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i Paper IF Citations

137 éighaThroughputLGeneLMutagenesisLScreeningLUsingLvaseLyditingbbLMethodscincMolecularcBiologyYL
2022YLfhkkYLggeaghl 1.4

136 xeepLMutationalLScanningLofLProteinaProteinLInteractionsLvetweenLPartnersLyxpressedLfromLTheirL
yndogenousLLociLInLVivobbLMethodscincMolecularcBiologyYL2022YLfhkkYLfgkafim 1.4

135 zrequentLussemblyLofLwhimericLwomplexesLinLtheLProteinLInteractionLNetworkLofLanLInterspeciesL
YeastLéybridbLMolecularcBiologycandcEvolutionYL2021YLglYLeglhaehde 8.3 4

134 ProteinLcontextLshapesLtheLspecificityLofLSégLdomainamediatedLinteractionsLinLvivobLNaturec
CommunicationsYL2021YLefYLeimk 17.4 7

133 YeastLproteinsLdoLnotLpracticeLsocialLdistancingLasLspeciesLhybridizebLCurrentcGeneticsYL2021YLjkYLkiiakim2.9 0

132 TheLneutralLrateLofLwholeagenomeLduplicationLvariesLamongLyeastLspeciesLandLtheirLhybridsbLNaturec
CommunicationsYL2021YLefYLgefj 17.4 0

131 TheLwanadianLzungalLResearchLNetworknLcurrentLchallengesLandLfutureLopportunitiesbLCanadianc
JournalcofcMicrobiologyYL2021YLjkYLegaff 3.2 3

130 wloselyLrelatedLbuddingLyeastLspeciesLrespondLtoLdifferentLecologicalLsignalsLforLsporeLactivationbL
YeastYL2021YLglYLlealm 3.4 0

129 InterspecificLhybridsLshowLaLreducedLadaptiveLpotentialLunderLxNuLdamagingLconditionsbL
EvolutionarycApplicationsYL2021YLehYLkilakjm 4.8 0

128 yxpressionLattenuationLasLaLmechanismLofLrobustnessLagainstLgeneLduplicationbLProceedingscofcthec
NationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaYL2021YLeelYL 11.5 3

127 TheLparasiteLSchistocephalusLsolidusLsecretesLproteinsLwithLputativeLhostLmanipulationLfunctionsbL
ParasitescandcVectorsYL2021YLehYLhgj 4 0

126 IdentifyingLfeaturesLofLgenomeLevolutionLtoLexploitLcancerLvulnerabilitiesbbLCellcSystemsYL2021YLefYLeefkaeegd10.6

125 SimilaritiesLinLbiologicalLprocessesLcanLbeLusedLtoLbridgeLecologyLandLmolecularLbiologybL
EvolutionarycApplicationsYL2020YLegYLeggiaegid 4.8 1

124 TheLGenomeLSequenceLofLtheLJeanaTalonLStrainYLanLurcheologicalLveerLYeastLfromLQuˆ'becYLRevealsL
TracesLofLudaptationLtoLSpecificLvrewingLwonditionsbLGy:cGenesrcGenomesrcGeneticsYL2020YLedYLgdlkagdmk 3.2 1

123 éybridizationLandLintrogressionLdriveLgenomeLevolutionLofLxutchLelmLdiseaseLpathogensbLNaturec
EcologycandcEvolutionYL2020YLhYLjfjajgl 12.3 23

122 wompetitionLexperimentsLinLaLsoilLmicrocosmLrevealLtheLimpactLofLgeneticLandLbioticLfactorsLonL
naturalLyeastLpopulationsbLISMEcJournalYL2020YLehYLehedaehfe 11.9 2

121 PerturbingLproteomesLatLsingleLresidueLresolutionLusingLbaseLeditingbLNaturecCommunicationsYL2020
YLeeYLelke 17.4 26
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120 xiverseLperspectivesLonLinterdisciplinarityLfromLMembersLofLtheLwollegeLofLtheLRoyalLSocietyLofL
wanadabLFacetsYL2020YLiYLeglaeji 2.3 9

119 PurificationLofLYeastLSporesLtoLInvestigateLTheirLxynamicsLofLuctivationbLCurrentcProtocolscinc
MicrobiologyYL2020YLimYLeefg 7.1 0

118 TheLeffectLofLhybridizationLonLtransposableLelementLaccumulationLinLanLundomesticatedLfungalL
speciesbLELifeYL2020YLmYL 8.9 9

117 vUvReLPseudokinaseLxomainLPromotesLKinetochoreLPPfuavijLRecruitmentYLSpindleLwheckpointL
SilencingYLandLwhromosomeLulignmentbLCellcReportsYL2020YLggYLedlgmk 10.6 5

116 SpontaneousLwholeagenomeLduplicationLrestoresLfertilityLinLinterspecificLhybridsbLNaturec
CommunicationsYL2019YLedYLhefj 17.4 20

115 xifferencesLvetweenLtheLRawLMaterialLandLtheLProductsLofLGeneLvirthLwanLResultLfromLMutationalL
viasesbLGeneticsYL2019YLfefYLegigaegjj 4 6

114 TurnoverLofLribosomeaassociatedLtranscriptsLfromLdeLnovoLORzsLproducesLgenealikeLcharacteristicsL
availableLforLdeLnovoLgeneLemergenceLinLwildLyeastLpopulationsbLGenomecResearchYL2019YLfmYLmgfamhg 9.7 22

113 nLuLwomputationalLWorkflowLforLxesigningLLibrariesLofLGuideLRNusLforLwRISPRaMediatedLvaseL
yditingbLGeneticsYL2019YLfefYLgkkagli 4 21

112 éybridizationLisLaLrecurrentLevolutionaryLstimulusLinLwildLyeastLspeciationbLNaturecCommunicationsYL
2019YLedYLmfg 17.4 35

111 ParalogLdependencyLindirectlyLaffectsLtheLrobustnessLofLhumanLcellsbLMolecularcSystemscBiologyYL
2019YLeiYLellke 12.2 19

110 TheLroleLofLstructuralLpleiotropyLandLregulatoryLevolutionLinLtheLretentionLofLheteromersLofL
paralogsbLELifeYL2019YLlYL 8.9 15

109 RegulationLplaysLaLmultifacetedLroleLinLtheLretentionLofLgeneLduplicatesbLPLoScBiologyYL2019YLekYLegdddiem9.7 8

108 uLcollectionLofLbarcodedLnaturalLisolatesLofLSaccharomycesLparadoxusLtoLstudyLmicrobialL
evolutionaryLecologybLMicrobiologyOpenYL2018YLlYLekkg 3.4 4

107
yxtendedLLinkersLImproveLtheLxetectionLofLProteinaproteinLInteractionsLTPPIsULbyLxihydrofolateL
ReductaseLProteinafragmentLwomplementationLussayLTxézRLPwuULinLLivingLwellsbLMolecularcandc
CellularcProteomicsYL2018YLekYLgkgaglg

7.6 1

106
yxtendedLLinkersLImproveLtheLxetectionLofLProteinaproteinLInteractionsLTPPIsULbyLxihydrofolateL
ReductaseLProteinafragmentLwomplementationLussayLTxézRLPwuULinLLivingLwellsbLMolecularcandc
CellularcProteomicsYL2018YLekYLgkgaglg

7.6 6

105 xirectLPhosphorylationLofLSRwLéomologyLgLxomainsLbyLTyrosineLKinaseLReceptorsLxisassemblesL
LigandaInducedLSignalingLNetworksbLMolecularcCellYL2018YLkdYLmmiaeddkbeee 17.6 10

104 xoubleLSelectionLynhancesLtheLyfficiencyLofLTargetauIxLandLwasmavasedLGenomeLyditingLinLYeastbL
Gy:cGenesrcGenomesrcGeneticsYL2018YLlYLgejgageke 3.2 12

103 uLsystemsLbiologyLapproachLtoLexploreLtheLimpactLofLmapleLtreeLdormancyLreleaseLonLsapLvariationL
andLmapleLsyrupLqualitybLScientificcReportsYL2018YLlYLehjil 4.9 7

(2018-2020)
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102 MitochondrialLRecombinationLRevealsLMitoaMitoLypistasisLinLYeastbLGeneticsYL2018YLfdmYLgdkagem 4 19

101 MajorLhostLtransitionsLareLmodulatedLthroughLtranscriptomeawideLreprogrammingLeventsLinL
SchistocephalusLsolidusYLaLthreespineLsticklebackLparasitebLMolecularcEcologyYL2017YLfjYLeeelaeegd 5.7 16

100 GeneLduplicationLcanLimpartLfragilityYLnotLrobustnessYLinLtheLyeastLproteinLinteractionLnetworkbL
ScienceYL2017YLgiiYLjgdajgh 33.3 61

99 éybridizationLandLadaptiveLevolutionLofLdiverseLspeciesLforLcellulosicLbiofuelLproductionbL
BiotechnologycforcBiofuelsYL2017YLedYLkl 7.8 52

98 TheLRapidLyvolutionLofLanLOhnologLwontributesLtoLtheLycologicalLSpecializationLofLIncipientLYeastL
SpeciesbLMolecularcBiologycandcEvolutionYL2017YLghYLfekgafelj 8.3 10

97 MitochondrialLRecombinationLandLIntrogressionLduringLSpeciationLbyLéybridizationbLMolecularc
BiologycandcEvolutionYL2017YLghYLemhkaemim 8.3 36

96 NoLevidenceLforLextrinsicLpostazygoticLisolationLinLaLwildLyeastLsystembLBiologycLettersYL2017YLegYL 3.6 7

95
PopulationLgenomicsLrevealsLstructureLatLtheLindividualYLhostatreeLscaleLandLpersistenceLofL
genotypicLvariantsLofLtheLundomesticatedLyeastLSaccharomycesLparadoxusLinLaLnaturalLwoodlandbL
MolecularcEcologyYL2017YLfjYLmmiaeddk

5.7 9

94 IdentificationLofLtheLfitnessLdeterminantsLofLbuddingLyeastLonLaLnaturalLsubstratebLISMEcJournalYL
2017YLeeYLmimamke 11.9 13

93 WhenLnuclearaencodedLproteinsLandLmitochondrialLRNusLdoLnotLgetLalongYLspeciesLsplitLapartbL
EMBOcReportsYL2017YLelYLlaed 6.5 4

92 xeepLtranscriptomeLannotationLenablesLtheLdiscoveryLandLfunctionalLcharacterizationLofLcrypticL
smallLproteinsbLELifeYL2017YLjYL 8.9 57

91 yvolutionaryLbiologyLthroughLtheLlensLofLbuddingLyeastLcomparativeLgenomicsbLNaturecReviewsc
GeneticsYL2017YLelYLileaiml 30.1 43

90 YeastLPopulationLGenomicsLGoesLWildnLTheLwaseLofLSaccharomycesLparadoxusbLPopulationcGenomicsYL
2017YLfdkafgd 1.4 5

89 MolecularLxependencyLImpactsLonLtheLwompensatingLubilityLofLParalogsnLuLResponseLtoLVeitiabL
TrendscincGeneticsYL2017YLggYLjikajil 8.5 1

88 MultiascaleLperturbationsLofLproteinLinteractomesLrevealLtheirLmechanismsLofLregulationYL
robustnessLandLinsightsLintoLgenotypeaphenotypeLmapsbLBriefingscincFunctionalcGenomicsYL2016YLeiYLegdak4.9 6

87 SpeciationLdrivenLbyLhybridizationLandLchromosomalLplasticityLinLaLwildLyeastbLNaturecMicrobiologyYL
2016YLeYLeiddg 26.6 120

86 TheLTRPLwhannelsLPkdfYLNompwYLandLTrpmLuctLinLwoldaSensingLNeuronsLtoLMediateLUniqueL
uversiveLvehaviorsLtoLNoxiousLwoldLinLxrosophilabLCurrentcBiologyYL2016YLfjYLgeejagefl 6.3 46

85
TheLxihydrofolateLReductaseLProteinazragmentLwomplementationLussaynLuLSurvivalaSelectionL
ussayLforLLargeaScaleLunalysisLofLProteinaProteinLInteractionsbLColdcSpringcHarborcProtocolsYL2016YL
fdejYL

1.2 3
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84
wombiningLtheLxihydrofolateLReductaseLProteinazragmentLwomplementationLussayLwithLGeneL
xeletionsLtoLystablishLGenotypeatoaPhenotypeLMapsLofLProteinLwomplexesLandLInteractionL
NetworksbLColdcSpringcHarborcProtocolsYL2016YLfdejYL

1.2 2

83
ProteinazragmentLwomplementationLussaysLforLLargeaScaleLunalysisYLzunctionalLxissectionYLandL
SpatiotemporalLxynamicLStudiesLofLProteinaProteinLInteractionsLinLLivingLwellsbLColdcSpringcHarborc
ProtocolsYL2016YLfdejYL

1.2 5

82 yvidenceLofLNaturalLéybridizationLinLvrazilianLWildLLineagesLofLSaccharomycesLcerevisiaebLGenomec
BiologycandcEvolutionYL2016YLlYLgekafm 3.9 45

81 TranscriptomeLsequencesLspanningLkeyLdevelopmentalLstatesLasLaLresourceLforLtheLstudyLofLtheL
cestodeLSchistocephalusLsolidusYLaLthreespineLsticklebackLparasitebLGigaScienceYL2016YLiYLfh 7.6 32

80 MolecularLandLcellularLbasesLofLadaptationLtoLaLchangingLenvironmentLinLmicroorganismsbL
ProceedingscofcthecRoyalcSocietycB:cBiologicalcSciencesYL2016YLflgYL 4.4 48

79 womplexLuncestriesLofLLageravrewingLéybridsLWereLShapedLbyLStandingLVariationLinLtheLWildLYeastL
SaccharomycesLeubayanusbLPLoScGeneticsYL2016YLefYLeeddjeii 6 72

78
xissectionLofLexpressionaquantitativeLtraitLlocusLandLalleleLspecificityLusingLaLhaploidcdiploidLplantL
systemLaLinsightsLintoLcompensatoryLevolutionLofLtranscriptionalLregulationLwithinLpopulationsbLNewc
PhytologistYL2016YLfeeYLeimake

9.8 20

77 MitoticLphosphotyrosineLnetworkLanalysisLrevealsLthatLtyrosineLphosphorylationLregulatesLPoloalikeL
kinaseLeLTPLKeUbLSciencecSignalingYL2016YLmYLrseh 8.8 18

76 zeedbackLregulationLbetweenLautophagyLandLPKubLAutophagyYL2015YLeeYLeeleag 10.2 23

75
TheLlastLenzymeLofLtheLdeLnovoLpurineLsynthesisLpathwayLiaaminoimidazoleahacarboxamideL
ribonucleotideLformyltransferasecIMPLcyclohydrolaseLTuTIwULplaysLaLcentralLroleLinLinsulinLsignalingL
andLtheLGolgicendosomesLproteinLnetworkbLMolecularcandcCellularcProteomicsYL2015YLehYLedkmamf

7.6 15

74 zoundLinLtranslationnLfunctionsLandLevolutionLofLaLrecentlyLdiscoveredLalternativeLproteomebL
CurrentcOpinioncincStructuralcBiologyYL2015YLgfYLkhald 8.1 38

73 SystematicLidentificationLofLsignalLintegrationLbyLproteinLkinaseLubLProceedingscofcthecNationalc
AcademycofcSciencescofcthecUnitedcStatescofcAmericaYL2015YLeefYLhideaj 11.5 41

72 TheLyeastLgalactoseLnetworkLasLaLquantitativeLmodelLforLcellularLmemorybLMolecularcBioSystemsYL
2015YLeeYLflagk 28

71 MetabolicLvariationLinLnaturalLpopulationsLofLwildLyeastbLEcologycandcEvolutionYL2015YLiYLkffagf 2.8 14

70 TheLgenomicsLofLwildLyeastLpopulationsLshedsLlightLonLtheLdomesticationLofLmanSsLbestLTmicroUL
friendbLMolecularcEcologyYL2015YLfhYLigdmaee 5.7 11

69 GenomeawideLproteinaproteinLinteractionLscreeningLbyLproteinafragmentLcomplementationLassayL
TPwuULinLlivingLcellsbLJournalcofcVisualizedcExperimentsYL2015YL 1.6 11

68 yvolutionaryLrescueLbyLcompensatoryLmutationsLisLconstrainedLbyLgenomicLandLenvironmentalL
backgroundsbLMolecularcSystemscBiologyYL2015YLeeYLlgf 12.2 38

67 RNuseqLunalysisLéighlightsLSpecificLTranscriptomeLSignaturesLofLYeastLandLMycelialLGrowthLPhasesL
inLtheLxutchLylmLxiseaseLzungusLOphiostomaLnovoaulmibLGy:cGenesrcGenomesrcGeneticsYL2015YLiYLfhlkami3.2 13

(2015-2016)
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66 IdentificationLofLcandidateLmimicryLproteinsLinvolvedLinLparasiteadrivenLphenotypicLchangesbL
ParasitescandcVectorsYL2015YLlYLffi 4 11

65
LachanceaLquebecensisLspbLnovbYLaLyeastLspeciesLconsistentlyLisolatedLfromLtreeLbarkLinLtheL
wanadianLprovinceLofLQuˆ'becbLInternationalcJournalcofcSystematiccandcEvolutionarycMicrobiologyYL
2015YLjiYLggmfaggmm

2.2 7

64 LocalLclimaticLadaptationLinLaLwidespreadLmicroorganismbLProceedingscofcthecRoyalcSocietycB:c
BiologicalcSciencesYL2014YLfleYLfdegfhkf 4.4 49

63 ModulationLofLtheLyeastLproteinLinteractomeLinLresponseLtoLxNuLdamagebLJournalcofcProteomicsYL
2014YLeddYLfiagj 3.9 15

62 whromosomalLvariationLsegregatesLwithinLincipientLspeciesLandLcorrelatesLwithLreproductiveL
isolationbLMolecularcEcologyYL2014YLfgYLhgjfakf 5.7 48

61 TheLcalcineurinLsignalingLnetworkLevolvesLviaLconservedLkinaseaphosphataseLmodulesLthatL
transcendLsubstrateLidentitybLMolecularcCellYL2014YLiiYLhffahgi 17.6 70

60 zunctionalLdivergenceLandLevolutionaryLturnoverLinLmammalianLphosphoproteomesbLPLoScGeneticsYL
2014YLedYLeeddhdjf 6 39

59 xetectingLfunctionalLdivergenceLafterLgeneLduplicationLthroughLevolutionaryLchangesLinL
posttranslationalLregulatoryLsequencesbLPLoScComputationalcBiologyYL2014YLedYLeeddgmkk 5 27

58 TurnoverLofLproteinLphosphorylationLevolvingLunderLstabilizingLselectionbLFrontierscincGeneticsYL2014
YLiYLfhi 4.5 35

57 yxploringLtheLnorthernLlimitLofLtheLdistributionLofLSaccharomycesLcerevisiaeLandLSaccharomycesL
paradoxusLinLNorthLumericabLFEMScYeastcResearchYL2014YLehYLfleal 3.1 50

56 MolecularLmechanismsLofLparalogousLcompensationLandLtheLrobustnessLofLcellularLnetworksbL
JournalcofcExperimentalcZoologycPartcB:cMolecularcandcDevelopmentalcEvolutionYL2014YLgffYLhllamm 1.8 42

55 RecentLadvancesLinLecologicalLgenomicsnLfromLphenotypicLplasticityLtoLconvergentLandLadaptiveL
evolutionLandLspeciationbLAdvancescincExperimentalcMedicinecandcBiologyYL2014YLkleYLeai 3.6 4

54 IntegrativeLavenuesLforLexploringLtheLdynamicsLandLevolutionLofLproteinLinteractionLnetworksbL
CurrentcOpinioncincBiotechnologyYL2013YLfhYLkkialg 11.4 13

53 yxtractingLinsightLfromLnoisyLcellularLnetworksbLCellYL2013YLeiiYLmlgam 56.2 43

52 uLsystematicLapproachLforLtheLgeneticLdissectionLofLproteinLcomplexesLinLlivingLcellsbLCellcReportsYL
2013YLgYLfeiiajk 10.6 28

51 qPwunLaLscalableLassayLtoLmeasureLtheLperturbationLofLproteinaproteinLinteractionsLinLlivingLcellsbL
MolecularcBioSystemsYL2013YLmYLgjahg 25

50 TranscriptionalLdivergenceLplaysLaLroleLinLtheLrewiringLofLproteinLinteractionLnetworksLafterLgeneL
duplicationbLJournalcofcProteomicsYL2013YLleYLeefafi 3.9 20

49 ureLlongalivedLtreesLpoisedLforLevolutionaryLchangesLSingleLlocusLeffectsLinLtheLevolutionLofLgeneL
expressionLnetworksLinLsprucebLMolecularcEcologyYL2013YLffYLfgjmakm 5.7 13
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48 wompositionalLdifferencesLbetweenLsizeLclassesLofLdissolvedLorganicLmatterLfromLfreshwaterLandL
seawaterLrevealedLbyLanLéPLwazTIRLsystembLEnvironmentalcScienceciamp;cTechnologyYL2012YLhjYLekddak 10.3 40

47
ProteinLabundanceLisLkeyLtoLdistinguishLpromiscuousLfromLfunctionalLphosphorylationLbasedLonL
evolutionaryLinformationbLPhilosophicalcTransactionscofcthecRoyalcSocietycB:cBiologicalcSciencesYL2012YL
gjkYLfimhajdj

5.8 70

46 TheLgenotypeaphenotypeLmapsLofLsystemsLbiologyLandLquantitativeLgeneticsnLdistinctLandL
complementarybLAdvancescincExperimentalcMedicinecandcBiologyYL2012YLkieYLgkeaml 3.6 12

45 WhatLisLneededLforLnextagenerationLecologicalLandLevolutionaryLgenomicssbLTrendscincEcologycandc
EvolutionYL2012YLfkYLjkgal 10.9 66

44 yvidenceLforLtheLrobustnessLofLproteinLcomplexesLtoLinteraspeciesLhybridizationbLPLoScGeneticsYL
2012YLlYLeeddgeje 6 36

43 ProteomicLcharacterizationLofLphagosomalLmembraneLmicrodomainsLduringLphagolysosomeL
biogenesisLandLevolutionbLMolecularcandcCellularcProteomicsYL2012YLeeYLegjiakk 7.6 14

42
wharacterizationLofLspindleLcheckpointLkinaseLMpseLrevealsLdomainLwithLfunctionalLandLstructuralL
similaritiesLtoLtetratricopeptideLrepeatLmotifsLofLvubeLandLvubReLcheckpointLkinasesbLJournalcofc
BiologicalcChemistryYL2012YLflkYLimllajdde

5.4 26

41 WhereLdoLphosphositesLcomeLfromLandLwhereLdoLtheyLgoLafterLgeneLduplicationsbLInternationalc
JournalcofcEvolutionarycBiologyYL2012YLfdefYLlhgejk 4

40 wellLbiologybLuLcellularLroadmapLforLtheLplantLkingdombLScienceYL2011YLgggYLigfag 33.3 8

39
ProteinafragmentLcomplementationLassaysLforLlargeascaleLanalysisYLfunctionalLdissectionLandL
dynamicLstudiesLofLproteinaproteinLinteractionsLinLlivingLcellsbLMethodscincMolecularcBiologyYL2011YL
kijYLgmiahfi

1.4 25

38 PhosphorylationLnetworkLrewiringLbyLgeneLduplicationbLMolecularcSystemscBiologyYL2011YLkYLidh 12.2 28

37 éaploidLtranscriptomeLanalysisLrevealsLallelelicLgeneLexpressionLvariantsYLcoaexpressedLgeneL
groupsYLandLlinkagesLbetweenLexpressionLandLcopyLnumberLvariationbLBMCcProceedingsYL2011YLiYL 2.3 78

36 KeyLconsiderationsLforLmeasuringLallelicLexpressionLonLaLgenomicLscaleLusingLhighathroughputL
sequencingbLMolecularcEcologyYL2010YLemLSupplLeYLfefafk 5.7 54

35 GeneLnetworkLarchitectureLasLaLcanvasLforLtheLinterpretationLofLecologicalLgenomicsLinvestigationsbL
MolecularcEcologyYL2010YLemYLidlhai 5.7 3

34 MolecularLcharacterizationLofLtheLevolutionLofLphagosomesbLMolecularcSystemscBiologyYL2010YLjYLhfg 12.2 107

33 wellLsignalingbLSignalingLthroughLcooperationbLScienceYL2010YLgflYLmlgah 33.3 40

32 uLtoolkitLofLproteinafragmentLcomplementationLassaysLforLstudyingLandLdissectingLlargeascaleLandL
dynamicLproteinaproteinLinteractionsLinLlivingLcellsbLMethodscincEnzymologyYL2010YLhkdYLggiajl 1.7 38

31 whromatinLregulatorsLshapeLtheLgenotypeaphenotypeLmapbLMolecularcSystemscBiologyYL2010YLjYLhgh 12.2 4

(2010-2012)

7



30 MovingLfromLtranscriptionalLtoLphosphoaevolutionnLgeneralizingLregulatoryLevolutionsbLTrendscinc
GeneticsYL2010YLfjYLhjfak 8.5 43

29 éowLperfectLcanLproteinLinteractomesLbesbLSciencecSignalingYL2009YLfYLpeee 8.8 60

28 WeakLfunctionalLconstraintsLonLphosphoproteomesbLTrendscincGeneticsYL2009YLfiYLemgak 8.5 222

27 SystemsLbiologyLspinsLoffLaLnewLmodelLforLtheLstudyLofLcanalizationbLTrendscincEcologycandcEvolution
YL2009YLfhYLjgaj 10.9 12

26 wascadingLtranscriptionalLeffectsLofLaLnaturallyLoccurringLframeshiftLmutationLinLSaccharomycesL
cerevisiaebLMolecularcEcologyYL2008YLekYLfmliamk 5.7 31

25 unLinLvivoLmapLofLtheLyeastLproteinLinteractomebLScienceYL2008YLgfdYLehjiakd 33.3 576

24 uLgenomeawideLviewLofLtheLspectrumLofLspontaneousLmutationsLinLyeastbLProceedingscofcthec
NationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaYL2008YLediYLmfkfak 11.5 511

23 whromatinaLandLtranscriptionarelatedLfactorsLrepressLtranscriptionLfromLwithinLcodingLregionsL
throughoutLtheLSaccharomycesLcerevisiaeLgenomebLPLoScBiologyYL2008YLjYLefkk 9.7 222

22 GeneticLpropertiesLinfluencingLtheLevolvabilityLofLgeneLexpressionbLScienceYL2007YLgekYLeelafe 33.3 251

21 GenomeLclashesLinLhybridsnLinsightsLfromLgeneLexpressionbLHeredityYL2007YLmmYLhlgamg 3.6 107

20 IndelLarraysnLanLaffordableLalternativeLforLgenotypingbLPlantcJournalYL2007YLieYLkfkagk 6.9 54

19
QuantificationLofLdynamicLproteinLcomplexesLusingLRenillaLluciferaseLfragmentLcomplementationL
appliedLtoLproteinLkinaseLuLactivitiesLinLvivobLProceedingscofcthecNationalcAcademycofcSciencescofcthec
UnitedcStatescofcAmericaYL2007YLedhYLejmejafe

11.5 158

18 SystemsalevelLanalysisLandLevolutionLofLtheLphototransductionLnetworkLinLxrosophilabLProceedingsc
ofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaYL2007YLedhYLgflgal 11.5 16

17 GenomeawideLscanLrevealsLthatLgeneticLvariationLforLtranscriptionalLplasticityLinLyeastLisLbiasedL
towardsLmultiacopyLandLdispensableLgenesbLGeneYL2006YLgjjYLghgaie 3.8 89

16 ycologicalLandLevolutionaryLgenomicsLofLSaccharomycesLcerevisiaebLMolecularcEcologyYL2006YLeiYLikiame 5.7 83

15 LargeascaleLgeneticLvariationLofLtheLsymbiosisarequiredLmegaplasmidLpSymuLrevealedLbyL
comparativeLgenomicLanalysisLofLSinorhizobiumLmelilotiLnaturalLstrainsbLBMCcGenomicsYL2005YLjYLeil 4.5 43

14 wompensatoryLcisatransLevolutionLandLtheLdysregulationLofLgeneLexpressionLinLinterspecificLhybridsL
ofLxrosophilabLGeneticsYL2005YLekeYLelegaff 4 151

13 ulternativeLlifeLhistoriesLshapeLbrainLgeneLexpressionLprofilesLinLmalesLofLtheLsameLpopulationbL
ProceedingscofcthecRoyalcSocietycB:cBiologicalcSciencesYL2005YLfkfYLejiiajf 4.4 163
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12 MéwLstudiesLinLnonmodelLvertebratesnLwhatLhaveLweLlearnedLaboutLnaturalLselectionLinLeiLyearssbL
JournalcofcEvolutionarycBiologyYL2003YLejYLgjgakk 2.3 711

11
womparativeLanalysisLofLpopulationLstructureLacrossLenvironmentsLandLgeographicalLscalesLatLmajorL
histocompatibilityLcomplexLandLmicrosatelliteLlociLinLutlanticLsalmonLTSalmoLsalarUbLMolecularc
EcologyYL2001YLedYLfifiagm

5.7 161

10 TheLrateLofLwholeagenomeLduplicationLcanLbeLacceleratedLbyLhybridization 1

9 TheLhighLturnoverLofLribosomeaassociatedLtranscriptsLfromLdeLnovoLORzsLproducesLgenealikeL
characteristicsLavailableLforLdeLnovoLgeneLemergenceLinLwildLyeastLpopulations 2

8 TheLeffectLofLhybridizationLonLtransposableLelementLaccumulationLinLanLundomesticatedLfungalLspecies 1

7 MajorLhostLtransitionsLareLmodulatedLthroughLtranscriptomeawideLreprogramingLeventsLinL
SchistocephalusLsolidusYLaLthreespineLsticklebackLparasite 1

6 xeepLtranscriptomeLannotationLsuggestsLthatLsmallLandLlargeLproteinsLencodedLinLtheLsameLgenesL
oftenLcooperate 1
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