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l Paper IF Citations

200 TheMRvVzNMtoolboxMandMitsMuseMforMgeneratingMaMgenomeascaleMmetabolicMmodelMforMPenicilliumM
chrysogenumbMPLoSlComputationallBiology_M2013_Mn_Meeddfnmd 5 286

199 zngineeringMredoxMbalanceMthroughMcofactorMsystemsbMTrendslinlBiotechnology_M2014_Mgf_Mgglahg 15.1 103

198 yxzOMwiotechnologyoMToolsMToMyesign_Mxonstruct_Mzvaluate_MandMOptimizeMtheMMetabolicMPathwayM
forMwiosynthesisMofMxhemicalsbMChemicallReviews_M2018_Meem_Mhalf 68.1 97

197 vTPMinMcurrentMbiotechnologyoMregulation_MapplicationsMandMperspectivesbMBiotechnologylAdvances_M
2009_Mfl_Mnhaede 17.8 79

196 ReconstructionMandManalysisMofMaMgenomeascaleMmetabolicMmodelMofMtheMoleaginousMfungusM
MortierellaMalpinabMBMClSystemslBiology_M2015_Mn_Me 3.5 76

195 αenomeawideMassociationMstudyMidentifiesMnewMsusceptibilityMlociMforMadolescentMidiopathicMscoliosisM
inMxhineseMgirlsbMNaturelCommunications_M2015_Mk_Mmgii 17.4 76

194 UseMofMgenomeascaleMmetabolicMmodelsMforMunderstandingMmicrobialMphysiologybMFEBSlLetters_M2010_M
imh_Mfiikakh 3.8 70

193 ηdentificationMofMaMcriticalMdeterminantMthatMenablesMefficientMfattyMacidMsynthesisMinMoleaginousM
fungibMScientificlReports_M2015_Mi_Meefhl 4.9 69

192 MetabolicMengineeringMofMTorulopsisMglabrataMforMmalateMproductionbMMetaboliclEngineering_M2013_M
en_Medak 9.7 66

191 ReconstructionMofMcytosolicMfumaricMacidMbiosyntheticMpathwaysMinMSaccharomycesMcerevisiaebM
MicrobiallCelllFactories_M2012_Mee_Mfh 6.4 64

190 ScreeningMofMaMthiamineaauxotrophicMyeastMforMalphaaketoglutaricMacidMoverproductionbMLetterslinl
AppliedlMicrobiology_M2010_Mie_Mfkhale 2.9 63

189 vcetoinMproductionMenhancedMbyMmanipulatingMcarbonMfluxMinMaMnewlyMisolatedMwacillusM
amyloliquefaciensbMBioresourcelTechnology_M2013_Megd_Mfikakd 11 56

188 znhancementMofMpyruvateMproductionMbyMosmoticatolerantMmutantMofMTorulopsisMglabratabM
BiotechnologylandlBioengineering_M2007_Mnl_Mmfiagf 4.9 55

187
zngineeringMzscherichiaMcoliMforMmalateMproductionMbyMintegratingMmodularMpathwayM
characterizationMwithMxRηSPRiaguidedMmultiplexedMmetabolicMtuningbMBiotechnologylandl
Bioengineering_M2018_Meei_Mkkeaklf

4.9 55

186 zngineeringMmicrobialMmembranesMtoMincreaseMstressMtoleranceMofMindustrialMstrainsbMMetabolicl
Engineering_M2019_Mig_Mfhagh 9.7 54

185 RedistributionMofMcarbonMfluxMinMTorulopsisMglabrataMbyMalteringMvitaminMandMcalciumMlevelbMMetabolicl
Engineering_M2007_Mn_Mfean 9.7 53

184 ManipulatingMtheMpyruvateMdehydrogenaseMbypassMofMaMmultiavitaminMauxotrophicMyeastMTorulopsisM
glabrataMenhancedMpyruvateMproductionbMLetterslinlAppliedlMicrobiology_M2004_Mgn_Mennafdk 2.9 53
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183 ManipulationMofMwbMmegateriumMgrowthMforMefficientMfaKLαMproductionMbyMKbMvulgarebMProcessl
Biochemistry_M2010_Mhi_Mkdfakdk 4.8 52

182 yevelopmentMofMchemicallyMdefinedMmediaMsupportingMhighMcellMdensityMgrowthMofM
KetogulonicigeniumMvulgareMandMwacillusMmegateriumbMBioresourcelTechnology_M2011_Medf_Mhmdlaeh 11 49

181 MetabolicMengineeringMofMzscherichiaMcoliMWgeedMtoMproduceMLamalatebMBiotechnologylandl
Bioengineering_M2017_Meeh_Mkikakkh 4.9 48

180 znhancementMofM˛–aketoglutarateMproductionMinMTorulopsisMglabrataoMRedistributionMofMcarbonMfluxM
fromMpyruvateMtoM˛–aketoglutaratebMBiotechnologylandlBioprocesslEngineering_M2009_Meh_Meghaegn 3.1 48

179 –umaricMacidMproductionMinMSaccharomycesMcerevisiaeMbyMinMsilicoMaidedMmetabolicMengineeringbMPLoSl
ONE_M2012_Ml_Meifdmk 3.7 47

178 ProgrammableMbiomolecularMswitchesMforMrewiringMfluxMinMzscherichiaMcolibMNaturelCommunications_M
2019_Med_Mglie 17.4 46

177 znhancedMhyaluronicMacidMproductionMofMStreptococcusMzooepidemicusMbyManMintermittentM
alkalineastressMstrategybMLetterslinlAppliedlMicrobiology_M2008_Mhk_Mgmgam 2.9 46

176 ηmprovedMvTPMsupplyMenhancesMacidMtoleranceMofMxandidaMglabrataMduringMpyruvicMacidMproductionbM
JournalloflAppliedlMicrobiology_M2011_Meed_Mhhaig 4.7 45

175 znhancementMofMpyruvateMproductivityMinMTorulopsisMglabrataoMηncreaseMofMNvyZMavailabilitybMJournall
oflBiotechnology_M2006_Mefk_Melgami 3.7 45

174 ModularMoptimizationMofMmultiageneMpathwaysMforMfumarateMproductionbMMetaboliclEngineering_M
2016_Mgg_Mlkami 9.7 44

173 –umaricMacidMproductionMinMSaccharomycesMcerevisiaeMbyMsimultaneousMuseMofMoxidativeMandM
reductiveMroutesbMBioresourcelTechnology_M2013_Mehm_Mneak 11 44

172 –umaricMacidMproductionMbyMTorulopsisMglabrataoMengineeringMtheMureaMcycleMandMtheMpurineM
nucleotideMcyclebMBiotechnologylandlBioengineering_M2015_Meef_Meikakl 4.9 42

171 znzymaticMproductionMofM˛–aketoglutaricMacidMfromMlaglutamicMacidMviaMlaglutamateMoxidasebMJournallofl
Biotechnology_M2014_Meln_Mikakf 3.7 41

170 xompleteMgenomeMsequenceMofMtheMindustrialMstrainMwacillusMmegateriumMWSβaddfbMJournallofl
Bacteriology_M2011_Meng_Mkgmnand 3.5 41

169 xompartmentalizingMmetabolicMpathwayMinMxandidaMglabrataMforMacetoinMproductionbMMetabolicl
Engineering_M2015_Mfm_Meal 9.7 39

168 zngineeringMMicroorganismsMforMznhancedMxOMSequestrationbMTrendslinlBiotechnology_M2019_Mgl_Migfaihl15.1 38

167 zngineeringMrTxvMpathwayMandMxhadicarboxylateMtransporterMforMLamalicMacidMproductionbMAppliedl
MicrobiologylandlBiotechnology_M2017_Mede_Mhdheahdif 5.7 37

166 PathwayMdissection_Mregulation_MengineeringMandMapplicationoMlessonsMlearnedMfromMbiobutanolM
productionMbyMsolventogenicMclostridiabMBiotechnologylforlBiofuels_M2020_Meg_Mgn 7.8 36
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165 ReconstructionMandManalysisMofMtheMgenomeascaleMmetabolicMnetworkMofMxandidaMglabratabMMolecularl
BioSystems_M2013_Mn_Mfdiaek 36

164 αelatinMenhancesMfaketoaLagulonicMacidMproductionMbasedMonMKetogulonigeniumMvulgareMgenomeM
annotationbMJournalloflBiotechnology_M2011_Meik_Memfal 3.7 36

163 ReconstructionMandManalysisMofMtheMgenomeascaleMmetabolicMmodelMofMschizochytriumMlimacinumM
SRfeMforMdocosahexaenoicMacidMproductionbMBMClGenomics_M2015_Mek_Mlnn 4.5 35

162 vMreusableMmethodMforMconstructionMofMnonamarkerMlargeMfragmentMdeletionMyeastMauxotrophM
strainsoMvMpracticeMinMTorulopsisMglabratabMJournalloflMicrobiologicallMethods_M2009_Mlk_Mldah 2.8 34

161 xompleteMgenomeMsequenceMofMtheMindustrialMstrainMKetogulonicigeniumMvulgareMWSβaddebMJournall
oflBacteriology_M2011_Meng_Mkedman 3.5 33

160 znhancementMofMalkalineMpolygalacturonateMlyaseMproductionMinMrecombinantMPichiaMpastorisM
accordingMtoMtheMratioMofMmethanolMtoMcellMconcentrationbMBioresourcelTechnology_M2009_Medd_Meghgan 11 32

159 zngineeringMsynergeticMxOafixingMpathwaysMforMmalateMproductionbMMetaboliclEngineering_M2018_Mhl_Mhnkaidh9.7 32

158 LoweringMinductionMtemperatureMforMenhancedMproductionMofMpolygalacturonateMlyaseMinM
recombinantMPichiaMpastorisbMProcesslBiochemistry_M2009_Mhh_Mnhnanih 4.8 31

157 PyruvateMproductionMinMxandidaMglabrataoMmanipulationMandMoptimizationMofMphysiologicalMfunctionbM
CriticallReviewslinlBiotechnology_M2016_Mgk_Meaed 9.4 30

156 MedeiwMRegulatesMvcidMStressMResponseMandMToleranceMinMxandidaMglabrataMbyMvlteringMMembraneM
LipidMxompositionbMAppliedlandlEnvironmentallMicrobiology_M2017_Mmg_M 4.8 30

155 ReconstructionMandManalysisMofMaMgenomeascaleMmetabolicMmodelMofMtheMvitaminMxMproducingM
industrialMstrainMKetogulonicigeniumMvulgareMWSβaddebMJournalloflBiotechnology_M2012_Meke_Mhfam 3.7 30

154 zngineeringMzscherichiaMcoliMlifespanMforMenhancingMchemicalMproductionbMNaturelCatalysis_M2020_Mg_Mgdlagem36.5 27

153 αeneticMxircuitavssistedMSmartMMicrobialMzngineeringbMTrendslinlMicrobiology_M2019_Mfl_Medeeaedfh 12.4 27

152 TranscriptionalMengineeringMofMzscherichiaMcoliMKhMforMfructosylatedMchondroitinMproductionbM
BiotechnologylProgress_M2013_Mfn_Meehdan 2.8 27

151 znhancementMofMpyruvateMproductivityMbyMinducibleMexpressionMofMaM–VdW–VeWavTPaseMinhibitorMηNβeM
inMTorulopsisMglabrataMxxTxxMMfdfdenbMJournalloflBiotechnology_M2009_Mehh_Mefdak 3.7 27

150 zngineeringMofMcarboligaseMactivityMreactionMinMxandidaMglabrataMforMacetoinMproductionbMMetabolicl
Engineering_M2014_Mff_Mgfan 9.7 26

149 MitochondrialMengineeringMofMtheMTxvMcycleMforMfumarateMproductionbMMetaboliclEngineering_M2015_M
ge_Mkfalg 9.7 25

148 znhancementMofMmalateMproductionMthroughMengineeringMofMtheMperiplasmicMrTxvMpathwayMinM
zscherichiaMcolibMBiotechnologylandlBioengineering_M2018_Meei_Meileaeimd 4.9 25
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147 znhancingMfructosylatedMchondroitinMproductionMinMzscherichiaMcoliMKhMbyMbalancingMtheM
UyPaprecursorsbMMetaboliclEngineering_M2018_Mhl_Mgehagff 9.7 25

146 MetabolicMmodelMreconstructionMandManalysisMofManMartificialMmicrobialMecosystemMforMvitaminMxM
productionbMJournalloflBiotechnology_M2014_Memfaemg_Mkeal 3.7 25

145
ProductionMofMbioactiveMmetabolitesMbyMsubmergedMfermentationMofMtheMmedicinalMmushroomM
vntrodiaMcinnamomeaoMrecentMadvancesMandMfutureMdevelopmentbMCriticallReviewslinlBiotechnology_M
2019_Mgn_Miheaiih

9.4 24

144 αenomeascaleMreconstructionMandMinMsilicoManalysisMofMvspergillusMterreusMmetabolismbMMolecularl
BioSystems_M2013_Mn_Mengnahm 24

143 MitochondrialMyNvMheteroplasmyMinMxandidaMglabrataMafterMmitochondrialMtransformationbM
EukaryoticlCell_M2010_Mn_Mmdkaeh 24

142 ProductionMofM˛†avlanineMfromM–umaricMvcidMUsingMaMyualaznzymeMxascadebMChemCatChem_M2018_Med_Mhnmhahnne5.2 24

141 LightapoweredMzscherichiaMcoliMcellMdivisionMforMchemicalMproductionbMNaturelCommunications_M2020_M
ee_Mffkf 17.4 23

140 SignificantMincreaseMofMglycolyticMfluxMinMTorulopsisMglabrataMbyMinhibitionMofMoxidativeM
phosphorylationbMFEMSlYeastlResearch_M2006_Mk_Meeelafn 3.1 23

139 ηsolationMandMxharacterizationMofMThreeMvntihypertensionMPeptidesMfromMtheMMyceliaMofM
VvgaricomycetesWbMJournalloflAgriculturallandlFoodlChemistry_M2019_Mkl_Mmehnamein 5.7 22

138 znhancementMofMacetoinMproductionMinMxandidaMglabrataMbyMinMsilicoaaidedMmetabolicMengineeringbM
MicrobiallCelllFactories_M2014_Meg_Mii 6.4 22

137 Structure_MmechanismMandMregulationMofManMartificialMmicrobialMecosystemMforMvitaminMxMproductionbM
CriticallReviewslinlMicrobiology_M2013_Mgn_Mfhlaii 7.8 22

136 vrginineoMvMnovelMcompatibleMsoluteMtoMprotectMxandidaMglabrataMagainstMhyperosmoticMstressbM
ProcesslBiochemistry_M2011_Mhk_Mefgdaefgi 4.8 22

135 zngineeringMofMtheMxonformationalMyynamicsMofMLipaseMToMηncreaseMznantioselectivitybMACSlCatalysis
_M2017_Ml_Mlingalinn 13.1 21

134 ReconstructionMandManalysisMofMaMgenomeascaleMmetabolicMnetworkMofMxorynebacteriumMglutamicumM
SneehbMGene_M2016_Mili_Mkeiaff 3.8 20

133 xhangesMMembraneMSterolMxompositionMToMβelpMxandidaMglabrataMTolerateMLowapβMStressbMAppliedl
andlEnvironmentallMicrobiology_M2017_Mmg_M 4.8 20

132 TranscriptionMfactorsMvsgepMandMβalnpMregulateMpβMhomeostasisMinMxandidaMglabratabMFrontierslinl
Microbiology_M2015_Mk_Mmhg 5.7 20

131 vMconstraintabasedMmodelMofMScheffersomycesMstipitisMforMimprovedMethanolMproductionbM
BiotechnologylforlBiofuels_M2012_Mi_Mlf 7.8 20

130 xomparisonMofMcovalentMimmobilizationMofMamylaseMonMpolystyreneMpelletsMwithM
pentaethylenehexamineMandMpentaethyleneMglycolMspacersbMBioresourcelTechnology_M2011_Medf_Mnglhan 11 20

(2011-2018)
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129 RelationshipMbetweenMmorphologyMandMitaconicMacidMproductionMbyMvspergillusMterreusbMJournallofl
MicrobiologylandlBiotechnology_M2014_Mfh_Mekmalk 3.3 20

128 vsymmetricMassemblyMofMhighavalueM˛–afunctionalizedMorganicMacidsMusingMaMbiocatalyticM
chiralagrouparesettingMprocessbMNaturelCommunications_M2018_Mn_Mgmem 17.4 20

127 ReconstructionMandManalysisMofMtheMindustrialMstrainMwacillusMmegateriumMWSβddfMgenomeascaleMinM
silicoMmetabolicMmodelbMJournalloflBiotechnology_M2013_Mekh_Midgan 3.7 19

126 RedirectionMofMtheMNvyβMoxidationMpathwayMinMTorulopsisMglabrataMleadsMtoManMenhancedMpyruvateM
productionbMAppliedlMicrobiologylandlBiotechnology_M2006_Mlf_Mgllami 5.7 19

125 ReconstructionMandManalysisMofMtheMgenomeascaleMmetabolicMmodelMofMLactobacillusMcaseiMLxfWbM
Gene_M2015_Miih_Mehdal 3.8 18

124 ProlineMenhancesMTorulopsisMglabrataMgrowthMduringMhyperosmoticMstressbMBiotechnologylandl
BioprocesslEngineering_M2010_Mei_Mfmiafnf 3.1 18

123 LightadrivenMxOfMsequestrationMinMzscherichiaMcoliMtoMachieveMtheoreticalMyieldMofMchemicalsbMNaturel
Catalysis_M2021_Mh_Mgniahdk 36.5 18

122 xrzepMRegulatesMpβMβomeostasisMinMxandidaMglabrataMbyMvlteringMMembraneMLipidMxompositionbM
AppliedlandlEnvironmentallMicrobiology_M2016_Mmf_Mknfdaknfn 4.8 18

121 MetabolicMengineeringMofMglucoseMuptakeMsystemsMinMxorynebacteriumMglutamicumMforMimprovingM
theMefficiencyMofMLalysineMproductionbMJournalloflIndustriallMicrobiologylandlBiotechnology_M2019_Mhk_Mnglanhn4.2 17

120 RedirectingMcarbonMfluxMinMTorulopsisMglabrataMfromMpyruvateMtoMalphaaketoglutaricMacidMbyMchangingM
metabolicMcoafactorsbMBiotechnologylLetters_M2006_Mfm_Mniam 3 17

119 zngineeringMofMmembraneMphospholipidMcomponentMenhancesMsaltMstressMtoleranceMinM
SaccharomycesMcerevisiaebMBiotechnologylandlBioengineering_M2020_Meel_Mledalfd 4.9 17

118 OpenMαateMofMxorynebacteriumMglutamicumMThreonineMyeaminaseMforMzfficientMSynthesisMofMwulkyM
˛–aKetoMvcidsbMACSlCatalysis_M2020_Med_Mnnnhaedddh 13.1 17

117 SpatialMmodulationMandMcofactorMengineeringMofMkeyMpathwayMenzymesMforMfumarateMproductionMinM
xandidaMglabratabMBiotechnologylandlBioengineering_M2019_Meek_Mkffakgd 4.9 17

116
RationalMmodificationMofMxorynebacteriumMglutamicumMdihydrodipicolinateMreductaseMtoMswitchMtheM
nucleotideacofactorMspecificityMforMincreasingMlalysineMproductionbMBiotechnologylandlBioengineering_M
2018_Meei_Melkhaelll

4.9 16

115 znhancingMLamalateMproductionMofMvspergillusMoryzaeM–MMzfemaglMbyMimprovingMinorganicMnitrogenM
utilizationbMAppliedlMicrobiologylandlBiotechnology_M2018_Medf_Mmlgnamlie 5.7 16

114 SynergisticMfunctionMofMfourMnovelMthermostableMglycosideMhydrolasesMfromMaMlongatermMenrichedM
thermophilicMmethanogenicMdigesterbMFrontierslinlMicrobiology_M2015_Mk_Midn 5.7 16

113 RegulationMofMthiamineMsynthesisMinMSaccharomycesMcerevisiaeMforMimprovedMpyruvateMproductionbM
Yeast_M2012_Mfn_Mfdnael 3.4 16

112 Production_MstructureMandMmorphologyMofMexopolysaccharidesMyieldedMbyMsubmergedMfermentationM
ofMvntrodiaMcinnamomeabMCarbohydratelPolymers_M2019_Mfdi_Mfleaflm 10.3 16
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111 vMmultifunctionalMtagMwithMtheMabilityMtoMbenefitMtheMexpression_Mpurification_MthermostabilityMandM
activityMofMrecombinantMproteinsbMJournalloflBiotechnology_M2018_Mfmg_Meaed 3.7 15

110 UreaMenhancesMcellMgrowthMandMpyruvateMproductionMinMTorulopsisMglabratabMBiotechnologylProgress_M
2014_Mgd_Menafl 2.8 15

109 MorphologyMengineeringMofMvspergillusMoryzaeMforMlamalateMproductionbMBiotechnologylandl
Bioengineering_M2019_Meek_Mfkkfafklg 4.9 14

108 MetabolicMengineeringMofMcarbohydrateMmetabolismMsystemsMinMxorynebacteriumMglutamicumMforM
improvingMtheMefficiencyMofMLalysineMproductionMfromMmixedMsugarbMMicrobiallCelllFactories_M2020_Men_Mgn 6.4 14

107 yevelopmentMofManMzscherichiaMcoliabasedMbiocatalyticMsystemMforMtheMefficientMsynthesisMofM
NaacetylayaneuraminicMacidbMMetaboliclEngineering_M2018_Mhl_Mglhagmf 9.7 14

106 znzymaticMproductionMofMlaornithineMfromMlaarginineMwithMrecombinantMthermophilicMarginasebM
JournalloflMolecularlCatalysislB:lEnzymatic_M2014_Meed_Meal 14

105 ηntroductionMofMheterogeneousMNvyβMreoxidationMpathwaysMintoMTorulopsisMglabrataMsignificantlyM
increasesMpyruvateMproductionMefficiencybMKoreanlJournalloflChemicallEngineering_M2011_Mfm_Medlmaedmh 2.8 14

104 ηncreasingMglycolyticMfluxMinMTorulopsisMglabrataMbyMredirectingMvTPMproductionMfromMoxidativeM
phosphorylationMtoMsubstratealevelMphosphorylationbMJournalloflAppliedlMicrobiology_M2006_Medd_Medhgaig4.7 14

103 KickastartingMevolutionMefficiencyMwithManMautonomousMevolutionMmutationMsystembMMetabolicl
Engineering_M2019_Mih_Meflaegk 9.7 13

102 RewiringMcarbonMfluxMinMzscherichiaMcoliMusingMaMbifunctionalMmolecularMswitchbMMetaboliclEngineering
_M2020_Mke_Mhlail 9.7 13

101 αeneMxircuitsMforMyynamicallyMRegulatingMMetabolismbMTrendslinlBiotechnology_M2018_Mgk_Mliealih 15.1 13

100 yevelopmentMofMaMminimalMchemicallyMdefinedMmediumMforMKetogulonicigeniumMvulgareMWSβddeM
basedMonMitsMgenomeascaleMmetabolicMmodelbMJournalloflBiotechnology_M2014_Mekn_Meiaff 3.7 13

99 znzymaticMproductionMofMlacitrullineMbyMhydrolysisMofMtheMguanidiniumMgroupMofMlaarginineMwithM
recombinantMarginineMdeiminasebMJournalloflBiotechnology_M2015_Mfdm_Mglahg 3.7 13

98 yynamicMconsolidatedMbioprocessingMforMdirectMproductionMofMxylonateMandMshikimateMfromMxylanMbyM
zscherichiaMcolibMMetaboliclEngineering_M2020_Mkd_Mefmaegl 9.7 13

97 ReconstructionMandMvnalysisMofMaMαenomeaScaleMMetabolicMModelMofMforMηmprovedMzxtracellularM
PolysaccharideMProductionbMFrontierslinlMicrobiology_M2018_Mn_Mgdlk 5.7 13

96 znzymaticMproductionMofMagmatineMbyMrecombinantMarginineMdecarboxylasebMJournalloflMolecularl
CatalysislB:lEnzymatic_M2015_Mefe_Meam 12

95 xomprehensiveMunderstandingMofMSaccharomycesMcerevisiaeMphenotypesMwithMwholeacellMmodelM
WM_SfmmxbMBiotechnologylandlBioengineering_M2020_Meel_Meikfaeilh 4.9 12

94 znhancementMofMalphaaketoglutaricMacidMproductionMfromMlaglutamicMacidMbyMhighacelladensityM
cultivationbMJournalloflMolecularlCatalysislB:lEnzymatic_M2016_Mefk_Medael 12

(2016-2018)
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93 ProductionMofMpolyvinylMalcoholadegradingMenzymeMwithMJanthinobacteriumMspbMandMitsMapplicationMinM
cottonMfabricMdesizingbMBiotechnologylJournal_M2007_Mf_Mlifam 5.6 12

92 ηmprovingMlysineMproductionMthroughMconstructionMofManMzscherichiaMcoliMenzymeaconstrainedMmodelbM
BiotechnologylandlBioengineering_M2020_Meel_Mgiggagihh 4.9 11

91 znhancementMofMSphingolipidMSynthesisMηmprovesMOsmoticMToleranceMofMSaccharomycesMcerevisiaebM
AppliedlandlEnvironmentallMicrobiology_M2020_Mmk_M 4.8 11

90 αenomeMSequencingMofMtheMPyruvateaproducingMStrainMxandidaMglabrataMxxTxxMMfdfdenMandM
αenomicMxomparisonMwithMStrainMxwSegmbMScientificlReports_M2016_Mk_Mghmng 4.9 11

89 KfozMencodesMaMfructosyltransferaseMinvolvedMinMcapsularMpolysaccharideMbiosynthesisMinMzscherichiaM
coliMKhbMBiotechnologylLetters_M2014_Mgk_Mehknall 3 11

88 αlutathioneMenhancesMfaketoalagulonicMacidMproductionMbasedMonMKetogulonicigeniumMvulgareMmodelM
iWZkkgbMJournalloflBiotechnology_M2013_Mekh_Mhihakd 3.7 11

87 βogeaMediatedMRdsfMPhosphorylationMvltersMαlycerophospholipidMxompositionMToMxoordinateM
OsmoticMStressMinbMAppliedlandlEnvironmentallMicrobiology_M2019_Mmi_M 4.8 10

86 zngineeringMmicrobialMcellMmorphologyMandMmembraneMhomeostasisMtowardMindustrialMapplicationsbM
CurrentlOpinionlinlBiotechnology_M2020_Mkk_Memafk 11.4 10

85 zngineeringMprotonationMconformationMofMlaaspartatea˛–adecarboxylaseMtoMrelieveMmechanismabasedM
inactivationbMBiotechnologylandlBioengineering_M2020_Meel_Mekdlaekeh 4.9 10

84 βackingManMvlgalMTranscriptionM–actorMforMLipidMwiosynthesisbMTrendslinlPlantlScience_M2018_Mfg_Memeaemh 13.1 10

83 MetabolicMengineeringMofMxandidaMglabrataMforMdiacetylMproductionbMPLoSlONE_M2014_Mn_Memnmih 3.7 10

82 WateraformingMNvyβMoxidaseMprotectsMTorulopsisMglabrataMagainstMhyperosmoticMstressbMYeast_M
2010_Mfl_Mfdlaek 3.4 10

81 znhancedMcutinaseMproductionMofMThermobifidaMfuscaMbyMaMtwoastageMbatchMandMfedabatchM
cultivationMstrategybMBiotechnologylandlBioprocesslEngineering_M2009_Meh_Mhkaie 3.1 9

80 vcceleratingMglycolyticMfluxMofMTorulopsisMglabrataMxxTxxMMfdfdenMatMhighMoxidoreductionM
potentialMcreatedMusingMpotassiumMferricyanidebMBiotechnologylProgress_M2010_Mfk_Meiieal 2.8 9

79 wiocatalyticMderivatizationMofMproteinogenicMaminoMacidsMforMfineMchemicalsbMBiotechnologylAdvances_M
2020_Mhd_Medlhnk 17.8 9

78 βighaThroughputMScreeningMofMaMfaKetoaLaαulonicMvcidaProducingMStrainMwasedMonMRelatedM
yehydrogenasesbMFrontierslinlBioengineeringlandlBiotechnology_M2019_Ml_Mgmi 5.8 9

77 αenomeascaleMmetabolicMmodellingMcommonMcofactorsMmetabolismMinMmicroorganismsbMJournallofl
Biotechnology_M2017_Mfie_Meaeg 3.7 8

76 ProductionMofM˛–aKetoisocaproateMandM˛–aKetoa˛†aMethylvalerateMbyMzngineeredMLavminoMvcidM
yeaminasebMChemCatChem_M2019_Mee_Mfhkhafhlf 5.2 8
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75 vMnovelMhighayieldMprocessMofMphospholipaseMyamediatedMphosphatidylserineMproductionMwithM
cyclopentylMmethylMetherbMProcesslBiochemistry_M2018_Mkk_Mehkaehn 4.8 8

74 MicrobialMcellMengineeringMtoMimproveMcellularMsyntheticMcapacitybMBiotechnologylAdvances_M2020_Mhi_Medlkhn17.8 8

73 ηMαMyoMvMplatformMforMtheMintegrationMandMstandardisationMofMηnMsilicoMMicrobialMαenomeascaleM
MetabolicMModelsbMScientificlReports_M2017_Ml_Mlfl 4.9 7

72 αenomeascaleMbiologicalMmodelsMforMindustrialMmicrobialMsystemsbMAppliedlMicrobiologylandl
Biotechnology_M2018_Medf_Mghgnaghie 5.7 7

71 ReconstructionMandMinMsilicoManalysisMofManMvctinoplanesMspbMSzidceedMgenomeascaleMmetabolicM
modelMforMacarboseMproductionbMFrontierslinlMicrobiology_M2015_Mk_Mkgf 5.7 7

70 znhancementMofMpyruvateMproductionMbyTorulopsisMglabrataMthroughMsupplementMofMoxaloacetateM
asMcarbonMsourcebMBiotechnologylandlBioprocesslEngineering_M2005_Med_Megkaehe 3.1 7

69 zngineeringMtheMxadMpathwayMinMzscherichiaMcoliMtoMproduceMglutarateMfromMLalysinebMAppliedl
MicrobiologylandlBiotechnology_M2021_Medi_Mgimlaginn 5.7 7

68
OverexpressionMofMthermostableMmesoadiaminopimelateMdehydrogenaseMtoMredirectM
diaminopimelateMpathwayMforMincreasingMLalysineMproductionMinMzscherichiaMcolibMScientificlReports_M
2019_Mn_Mfhfg

4.9 6

67 αreenMsynthesisMofMVRWagaTwyMSOMglutaricMacidMmethylMmonoesterMusingMNovozymMhgiMinM
nonaaqueousMmediabMRSClAdvances_M2015_Mi_Mliekdaliekk 3.7 6

66 –umarateMProductionMbyMTorulopsisMglabrataoMzngineeringMβeterologousM–umaraseMzxpressionMandM
ηmprovingMvcidMTolerancebMPLoSlONE_M2016_Mee_Medekhehe 3.7 6

65 zngineeringMtheMtransmissionMefficiencyMofMtheMnoncyclicMglyoxylateMpathwayMforMfumarateM
productionMinbMBiotechnologylforlBiofuels_M2020_Meg_Megf 7.8 6

64 MicrobialMengineeringMforMtheMproductionMofMxaxMorganicMacidsbMNaturallProductlReports_M2021_Mgm_Meiemaeihk15.1 6

63 PathwayMengineeringMofMzscherichiaMcoliMforM˛–aketoglutaricMacidMproductionbMBiotechnologylandl
Bioengineering_M2020_Meel_Mflneafmde 4.9 5

62 znhancedMpyruvateMproductionMinMxandidaMglabrataMbyMoverexpressingMtheMxgvMyeMgeneMtoM
improveMacidMtolerancebMBiotechnologylLetters_M2018_Mhd_Mehgaehn 3 5

61 zngineeringMaMxRηSPRiMxircuitMforMvutonomousMxontrolMofMMetabolicM–luxMinbMACSlSyntheticlBiology_M
2021_Med_Mfkkeafkle 5.7 5

60 RecyclingMofMcookingMoilMfumeMcondensateMforMtheMproductionMofMrhamnolipidsMbyMPseudomonasM
aeruginosaMWwidibMBioprocesslandlBiosystemslEngineering_M2019_Mhf_Mlllalmh 3.7 5

59 LsmefMMediatesMyeubiquitinationMofMyNvMPolymeraseM˛•MToMβelpMResistMOxidativeMStressbMAppliedl
andlEnvironmentallMicrobiology_M2019_Mmi_M 4.8 5

58 ProductionMofMenantiopureMVRWaMorMVSWafahydroxyahaVmethylthioWbutanoicMacidMbyMmultiaenzymeM
cascadesbMBioresourceslandlBioprocessing_M2019_Mk_M 5.2 4

(2019-2018)

9



57 znhancedMcephalosporinMxMproductionMwithMaMcombinationalMammoniumMsulfateMandMyOaStatMbasedM
soybeanMoilMfeedingMstrategybMBiochemicallEngineeringlJournal_M2012_Mke_Meaed 4.2 4

56 MitochondrialMfusionMandMfissionMareMinvolvedMinMstressMtoleranceMofMxandidaMglabratabMBioresourcesl
andlBioprocessing_M2015_Mf_M 5.2 4

55 MethodMtoMpurifyMmitochondrialMyNvMdirectlyMfromMyeastMtotalMyNvbMPlasmid_M2010_Mkh_Menkan 3.3 4

54 zfficientMproductionMofMphenylpropionicMacidsMbyManMaminoagroupatransformationMbiocatalyticM
cascadebMBiotechnologylandlBioengineering_M2020_Meel_Mkehakfi 4.9 4

53 xhassisMengineeringMofMzscherichiaMcoliMforMtransahahydroxyalaprolineMproductionbMMicrobiall
Biotechnology_M2021_Meh_Mgnfahdf 6.3 4

52 MicrobialMphysiologicalMengineeringMincreasesMtheMefficiencyMofMmicrobialMcellMfactoriesbMCriticall
ReviewslinlBiotechnology_M2021_Mhe_Mggnagih 9.4 4

51 wioproduction_Mpurification_MandMapplicationMofMpolysialicMacidbMAppliedlMicrobiologylandl
Biotechnology_M2018_Medf_Mnhdganhdn 5.7 4

50 vMselectiveMandMsensitiveMnanosensorMforMfluorescentMdetectionMofMspecificMηgzsMtoMpurifiedMallergensM
inMhumanMserumbbMRSClAdvances_M2018_Mm_Mgihlagiii 3.7 3

49 TwoMnonaexclusiveMstrategiesMemployedMtoMprotectMTorulopsisMglabrataMagainstMhyperosmoticMstressbM
AppliedlMicrobiologylandlBiotechnology_M2014_Mnm_Mgdnnaeed 5.7 3

48 zngineeringMaMnewMmetabolicMpathwayMforMitaconateMproductionMinMPichiaMstipitisMfromMxylosebM
BiochemicallEngineeringlJournal_M2017_Mefk_Medeaedm 4.2 3

47 ReprogrammingMmicrobialMpopulationsMusingMaMprogrammedMlysisMsystemMtoMimproveMchemicalM
productionbMNaturelCommunications_M2021_Mef_Mkmmk 17.4 3

46 ηmmobilizationMofMMicrobialMxonsortiumMforMαlutaricMvcidMProductionMfromMLysinebMChemCatChem_ 5.2 3

45 RecentMadvancesMinMbiocatalyticMderivatizationMofMLatyrosinebMAppliedlMicrobiologylandlBiotechnology_M
2020_Medh_Mnndlannfd 5.7 3

44 vcceleratedMαreenMProcessMofMf_iayimethylpyrazineMProductionMfromMαlucoseMbyMαeneticallyM
ModifiedbMACSlSyntheticlBiology_M2020_Mn_Mfilkafiml 5.7 3

43 vMmultiaenzymeMcascadeMforMefficientMproductionMofMdapahydroxyphenylglycineMfromMlatyrosinebM
BioresourceslandlBioprocessing_M2021_Mm_M 5.2 3

42 znzymaticMproductionMofMtransahahydroxyalaprolineMbyMprolineMhahydroxylasebMMicrobiallBiotechnology
_M2021_Meh_Mhlnahml 6.3 3

41 vMbiosynthesisMpathwayMforMgahydroxypropionicMacidMproductionMinMgeneticallyMengineeredM
SaccharomycesMcerevisiaebMGreenlChemistry_M2021_Mfg_Mhidfahidn 10 3

40 OneaPotMznzymaticâ��xhemicalMxascadeMRouteMforMSynthesizingMvromaticM˛–aβydroxyMKetonesbMACSl
Catalysis_M2021_Mee_Mfmdmafmem 13.1 3
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39 znhancingMbiofuelsMproductionMbyMengineeringMtheMactinMcytoskeletonMinMSaccharomycesMcerevisiaebbM
NaturelCommunications_M2022_Meg_Memmk 17.4 3

38 zfficientMagmatineMproductionMusingManMarginineMdecarboxylaseMwithMsubstrateaspecificMactivitybM
JournalloflChemicallTechnologylandlBiotechnology_M2017_Mnf_Mfgmgafgne 3.5 2

37 xandidaMglabrataMYapkMRecruitsMMedfMToMvlterMαlycerophospholipidMxompositionMandMyevelopMvcidM
pβMStressMResistancebMAppliedlandlEnvironmentallMicrobiology_M2020_Mmk_M 4.8 2

36
OxidativeMStressMηnductionMηsMaMRationalMStrategyMtoMznhanceMtheMProductivityMofM–ermentationsMforM
theMvntioxidantMSecondaryMMetaboliteMvntrodinMxbMJournalloflAgriculturallandlFoodlChemistry_M2020_M
km_Mgnniahddh

5.7 2

35 SmleMηnhibitsMtheMyNvMRepairMvctivityMofMReveMinMSaccharomycesMcerevisiaeMduringMOxidativeMStressbM
AppliedlandlEnvironmentallMicrobiology_M2020_Mmk_M 4.8 2

34 znhancementMofM˛–aketoisovalerateMproductionMbyMrelievingMtheMproductMinhibitionMofMlaaminoMacidM
deaminaseMfromMProteusMmirabilisbMChineselJournalloflChemicallEngineering_M2020_Mfm_Mfendafenn 3.2 2

33 ηncreasedMProcessivity_MMisincorporation_MandMNucleotideMηncorporationMzfficiencyMinMSulfolobusM
solfataricusMypohMThumbMyomainMMutantsbMAppliedlandlEnvironmentallMicrobiology_M2017_Mmg_M 4.8 2

32 zfficientMproductionMofMVRWagaTwyMSOMglutaricMacidMmethylMmonoesterMbyMmanipulatingMtheM
substrateMpocketMofMPseudozymaMantarcticaMlipaseMwbMRSClAdvances_M2017_Ml_Mgmfkhagmflf 3.7 2

31 ηmprovingMsuccinateMproductionMbyMengineeringMoxygenadependentMdynamicMpathwayMregulationMinM
zscherichiaMcolibMSystemslMicrobiologylandlBiomanufacturing_e 2

30 zngineeringMzscherichiaMcoliMbiofilmMtoMincreaseMcontactMsurfaceMforMshikimateMandMLamalateM
productionbMBioresourceslandlBioprocessing_M2021_Mm_M 5.2 2

29 xofactorMzngineeringMznhancesMtheMPhysiologicalM–unctionMofManMηndustrialMStrain 2

28 LocalMzlectricM–ieldMModulatedMReactivityMofMPseudomonasMaeruginosaMvcidMPhosphataseMforM
znhancingMPhosphorylationMofMlavscorbicMvcidbMACSlCatalysis_eggnlaeghdl 13.1 2

27 znhancingMLamalateMproductionMofMvspergillusMoryzaeMbyMnitrogenMregulationMstrategybMAppliedl
MicrobiologylandlBiotechnology_M2021_Medi_Mgedeageeg 5.7 2

26 yynamicMregulationMofMmembraneMintegrityMtoMenhanceMlamalateMstressMtoleranceMinMxandidaM
glabratabMBiotechnologylandlBioengineering_M2021_Meem_Mhghlahgin 4.9 2

25 xmkeMvctivatesMRdsfMToMResistMLowapβMStressMinMxandidaMglabratabMAppliedlandlEnvironmentall
Microbiology_M2020_Mmk_M 4.8 2

24 xandidaMglabrataMMedgMPlaysMaMRoleMinMvlteringMxellMSizeMandMwuddingMηndexMToMxoordinateMxellM
αrowthbMAppliedlandlEnvironmentallMicrobiology_M2018_Mmh_M 4.8 2

23 ReprogrammingMMetabolismMforMwioplasticsMSynthesisMfromMWasteMxookingMOilbMACSlSyntheticl
Biology_M2021_Med_Menkkaenln 5.7 2

22 vMxRηSPRaxasnMSystemaMediatedMαeneticMyisruptionMandMMultiafragmentMvssemblyMinMbbMACSl
SyntheticlBiology_M2022_M 5.7 2
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Advances_M2021_Mig_Medlmhe 17.8 1
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16
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SphingomonasMspbMviaMtemperatureadependentMstrategybMBioprocesslandlBiosystemslEngineering_M
2021_Mhh_Mfhlafil

3.7 1

14 MetabolicMModelMReconstructionMandMvnalysisMofManMvrtificialMMicrobialMzcosystembMMethodslinl
MolecularlBiology_M2018_Melek_Mfenafgm 1.4 1
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ηmproveMvcidMTolerancebMBiotechnologylandlBioprocesslEngineering_M2018_Mfg_Milgailn 3.1 1

12 RationalMdesignMofMaMhighlyMefficientMcatalyticMsystemMforMtheMproductionMofMPvPSMfromMvTPMandMitsM
applicationMinMtheMsynthesisMofMchondroitinMsulfatebMBiotechnologylandlBioengineering_M2021_Meem_Mhidgahiei4.9 1

11 znhancedMxatalyticMzfficiencyMofMLaaminoMvcidMyeaminaseMvchievedMbyMaMShorterMβydrideMTransferM
yistancebMChemCatChem_ 5.2 1
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inlAppliedlMicrobiology_M2021_Meei_Meagg 4.9 1
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AgriculturallandlFoodlChemistry_M2021_Mkn_Mehfeiaehffe 5.7 0

6 MediatorMzngineeringMofMToMηmproveMMultidimensionalMStressMTolerancebbMAppliedlandlEnvironmentall
Microbiology_M2022_Medekflfe 4.8 0
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