcriticalNassessmentNofN
proteinNstructureNpredictionNVywSPgjWdNProteins:eStructureteFunctioneandeBioinformaticsbN2021bNnobNglmicglnl4.2 14

32 HyperactivationNofNTORygNzrivesNResistanceNtoNtheNPancHβRNTyrosineNKinaseNInhibitorNNeratinibNinN
HβRhcMutantNyancersdNCancereCellbN2020bNimbNgnicgoodek 24.3 13

31 TheNeffectorNRavzNbindsNphosphatidylinositolcicphosphateNandNhelpsNsuppressNendolysosomalN
maturationNofNtheNccontainingNvacuoledNJournaleofeBiologicaleChemistrybN2019bNhojbNljfkcljgk 5.4 12

30 zirectNzemonstrationNThatNLoopgNofNScapNxindsNtoNLoopmpNwNyRUyIwLNβVβNTNINNyHOLβSTβROLN
HOMβOSTwSISdNJournaleofeBiologicaleChemistrybN2016bNhogbNghnnncghnol 5.4 12

29 zecipheringNaNnovelNthioredoxinclikeNfoldNfamilydNProteins:eStructureteFunctioneandeBioinformaticsbN
2003bNkhbNihicig 4.2 12

28
zefinitionNandNclassificationNofNevaluationNunitsNforNtertiaryNstructureNpredictionNinNywSPghN
facilitatedNthroughNsemicautomatedNmetricsdNProteins:eStructureteFunctioneandeBioinformaticsbN2018bN
nlNSupplNgbNglchl

4.2 10

27 ProteomicsNwnalysisNRevealsNPreviouslyNUncharacterizedNVirulenceNFactorsNinNVibrioNproteolyticusdN
MBiobN2016bNmbN 7.8 10

26 yompactNStructureNPatternsNinNProteinsdNJournaleofeMoleculareBiologybN2016bNjhnbNjiohcjjgh 6.5 10

25 TargetNclassificationNinNtheNgjthNroundNofNtheNcriticalNassessmentNofNproteinNstructureNpredictionN
VywSPgjWdNProteins:eStructureteFunctioneandeBioinformaticsbN2021bNnobNglgncglih 4.2 10

24 βyOzpNidentificationNofNdistantNhomologyNamongNmultidomainNandNtransmembraneNdomainN
proteinsdNBMCeMoleculareandeCelleBiologybN2019bNhfbNgn 2.7 9

23 FunctionalNandNevolutionaryNanalysisNofNviralNproteinsNcontainingNaNRossmannclikeNfolddNProteine
SciencebN2018bNhmbNgjkfcgjli 6.3 9

22 wssessingNpredictionsNofNfitnessNeffectsNofNmissenseNmutationsNinNSUMOcconjugatingNenzymeNUxβhIdN
HumaneMutationbN2017bNinbNgfkgcgfli 4.7 9
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21 SolutionNstructureNofNtheNWNKgNautoinhibitoryNdomainbNaNWNKcspecificNPFhNdomaindNJournaleofe
MoleculareBiologybN2013bNjhkbNghjkckh 6.5 8

20 GenomicsNrevealsNtheNoriginsNofNancientNspecimens 8

19 RecentNadvancesNsuggestNincreasedNinfluenceNofNselectiveNpressureNinNallosterydNCurrenteOpinioneine
StructuraleBiologybN2020bNlhbNgnicgnn 8.1 8

18 NKNcellNdefectsNinNXclinkedNpigmentaryNreticulateNdisorderdNJCIeInsightbN2019bNjbN 9.9 7

17 UsingNhomologyNrelationsNwithinNaNdatabaseNmarkedlyNboostsNproteinNsequenceNsimilarityNsearchdN
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericabN2015bNgghbNmfficn 11.5 6

16 zyyNproteinspNaNnovelNfamilyNofNthiolcdisulfideNoxidoreductasesdNTrendseineBiochemicaleSciencesbN2004
bNhobNiiocjh 10.3 6

15 MutationNseverityNspectrumNofNrareNallelesNinNtheNhumanNgenomeNisNpredictiveNofNdiseaseNtypedNPLoSe
ComputationaleBiologybN2020bNglbNegffmmmk 5 5

14 RoleNofNTwoNMetacaspasesNinNzevelopmentNandNPathogenicityNofNtheNRiceNxlastNFungusN
MagnaportheNoryzaedNMBiobN2021bNghbN 7.8 5

13 wssessmentNofNdomainNinteractionsNinNtheNfourteenthNroundNofNtheNyriticalNwssessmentNofNStructureN
PredictionNVywSPgjWdNProteins:eStructureteFunctioneandeBioinformaticsbN2021bNnobNgmffcgmgf 4.2 4

12 GermlineNandNsporadicNmTORNpathwayNmutationsNinNlowcgradeNoncocyticNtumorNofNtheNkidneydN
ModernePathologybN2021bN 9.8 4

11 SchnyderNcornealNdystrophycassociatedNUxIwzgNisNdefectiveNinNMKcjNsynthesisNandNresistsN
autophagycmediatedNdegradationdNJournaleofeLipideResearchbN2020bNlgbNmjlcmkm 6.3 3

10 FlyXyzxcwNResourceNforNzrosophilaNyellNSurfaceNandNSecretedNProteinsNandNTheirNβxtracellularN
zomainsdNJournaleofeMoleculareBiologybN2018bNjifbNiikicijgg 6.5 3

9 wssessingNpredictionsNonNfitnessNeffectsNofNmissenseNvariantsNinNcalmodulindNHumaneMutationbN2019bN
jfbNgjlicgjmi 4.7 3

8 IdentificationNofNresiduesNcriticalNforNtopologyNinversionNofNtheNtransmembraneNproteinNTMjSFhfN
throughNregulatedNalternativeNtranslocationdNJournaleofeBiologicaleChemistrybN2019bNhojbNlfkjclflg 5.4 3

7 GenomicsNRevealsNtheNOriginsNofNHistoricalNSpecimensdNMoleculareBiologyeandeEvolutionbN2021bNinbNhgllchgml8.3 3

6 wNcombinedNRwzcSeqNandNWGSNapproachNrevealsNtheNgenomicNbasisNofNyellowNcolorNvariationNinN
bumbleNbeeNxombusNterrestrisdNScientificeReportsbN2021bNggbNmool 4.9 2

5 ManipulationNofNIRβgczependentNMwPKNSignalingNbyNaNVibrioNwgonistcwntagonistNβffectorNPairdN
MSystemsbN2021bNlbN 7.6 2

4 wNFifthNofNtheNProteinNWorldpNRossmannclikeNProteinsNasNanNβvolutionarilyNSuccessfulNStructuralNunitdN
JournaleofeMoleculareBiologybN2021bNjiibNgllmnn 6.5 2
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3 ˛†cStrandcmediatedNinteractionsNofNproteinNdomainsdNProteins:eStructureteFunctioneandeBioinformaticsbN
2020bNnnbNgkgicgkhm 4.2 1

2 yompletenessNandNyonsistencyNinNStructuralNzomainNylassificationsdNACSeOmegabN2021bNlbNgkloncgkmfm 3.9 0

1 wutoinhibitionNandNSaltNSensingNareNLinkedNinNtheNWNKgNKinasedNFASEBeJournalbN2012bNhlbNlbglh 0.9
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