
Helen Parkinson

ListhofhPublicationshbyhCitations

Source:hhttps:yyexalyxcomyauthorvpdfy8634097yhelenvparkinsonvpublicationsvbyvcitationsxpdf

Version:h2024v04v10h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyxcomxhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex

121
papers

16,667
citations

48
h-index

129
g-index

132
ext. papers

20,837
ext. citations

14.1
avg, IF

5.88
L-index



k Paper IF Citations

121 MinimumKinformationKaboutKaKmicroarrayKexperimentKSMzrMvTXtowardKstandardsKforKmicroarrayK
data[KNaturemGeneticsWK2001WKcjWKdgfXhb 36.3 3326

120 TheKNyxRzKxWrSKtatalogWKaKcuratedKresourceKofKSNPXtraitKassociations[KNucleicmAcidsmResearchWK
2014WKecWKubaabXg 20.1 2124

119 TheKNyxRzXvszKxWrSKtatalogKofKpublishedKgenomeXwideKassociationKstudiesWKtargetedKarraysKandK
summaryKstatisticsKcabj[KNucleicmAcidsmResearchWK2019WKehWKubaafXubabc 20.1 1422

118 TheKnewKNyxRzXvszKtatalogKofKpublishedKgenomeXwideKassociationKstudiesKSxWrSKtatalogT[KNucleicm
AcidsmResearchWK2017WKefWKuijgXujab 20.1 1321

117 rrrayvxpressXXaKpublicKrepositoryKforKmicroarrayKgeneKexpressionKdataKatKtheKvsz[KNucleicmAcidsm
ResearchWK2003WKdbWKgiXhb 20.1 637

116 rrrayvxpressKupdateXXsimplifyingKdataKsubmissions[KNucleicmAcidsmResearchWK2015WKedWKubbbdXg 20.1 550

115 uiseaseKOntologyKcabfKupdatekKanKexpandedKandKupdatedKdatabaseKofKhumanKdiseasesKforKlinkingK
biomedicalKknowledgeKthroughKdiseaseKdata[KNucleicmAcidsmResearchWK2015WKedWKubahbXi 20.1 403

114 rrrayvxpressKupdateXXfromKanKarchiveKofKfunctionalKgenomicsKexperimentsKtoKtheKatlasKofKgeneK
expression[KNucleicmAcidsmResearchWK2009WKdhWKuigiXhc 20.1 346

113 ModelingKsampleKvariablesKwithKanKvxperimentalKwactorKOntology[KBioinformaticsWK2010WKcgWKbbbcXi 7.2 302

112 rrrayvxpressKupdateXXtrendsKinKdatabaseKgrowthKandKlinksKtoKdataKanalysisKtools[KNucleicmAcidsm
ResearchWK2013WKebWKujihXja 20.1 286

111 NaturalKvariationKinKaKurosophilaKclockKgeneKandKtemperatureKcompensation[KScienceWK1997WKchiWKcbbhXca33.3 278

110 rrrayvxpressKupdateXXanKarchiveKofKmicroarrayKandKhighXthroughputKsequencingXbasedKfunctionalK
genomicsKexperiments[KNucleicmAcidsmResearchWK2011WKdjWKubaacXe 20.1 273

109 rKglobalKmapKofKhumanKgeneKexpression[KNaturemBiotechnologyWK2010WKciWKdccXe 44.5 271

108 vxpressionKrtlasKupdateXXaKdatabaseKofKgeneKandKtranscriptKexpressionKfromKmicroarrayXKandK
sequencingXbasedKfunctionalKgenomicsKexperiments[KNucleicmAcidsmResearchWK2014WKecWKujcgXdc 20.1 247

107 OpenKTargetskKaKplatformKforKtherapeuticKtargetKidentificationKandKvalidation[KNucleicmAcidsmResearch
WK2017WKefWKujifXujje 20.1 241

106 TheKznternationalKMouseKPhenotypingKtonsortiumKWebKPortalWKaKunifiedKpointKofKaccessKforK
knockoutKmiceKandKrelatedKphenotypingKdata[KNucleicmAcidsmResearchWK2014WKecWKuiacXj 20.1 189

105 ModelingKbiomedicalKexperimentalKprocessesKwithKOsz[KJournalmofmBiomedicalmSemanticsWK2010WKbK
SupplKbWKSh 2.2 187
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104 xeneKexpressionKatlasKatKtheKvuropeanKbioinformaticsKinstitute[KNucleicmAcidsmResearchWK2010WKdiWKugjaXi20.1 167

103 TheKvszKRuwKplatformkKlinkedKopenKdataKforKtheKlifeKsciences[KBioinformaticsWK2014WKdaWKbddiXj 7.2 160

102 TheKMxvuKOntologykKaKresourceKforKsemanticsXbasedKdescriptionKofKmicroarrayKexperiments[K
BioinformaticsWK2006WKccWKiggXhd 7.2 152

101 TheKyumanKPhenotypeKOntologykKSemanticKUnificationKofKtommonKandKRareKuisease[KAmericanm
JournalmofmHumanmGeneticsWK2015WKjhWKbbbXce 11 147

100 uiseaseKmodelKdiscoveryKfromKdWdciKgeneKknockoutsKbyKTheKznternationalKMouseKPhenotypingK
tonsortium[KNaturemGeneticsWK2017WKejWKbcdbXbcdi 36.3 145

99 windingKourKwayKthroughKphenotypes[KPLoSmBiologyWK2015WKbdWKebaacadd 9.7 144

98 TheKOntologyKforKsiomedicalKznvestigations[KPLoSmONEWK2016WKbbWKeabfeffg 3.7 143

97 xeneKvxpressionKrtlasKupdateXXaKvalueXaddedKdatabaseKofKmicroarrayKandKsequencingXbasedK
functionalKgenomicsKexperiments[KNucleicmAcidsmResearchWK2012WKeaWKubahhXib 20.1 133

96 PrevalenceKofKsexualKdimorphismKinKmammalianKphenotypicKtraits[KNaturemCommunicationsWK2017WKiWKbfehf17.4 130

95 StandardsKforKmicroarrayKdata[KScienceWK2002WKcjiWKfdj 33.3 120

94 xrameneKcabgkKcomparativeKplantKgenomicsKandKpathwayKresources[KNucleicmAcidsmResearchWK2016WK
eeWKubbddXea 20.1 102

93 MinimumKinformationKspecificationKforKinKsituKhybridizationKandKimmunohistochemistryK
experimentsKSMzSwzSyzvT[KNaturemBiotechnologyWK2008WKcgWKdafXbc 44.5 97

92 rKstandardizedKframeworkKforKrepresentationKofKancestryKdataKinKgenomicsKstudiesWKwithK
applicationKtoKtheKNyxRzXvszKxWrSKtatalog[KGenomemBiologyWK2018WKbjWKcb 18.3 87

91 SubmissionKofKmicroarrayKdataKtoKpublicKrepositories[KPLoSmBiologyWK2004WKcWKvdbh 9.7 87

90 LargeKscaleKcomparisonKofKglobalKgeneKexpressionKpatternsKinKhumanKandKmouse[KGenomemBiologyWK
2010WKbbWKRbce 18.3 85

89 ToolsKandKdataKservicesKregistrykKaKcommunityKeffortKtoKdocumentKbioinformaticsKresources[KNucleicm
AcidsmResearchWK2016WKeeWKudiXeh 20.1 81

88 TheKvMsLKnucleotideKsequenceKdatabase[KNucleicmAcidsmResearchWK2001WKcjWKbhXcb 20.1 77

87 TheKMOLxvNzSKtoolkitkKrapidKprototypingKofKbiosoftwareKatKtheKpushKofKaKbutton[KBMCm
BioinformaticsWK2010WKbbKSupplKbcWKSbc 3.6 76
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86 tLOkKTheKcellKlineKontology[KJournalmofmBiomedicalmSemanticsWK2014WKfWKdh 2.2 70

85 zmprovingKreportingKstandardsKforKpolygenicKscoresKinKriskKpredictionKstudies[KNatureWK2021WKfjbWKcbbXcbj50.4 70

84 zmportingKrrrayvxpressKdatasetsKintoKR]sioconductor[KBioinformaticsWK2009WKcfWKcajcXe 7.2 68

83 PuXXMzkKMinimalKznformationKforKPatientXuerivedKTumorKXenograftKModels[KCancermResearchWK2017WK
hhWKegcXegg 10.1 65

82 TheKhumanXinducedKpluripotentKstemKcellKinitiativeXdataKresourcesKforKcellularKgenetics[KNucleicm
AcidsmResearchWK2017WKefWKugjbXugjh 20.1 63

81 zdentifiersKforKtheKcbstKcenturykKyowKtoKdesignWKprovisionWKandKreuseKpersistentKidentifiersKtoK
maximizeKutilityKandKimpactKofKlifeKscienceKdata[KPLoSmBiologyWK2017WKbfWKecaabebe 9.7 63

80 rrrayvxpresskKaKpublicKdatabaseKofKgeneKexpressionKdataKatKvsz[KComptesmRendusm-mBiologiesWK2003WK
dcgWKbahfXi 1.4 58

79 TheKPolygenicKScoreKtatalogKasKanKopenKdatabaseKforKreproducibilityKandKsystematicKevaluation[K
NaturemGeneticsWK2021WKfdWKecaXecf 36.3 58

78 rpplyingKtheKrRRzVvKxuidelinesKtoKanKznKVivoKuatabase[KPLoSmBiologyWK2015WKbdWKebaacbfb 9.7 56

77 LifeTimeKandKimprovingKvuropeanKhealthcareKthroughKcellXbasedKinterceptiveKmedicine[KNatureWK
2020WKfihWKdhhXdig 50.4 56

76 uataKstandardsKforKOmicsKdatakKtheKbasisKofKdataKsharingKandKreuse[KMethodsminmMolecularmBiologyWK
2011WKhbjWKdbXgj 1.4 52

75 OpenKTargetsKxeneticskKsystematicKidentificationKofKtraitXassociatedKgenesKusingKlargeXscaleK
geneticsKandKfunctionalKgenomics[KNucleicmAcidsmResearchWK2021WKejWKubdbbXubdca 20.1 49

74 TheKsioSampleKuatabaseKSsioSuTKatKtheKvuropeanKsioinformaticsKznstitute[KNucleicmAcidsmResearchWK
2012WKeaWKugeXha 20.1 47

73 RapidKestablishmentKofKtheKvuropeanKsankKforKinducedKPluripotentKStemKtellsKSvsiStTKXKtheKyotK
StartKexperience[KStemmCellmResearchWK2017WKcaWKbafXbbe 1.6 45

72 uevelopmentKofKwuxOkKanKontologyKforKfunctionalKgenomicsKinvestigations[KOMICSmAmJournalmofm
IntegrativemBiologyWK2006WKbaWKbjjXcae 3.8 45

71 PuXKwinderkKrKportalKforKpatientXderivedKtumorKxenograftKmodelKdiscovery[KNucleicmAcidsmResearchWK
2019WKehWKubahdXubahj 20.1 42

70 MouseKPhenotypeKuatabaseKzntegrationKtonsortiumkKintegrationK[corrected]KofKmouseKphenomeK
dataKresources[KMammalianmGenomeWK2007WKbiWKbfhXgd 3.2 41

69 rKStandardKNomenclatureKforKReferencingKandKruthenticationKofKPluripotentKStemKtells[KStemmCellm
ReportsWK2018WKbaWKbXg 8 39
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68 TheKSoftwareKOntologyKSSWOTkKaKresourceKforKreproducibilityKinKbiomedicalKdataKanalysisWKcurationK
andKdigitalKpreservation[KJournalmofmBiomedicalmSemanticsWK2014WKfWKcf 2.2 39

67 TheKvuropeanKsioinformaticsKznstituteRsKdataKresources[KNucleicmAcidsmResearchWK2003WKdbWKedXfa 20.1 38

66 LeveragingKvuropeanKinfrastructuresKtoKaccessKbKmillionKhumanKgenomesKbyKcacc[KNaturemReviewsm
GeneticsWK2019WKcaWKgjdXhab 30.1 36

65 TheKMxvuKontologykKaKframeworkKforKdescribingKfunctionalKgenomicsKexperiments[KComparativem
andmFunctionalmGenomicsWK2003WKeWKbchXdc 36

64 TheKrrrayvxpressKgeneKexpressionKdatabasekKaKsoftwareKengineeringKandKimplementationK
perspective[KBioinformaticsWK2005WKcbWKbejfXfab 7.2 33

63 uataKstorageKandKanalysisKinKrrrayvxpress[KMethodsminmEnzymologyWK2006WKebbWKdhaXig 1.7 33

62 eQTLKtataloguekKaKcompendiumKofKuniformlyKprocessedKhumanKgeneKexpressionKandKsplicingKQTLs 33

61 rccessingKdataKfromKtheKznternationalKMouseKPhenotypingKtonsortiumkKstateKofKtheKartKandKfutureK
plans[KMammalianmGenomeWK2012WKcdWKgebXfc 3.2 32

60 UpdatesKtoKsioSamplesKdatabaseKatKvuropeanKsioinformaticsKznstitute[KNucleicmAcidsmResearchWK2014
WKecWKufaXc 20.1 30

59 rKcompendiumKofKuniformlyKprocessedKhumanKgeneKexpressionKandKsplicingKquantitativeKtraitKloci[K
NaturemGeneticsWK2021WKfdWKbcjaXbcjj 36.3 28

58 TheKunderlyingKprinciplesKofKscientificKpublication[KBioinformaticsWK2002WKbiWKbeaj 7.2 27

57 sioSamplesKdatabasekKanKupdatedKsampleKmetadataKhub[KNucleicmAcidsmResearchWK2019WKehWKubbhcXubbhi20.1 27

56 LinkingKrareKandKcommonKdiseasekKmappingKclinicalKdiseaseXphenotypesKtoKontologiesKinKtherapeuticK
targetKvalidation[KJournalmofmBiomedicalmSemanticsWK2016WKhWKi 2.2 26

55 TowardKricherKmetadataKforKmicrobialKsequenceskKreplacingKstrainXlevelKNtszKtaxonomyKtaxidsKwithK
sioProjectWKsioSampleKandKrssemblyKrecords[KStandardsminmGenomicmSciencesWK2014WKjWKbchfXh 26

54 MeetingKReportKfromKtheKSecondKMMinimumKznformationKforKsiologicalKandKsiomedicalK
znvestigationsMKSMzsszTKworkshop[KStandardsminmGenomicmSciencesWK2010WKdWKcfjXgg 26

53 yumanKandKmouseKessentialityKscreensKasKaKresourceKforKdiseaseKgeneKdiscovery[KNaturem
CommunicationsWK2020WKbbWKgff 17.4 25

52 zdentificationKofKtancerKRelatedKxenesKUsingKaKtomprehensiveKMapKofKyumanKxeneKvxpression[K
PLoSmONEWK2016WKbbWKeabfheie 3.7 24

51 OntotrTXXsimpleKontologyKsearchKandKintegrationKinKJavaWKRKandKRvST]JavaScript[KBMCm
BioinformaticsWK2011WKbcWKcbi 3.6 23
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50 rKmouseKinformaticsKplatformKforKphenotypicKandKtranslationalKdiscovery[KMammalianmGenomeWK
2015WKcgWKebdXcb 3.2 20

49 rrrayvxpressKserviceKforKreviewers]editorsKofKuNrKmicroarrayKpapers[KNaturemBiotechnologyWK2006WK
ceWKbdcbXc 44.5 20

48 zdentificationKofKgenesKrequiredKforKeyeKdevelopmentKbyKhighXthroughputKscreeningKofKmouseK
knockouts[KCommunicationsmBiologyWK2018WKbWKcdg 6.7 20

47 rnnotationKofKenvironmentalKOMztSKdatakKapplicationKtoKtheKtranscriptomicsKdomain[KOMICSmAm
JournalmofmIntegrativemBiologyWK2006WKbaWKbhcXi 3.8 18

46 TheKcellularKmicroscopyKphenotypeKontology[KJournalmofmBiomedicalmSemanticsWK2016WKhWKci 2.2 17

45 yarmonisingKphenomicsKinformationKforKaKbetterKinteroperabilityKinKtheKrareKdiseaseKfield[KEuropeanm
JournalmofmMedicalmGeneticsWK2018WKgbWKhagXhbe 2.6 16

44 ObservXOMKandKObservXTrskKUniversalKsyntaxKsolutionsKforKtheKintegrationWKsearchWKandKexchangeK
ofKphenotypeKandKgenotypeKinformation[KHumanmMutationWK2012WKddWKighXhd 4.7 16

43 RvMszkKRecommendedKMetadataKforKsiologicalKzmagesXenablingKreuseKofKmicroscopyKdataKinK
biology[KNaturemMethodsWK2021WKbiWKbebiXbecc 21.6 16

42 StandardsKforKmicroarrayKdatakKanKopenKletter[KEnvironmentalmHealthmPerspectivesWK2004WKbbcWKrgggXh 8.4 13

41 PhenozmageSharekKanKimageKannotationKandKqueryKinfrastructure[KJournalmofmBiomedicalmSemanticsWK
2016WKhWKdf 2.2 12

40 rnnotareXXaKtoolKforKannotatingKhighXthroughputKbiomedicalKinvestigationsKandKresultingKdata[K
BioinformaticsWK2010WKcgWKcehaXb 7.2 12

39 MrxvTabulatorWKaKsuiteKofKtoolsKtoKsupportKtheKmicroarrayKdataKformatKMrxvXTrs[KBioinformaticsWK
2009WKcfWKchjXia 7.2 12

38 uataKstorageKandKanalysisKinKrrrayvxpressKandKvxpressionKProfiler[KCurrentmProtocolsminm
BioinformaticsWK2008WKthapterKhWKUnitKh[bd 24.2 12

37 TheKvuropeanKVariationKrrchivekKaKwrzRKresourceKofKgenomicKvariationKforKallKspecies[KNucleicmAcidsm
ResearchWK2021WK 20.1 10

36
PlantXbasedKmicroarrayKdataKatKtheKvuropeanKsioinformaticsKznstitute[KzntroducingKrtMzrMvxpressWK
aKsubmissionKtoolKforKrrabidopsisKgeneKexpressionKdataKtoKrrrayvxpress[KPlantmPhysiologyWK2005WK
bdjWKgdcXg

6.6 9

35 tontributionsKofKtheKvMvRrLuKprojectKtoKassessingKandKimprovingKmicroarrayKdataKquality[K
BioTechniquesWK2011WKfaWKchXdb 2.5 9

34 TheKSOwxKrnatomyKvntryKListKSSrvLTkKanKannotationKtoolKforKfunctionalKgenomicsKdata[KComparativem
andmFunctionalmGenomicsWK2004WKfWKfcbXh 8

33 rKguideKtoKmicroarrayKexperimentsXanKopenKletterKtoKtheKscientificKjournals[KLancetzmTheWK2002WKdgaWKbabj40 8
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32 MouseKmutantKphenotypingKatKscaleKrevealsKnovelKgenesKcontrollingKboneKmineralKdensity[KPLoSm
GeneticsWK2020WKbgWKebaajbja 6 8

31 PrecisionKmedicinekKLookKtoKtheKmice[KScienceWK2015WKdejWKdja 33.3 7

30 ReportingKphenotypesKinKmouseKmodelsKwhenKconsideringKbodyKsizeKasKaKpotentialKconfounder[K
JournalmofmBiomedicalmSemanticsWK2016WKhWKc 2.2 7

29 xeneKOntologyKturationKofKNeuroinflammationKsiologyKzmprovesKtheKznterpretationKofKrlzheimerRsK
uiseaseKxeneKvxpressionKuata[KJournalmofmAlzheimertsmDiseaseWK2020WKhfWKbebhXbedf 4.3 6

28 WebulousKandKtheKWebulousKxoogleKrddXOnXXaKwebKserviceKandKapplicationKforKontologyKbuildingK
fromKtemplates[KJournalmofmBiomedicalmSemanticsWK2016WKhWKbh 2.2 6

27 UsingKontologiesKtoKannotateKmicroarrayKexperiments[KMethodsminmEnzymologyWK2006WKebbWKdcfXdj 1.7 6

26 WrestlingKwithKSUMOKandKbioXontologies[KNaturemBiotechnologyWK2006WKceWKcbXclKauthorKreplyKcd 44.5 6

25 zmprovingKtheKxeneKOntologyKResourceKtoKwacilitateKMoreKznformativeKrnalysisKandKznterpretationK
ofKrlzheimerRsKuiseaseKuata[KGenesWK2018WKjWK 4.2 6

24 rnatomyKontologiesKandKpotentialKuserskKbridgingKtheKgap[KJournalmofmBiomedicalmSemanticsWK2011WKcK
SupplKeWKSd 2.2 5

23 TheKvuropeanKxenomeXphenomeKrrchiveKinKcacb[KNucleicmAcidsmResearchWK2021WK 20.1 5

22 OpenStatskKrKrobustKandKscalableKsoftwareKpackageKforKreproducibleKanalysisKofKhighXthroughputK
phenotypicKdata[KPLoSmONEWK2020WKbfWKeacecjdd 3.7 5

21 SoftKwindowingKapplicationKtoKimproveKanalysisKofKhighXthroughputKphenotypingKdata[K
BioinformaticsWK2020WKdgWKbejcXbfaa 7.2 5

20 StandardsKandKontologiesKforKfunctionalKgenomicsKc[KComparativemandmFunctionalmGenomicsWK2004WKfWKgbiXcc 4

19 WorkshopKproceedingskKxWrSKsummaryKstatisticsKstandardsKandKsharing[KCellmGenomicsWK2021WKbWKbaaaae 4

18 zmprovingKreportingKstandardsKforKpolygenicKscoresKinKriskKpredictionKstudies 4

17 uesiderataKforKtheKdevelopmentKofKnextXgenerationKelectronicKhealthKrecordKphenotypeKlibraries[K
GigaScienceWK2021WKbaWK 7.6 4

16 tomparisonWKalignmentWKandKsynchronizationKofKcellKlineKinformationKbetweenKtLOKandKvwO[KBMCm
BioinformaticsWK2017WKbiWKffh 3.6 3

15 SequencingXbasedKgenomeXwideKassociationKstudiesKreportingKstandards[KCellmGenomicsWK2021WKbWKbaaaafXbaaaaf3
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14 StandardsKandKontologiesKforKfunctionalKgenomicskKtowardsKunifiedKontologiesKforKbiologyKandK
biomedicine[KComparativemandmFunctionalmGenomicsWK2003WKeWKbbgXca 2

13 PedroKOntologyKServiceskKrKwrameworkKforKRapidKOntologyKMarkup[KLecturemNotesminmComputerm
ScienceWK2005WKfhiXfjb 0.9 2

12 PuXKwinderkKrKPortalKforKPatientXuerivedKtumorKXenograftKModelKuiscovery 2

11 rKstandardizedKframeworkKforKrepresentationKofKancestryKdataKinKgenomicsKstudiesWKwithK
applicationKtoKtheKNyxRzXvszKxWrSKtatalog 2

10 vxtensiveKidentificationKofKgenesKinvolvedKinKcongenitalKandKstructuralKheartKdisordersKandK
cardiomyopathyK2022WKbWKbfhXbhd 2

9 MagetometXXwebKapplicationKforKharmonizingKexistingKlargeXscaleKexperimentKdescriptions[K
BioinformaticsWK2012WKciWKbeacXd 7.2 1

8 NtRzKinformaticsKinitiative[KNaturemBiotechnologyWK2005WKcdWKbcbc 44.5 1

7 OpenStatskKrKRobustKandKScalableKSoftwareKPackageKforKReproducibleKrnalysisKofKyighXThroughputK
PhenotypicKuata 1

6 rnalyzingKtheKheterogeneityKofKruleXbasedKvyRKphenotypingKalgorithmsKinKtrLzsvRKandKtheKUKKsiobank 1

5 zdentifiersKforKtheKcbstKcenturykKyowKtoKdesignWKprovisionWKandKreuseKpersistentKidentifiersKtoK
maximizeKutilityKandKimpactKofKlifeKscienceKdata 1

4 TheKvurOPuXKuataKPortalkKanKopenKplatformKforKpatientXderivedKcancerKxenograftKdataKsharingKandK
visualization[[KBMCmGenomicsWK2022WKcdWKbfg 4.5 1

3 zdentifyingKgeneticKdeterminantsKofKinflammatoryKpainKinKmiceKusingKaKlargeXscaleKgeneXtargetedK
screen[[KPainWK2022WKbgdWKbbdjXbbfh 8 0

2 PleiotropyKdataKresourceKasKaKprimerKforKinvestigatingKcoXmorbidities]multiXmorbiditiesKandKtheirK
roleKinKdisease[KMammalianmGenomeWK2021WKb 3.2 0

1 StandardsKforKwunctionalKxenomicsK2009WKcjdXdcj
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