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j Paper IF Citations

171 xroupLzzrLsecretedLphospholipaseLrcLcontrolsLskinLcarcinogenesisLandLpsoriasisLbyLshapingLtheLgutL
microbiotaZZLJCIbInsightXL2022XLhXL 9.9 2

170 wlavivirusLrecruitsLtheLvalosinYcontainingLproteinLTVtγU_NγäeLcomplexLtoLinduceLstressLgranuleL
disassemblyLforLefficientLviralLgenomeLreplicationZZLJournalbofbBiologicalbChemistryXL2022XLbabfjh 5.4 0

169 SelectiveLcovalentLtargetingLofLSrRSYtoVYcLmainLproteaseLbyLenantiopureLchlorofluoroacetamideZZL
ChemicalbScienceXL2022XLbdXLdachYdade 9.4 3

168 RelationshipsLbetweenLbarleyLconsumptionLandLgutLmicrobiomeLcharacteristicsLinLaLhealthyL
–apaneseLpopulationkLaLcrossYsectionalLstudyZZLBMCbNutritionXL2022XLiXLcd 2.5 1

167 tlassificationLofLtheLαccurrenceLofLuyslipidemiaLsasedLonLxutLsacteriaLRelatedLtoLsarleyLzntakeZZL
FrontiersbinbNutritionXL2022XLjXLibcegj 6.2 1

166
rlteredLgutLmicrobiotaLandLitsLassociationLwithLinflammationLinLpatientsLwithLchronicL
thromboembolicLpulmonaryLhypertensionkLaLsingleYcenterLobservationalLstudyLinL–apanZZLBMCb
PulmonarybMedicineXL2022XLccXLbdi

3.5 1

165 TheLxutLïicrobiomeLasLaLsiomarkerLofLtancerLγrogressionLrmongLwemaleLNeverYsmokersLWithL
äungLrdenocarcinomaZZLAnticancerbResearchXL2022XLecXLbfijYbfji 2.3 1

164 toYexpressionLanalysisLtoLidentifyLkeyLmodulesLandLhubLgenesLassociatedLwithLtαVzuYbjLinL
plateletsZZLBMCbMedicalbGenomicsXL2022XLbfXLid 3.7 0

163 uietaryLVitaminLsbLzntakeLznfluencesLxutLïicrobialLtommunityLandLtheLtonsequentLγroductionLofL
ShortYthainLwattyLrcidsZLNutrientsXL2022XLbeXLcahi 6.7 1

162 tategorizationLofLtheLαcularLïicrobiomeLinL–apaneseLStevensY–ohnsonLSyndromeLγatientsLWithL
SevereLαcularLtomplicationsZLFrontiersbinbCellularbandbInfectionbMicrobiologyXL2021XLbbXLhebgfe 5.9 0

161 ueepLäearningLγredictionLofLrdverseLurugLReactionsLinLurugLuiscoveryLUsingLαpenLTxâ��xrTvsLandL
wrvRSLuatabasesL2021XLbXL 1

160 uistinctLrgeYSpecificLmiRegulomeLγrofilingLofLzsolatedLSmallLandLäargeLzntestinalLvpithelialLtellsLinL
ïiceZLInternationalbJournalbofbMolecularbSciencesXL2021XLccXL 6.3 3

159 RelationshipLbetweenLNutrientLzntakeLandLyumanLxutLïicrobiotaLinLïonozygoticLTwinsZLMedicinab
jLithuaniakXL2021XLfhXL 3.1 4

158 tomprehensiveLanalysisLofLgutLmicrobiotaLofLaLhealthyLpopulationLandLcovariatesLaffectingL
microbialLvariationLinLtwoLlargeL–apaneseLcohortsZLBMCbMicrobiologyXL2021XLcbXLbfb 4.5 10

157 rLpublicYprivateLpartnershipLtoLenrichLtheLdevelopmentLofLinLsilicoLpredictiveLmodelsLforL
pharmacokineticLandLcardiotoxicLpropertiesZLDrugbDiscoverybTodayXL2021XLcgXLbchfYbcid 8.8 1

156 NetworkLmodelingLandLinferenceLofLperoxisomeLproliferatorYactivatedLreceptorLpathwayLinLhighLfatL
dietYlinkedLobesityZLJournalbofbTheoreticalbBiologyXL2021XLfbjXLbbageh 2.3 1

155 xutLmicrobialLcompositionLinLpatientsLwithLatrialLfibrillationkLeffectsLofLdietLandLdrugsZLHeartbandb
VesselsXL2021XLdgXLbafYbbe 2.1 12
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154
uevelopmentLofLanLγredictionLïodelLforLγYglycoproteinLvffluxLγotentialLinLsrainLtapillaryL
vndothelialLtellsLtowardLtheLγredictionLofLsrainLγenetrationZLJournalbofbMedicinalbChemistryXL2021XL
geXLchcfYchdi

8.3 3

153 xlycanLtlusterLShieldingLandLrntibodyLvpitopesLonLäassaLVirusLvnvelopLγroteinZLJournalbofbPhysicalb
ChemistrybBXL2021XLbcfXLcaijYcajh 3.4 1

152 γroteomicsLofLserumLextracellularLvesiclesLidentifiesLaLnovelLtαγuLbiomarkerXLfibulinYdLfromLelasticL
fibresZLERJbOpenbResearchXL2021XLhXL 3.5 3

151 vffectsLofLïaltedLRiceLrmazakeLonLtonstipationLSymptomsLandLxutLïicrobiotaLinLthildrenLandL
rdultsLwithLSevereLïotorLandLzntellectualLuisabilitieskLrLγilotLStudyZZLNutrientsXL2021XLbdXL 6.7 2

150 zntegrativeLrnalysisLRevealsLtommonLandLUniqueLRolesLofLTetraspaninsLinLwibrosisLandL
vmphysemaZLFrontiersbinbGeneticsXL2020XLbbXLfifjji 4.5 1

149 UpdateLofLtheLxRzγLwebLserviceZLJournalbofbReceptorbandbSignalbTransductionbResearchXL2020XLeaXLdeiYdfg2.6 2

148 uockingLalgorithmsLandLscoringLfunctionsL2020XLcfhYcgj

147 ïrNTrXLanLintegrativeLdatabaseLandLanalysisLplatformLthatLrelatesLmicrobiomeLandLphenotypicL
dataZLPLoSbONEXL2020XLbfXLeacedgaj 3.7 2

146 NovelLantiYflavivirusLdrugsLtargetingLtheLnucleolarLdistributionLofLcoreLproteinZLVirologyXL2020XLfebXLebYfb3.6 7

145 γanomiconkLrLwebYbasedLenvironmentLforLinteractiveXLvisualLanalysisLofLmultiYomicsLdataZLHeliyonXL
2020XLgXLeaegbi 3.6 1

144 uevelopingLaLKinaseYSpecificLTargetLSelectionLïethodLUsingLaLStructureYsasedLïachineLäearningL
rpproachZLAdvancesbandbApplicationsbinbBioinformaticsbandbChemistryXL2020XLbdXLchYea 1.5 1

143 xutLmicrobiotaLmodificationLsuppressesLtheLdevelopmentLofLpulmonaryLarterialLhypertensionLinLanL
SUfebg_hypoxiaLratLmodelZLPulmonarybCirculationXL2020XLbaXLcaefijeacajcjbeh 2.7 10

142 ïetabolomicLanalysisLofLfibroticLmiceLcombinedLwithLpublicLRNrYSeqLhumanLlungLdataLrevealL
potentialLdiagnosticLbiomarkerLcandidatesLforLlungLfibrosisZLFEBSbOpenbBioXL2020XLbaXLcechYcedg 2.7 6

141 TheLTargetïineLuataLWarehousekLvnhancementLandLUpdatesZLFrontiersbinbGeneticsXL2019XLbaXLjde 4.5 12

140
rctinLtytoskeletalLReorganizationLwunctionLofL–Rrs_ïzträYäcLzsLwineYtunedLbyLzntramolecularL
znteractionLbetweenLwirstLäzïLZincLwingerLandLtYterminalLtoiledYcoilLuomainsZLScientificbReportsXL
2019XLjXLbchje

4.9 5

139 tonstructingLanLznLSilicoLThreeYtlassLγredictorLofLyumanLzntestinalLrbsorptionLWithLtacoYcL
γermeabilityLandLuriedYuïSαLSolubilityZLJournalbofbPharmaceuticalbSciencesXL2019XLbaiXLdgdaYdgdj 3.9 5

138 rnalysisLofLoralLmicrobiotaLinL–apaneseLoralLcancerLpatientsLusingLbgSLrRNrLsequencingZLJournalbofb
OralbBiosciencesXL2019XLgbXLbcaYbci 2.5 12

137 sLcellYintrinsicLïyuiiLsignalingLcontrolsLzwNY˛‡YmediatedLearlyLzgxccLclassLswitchingLinLmiceLinL
responseLtoLaLparticulateLadjuvantZLEuropeanbJournalbofbImmunologyXL2019XLejXLbeddYbeea 6.1 6

(2019-2021)
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136 uevelopmentLofLSimplifiedLinLVitroLγYxlycoproteinLSubstrateLrssayLandLinLSilicoLγredictionLïodelsL
ToLvvaluateLTransportLγotentialLofLγYxlycoproteinZLMolecularbPharmaceuticsXL2019XLbgXLbifbYbigd 5.6 21

135 zntegrativeLrnalysisLofLïultiYαmicsLuataL2019XLbjeYbjj 1

134 NetworkYsasedLrnalysisLforLsiologicalLuiscoveryL2019XLcidYcjb 1

133 NetworkYsasedLrnalysisLofLyostYγathogenLznteractionsL2019XLjdcYjdh 1

132 tomputationalLïodelLToLγredictLtheLwractionLofLUnboundLurugLinLtheLsrainZLJournalbofbChemicalb
InformationbandbModelingXL2019XLfjXLdcfbYdcgb 6.1 5

131 täzNvkLaLwebYtoolLforLtheLcomparisonLofLbiologicalLdendrogramLstructuresZLBMCbBioinformaticsXL
2019XLcaXLfci 3.6

130
zmpactLofLqualityLtrimmingLonLtheLefficiencyLofLreadsLjoiningLandLdiversityLanalysisLofLzlluminaL
pairedYendLreadsLinLtheLcontextLofLQzzïvbLandLQzzïvcLmicrobiomeLanalysisLframeworksZLBMCb
BioinformaticsXL2019XLcaXLfib

3.6 26

129 rssessingLdrugLtargetLsuitabilityLusingLTargetïineZLFtsssResearchXL2019XLiXLcdd 3.6 2

128 rssessingLdrugLtargetLsuitabilityLusingLTargetïineZLFtsssResearchXL2019XLiXLcdd 3.6 1

127 uataLWarehousingLwithLTargetïineLforLαmicsLuataLrnalysisZLMethodsbinbMolecularbBiologyXL2019XL
bjigXLdfYge 1.4 1

126 γredictionLofLtheLsecondaryLstructureLofLshortLuNrLaptamersZLBiophysicsbandbPhysicobiologyXL2019XL
bgXLcihYcje 1.4 9

125 rLprospectiveLcompoundLscreeningLcontestLidentifiedLbroaderLinhibitorsLforLSirtuinLbZLScientificb
ReportsXL2019XLjXLbjfif 4.9 5

124
uevelopmentLofLanLinLsilicoLpredictionLsystemLofLhumanLrenalLexcretionLandLclearanceLfromL
chemicalLstructureLinformationLincorporatingLfractionLunboundLinLplasmaLasLaLdescriptorZLScientificb
ReportsXL2019XLjXLbihic

4.9 15

123 yighYtontrastLwacileLzmagingLwithLTargetYuirectingLwluorescentLïolecularLRotorsXLtheLNYïodifiedL
ThioflavinLTLuerivativesZLBiochemistryXL2019XLfiXLejdYeji 3.2 5

122 uataLturationLcanLzmproveLtheLγredictionLrccuracyLofLïetabolicLzntrinsicLtlearanceZLMolecularb
InformaticsXL2019XLdiXLebiaaaig 3.8 14

121 uoubleLdeletionLofLtetraspaninsLtujLandLtuibLinLmiceLleadsLtoLaLsyndromeLresemblingLacceleratedL
agingZLScientificbReportsXL2018XLiXLfbef 4.9 26

120 rnLrntigenYwreeXLγlasmacytoidLuendriticLtellYTargetingLzmmunotherapyLToLsolsterLïemoryLtuiLTL
tellsLinLNonhumanLγrimatesZLJournalbofbImmunologyXL2018XLcaaXLcaghYcahf 5.3 6

119 zntegratingLsequenceLandLgeneLexpressionLinformationLpredictsLgenomeYwideLuNrYbindingL
proteinsLandLsuggestsLaLcooperativeLmechanismZLNucleicbAcidsbResearchXL2018XLegXLfeYha 20.1 5
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118 vssentialLRoleLofLtrRubeLinLïurineLvxperimentalLγsoriasisZLJournalbofbImmunologyXL2018XLcaaXLhbYib 5.3 25

117 γredictingLwractionLUnboundLinLyumanLγlasmaLfromLthemicalLStructurekLzmprovedLrccuracyLinLtheL
äowLValueLRangesZLMolecularbPharmaceuticsXL2018XLbfXLfdacYfdbb 5.6 43

116 tlassificationLofLidiopathicLinterstitialLpneumoniasLusingLantiYmyxovirusLresistanceYproteinLbL
autoantibodyZLScientificbReportsXL2017XLhXLedcab 4.9 8

115 znteractiveLToxicogenomicskLxeneLsetLdiscoveryXLclusteringLandLanalysisLinLToxygatesZLScientificb
ReportsXL2017XLhXLbdja 4.9 10

114 rYkinaseLanchoringLproteinLszxdLcoordinatesLoestrogenLsignallingLinLbreastLcancerLcellsZLNatureb
CommunicationsXL2017XLiXLbfech 17.4 11

113 NetworkLanalysisLandLinLsilicoLpredictionLofLproteinYproteinLinteractionsLwithLapplicationsLinLdrugL
discoveryZLCurrentbOpinionbinbStructuralbBiologyXL2017XLeeXLbdeYbec 8.1 52

112 QuantifyingLtheLrelativeLimmuneLcellLactivationLfromLwholeLtissue_organYderivedLdifferentiallyL
expressedLgeneLdataZLScientificbReportsXL2017XLhXLbcieh 4.9 5

111 uatabaseLuevelopmentLandLtomputationalLïodellingLinLvarlyYStageLurugLuiscoveryZLTrendsbinbtheb
SciencesXL2017XLccXLh_gcYh_gf 0

110 γredictingLconformationalLensemblesLandLgenomeYwideLtranscriptionLfactorLbindingLsitesLfromL
uNrLsequencesZLScientificbReportsXL2017XLhXLeahb 4.9 9

109 ïethodLforLpreparingLuNrLfromLfecesLinLguanidineLthiocyanateLsolutionLaffectsLbgSLrRNrYbasedL
profilingLofLhumanLmicrobiotaLdiversityZLScientificbReportsXL2017XLhXLeddj 4.9 37

108 L2017XL 4

107 äigandYinducedLαrderingLofLtheLtYterminalLTailLγrimesLSTzNxLforLγhosphorylationLbyLTsKbZL
EBioMedicineXL2016XLjXLihYjg 8.8 26

106 rnLintegrativeLdataLanalysisLplatformLforLgeneLsetLanalysisLandLknowledgeLdiscoveryLinLaLdataL
warehouseLframeworkZLDatabase:bthebJournalbofbBiologicalbDatabasesbandbCurationXL2016XLcabgXL 5 25

105 zntegrationLofLäigandLandLStructureLsasedLrpproachesLforLtSrRYcabeZLJournalbofbChemicalb
InformationbandbModelingXL2016XLfgXLjheYih 6.1 10

104 SystemsLsiologyLrpproachesLtoLaLRationalLurugLuiscoveryLγaradigmZLCurrentbTopicsbinbMedicinalb
ChemistryXL2016XLbgXLbaajYcf 3 22

103 TheLdiversityLofLydLloopsLdeterminesLtheLantigenYbindingLtendenciesLofLantibodyLtuRLloopsZL
ProteinbScienceXL2016XLcfXLibfYcf 6.3 29

102 SyndecanYeLasLaLbiomarkerLtoLpredictLclinicalLoutcomeLforLglioblastomaLmultiformeLtreatedLwithL
WTbLpeptideLvaccineZLFuturebSciencebOAXL2016XLcXLwSαjg 2.7 12

101 tonformationalLplasticityLofL–Rrs_ïzträYäcLprovidesLNlawLandLorderNLinLcollectiveLcellLmigrationZL
MolecularbBiologybofbthebCellXL2016XLchXLdajfYdbai 3.5 17

(2016-2018)
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100 zmprovedLposeLandLaffinityLpredictionsLusingLdifferentLprotocolsLtailoredLonLtheLbasisLofLdataL
availabilityZLJournalbofbComputeroAidedbMolecularbDesignXL2016XLdaXLibhYici 4.2 3

99 TwoLdistinctLeffectorLmemoryLcellLpopulationsLofLWTbLTWilmsSLtumorLgeneLbUYspecificLcytotoxicLTL
lymphocytesLinLacuteLmyeloidLleukemiaLpatientsZLCancerbImmunologynbImmunotherapyXL2015XLgeXLhjbYiae7.4 6

98 γoSSuïLvZcZakLdataLupdateLandLaLnewLfunctionLforLinvestigatingLligandLanalogsLandLtargetLproteinsL
ofLsmallYmoleculeLdrugsZLNucleicbAcidsbResearchXL2015XLedXLudjcYi 20.1 18

97 γrofilesLofLmicroRNrLnetworksLinLintestinalLepithelialLcellsLinLaLmouseLmodelLofLcolitisZLScientificb
ReportsXL2015XLfXLbibhe 4.9 36

96 zdentificationLofLpotentialLinhibitorsLbasedLonLcompoundLproposalLcontestkLTyrosineYproteinLkinaseL
YesLasLaLtargetZLScientificbReportsXL2015XLfXLbhcaj 4.9 27

95 γathwayYbasedLanalysisLofLgenomeYwideLsiRNrLscreensLrevealsLtheLregulatoryLlandscapeLofLrγγL
processingZLPLoSbONEXL2015XLbaXLeabbfdgj 3.7 14

94 szxdLznhibitsLtheLvstrogenYuependentLNuclearLTranslocationLofLγyscLviaLïultipleL
KaryopherinYrlphaLγroteinsLinLsreastLtancerLtellsZLPLoSbONEXL2015XLbaXLeabchhah 3.7 12

93 RetinoblastomaYbindingLγroteinLeYregulatedLtlassicalLNuclearLTransportLzsLznvolvedLinLtellularL
SenescenceZLJournalbofbBiologicalbChemistryXL2015XLcjaXLcjdhfYii 5.4 21

92 zntegrationLofLuiseaseLvntriesLrcrossLαïzïXLαrphanetXLandLaLγroprietaryLKnowledgeLsaseZLLectureb
NotesbinbComputerbScienceXL2015XLbcaYbda 0.9 1

91 uextranLsulfateYresistantLr_γuertoLRico_i_deLinfluenzaLvirusLisLassociatedLwithLtheLemergenceLofL
specificLmutationsLinLtheLneuraminidaseLglycoproteinZLAntiviralbResearchXL2014XLbbbXLgjYhh 10.8 5

90 yomologyYbasedLpredictionLofLinteractionsLbetweenLproteinsLusingLrveragedLαneYuependenceL
vstimatorsZLBMCbBioinformaticsXL2014XLbfXLcbd 3.6 44

89 srefeldinLrYinhibitedLguanineLnucleotideYexchangeLproteinLdLTszxdULisLpredictedLtoLinteractLwithLitsL
partnerLthroughLanLrRïYtypeL˛–YhelicalLstructureZLBMCbResearchbNotesXL2014XLhXLedf 2.3 9

88 trystalLstructureLofLwtsrLfromLStaphylococcusLaureusZLFEBSbLettersXL2014XLfiiXLbihjYif 3.8 24

87 yighYresolutionLmodelingLofLantibodyLstructuresLbyLaLcombinationLofLbioinformaticsXLexpertL
knowledgeXLandLmolecularLsimulationsZLProteins:bStructurenbFunctionbandbBioinformaticsXL2014XLicXLbgceYdf4.2 36

86 γredictionLofLdetailedLenzymeLfunctionsLandLidentificationLofLspecificityLdeterminingLresiduesLbyL
randomLforestsZLPLoSbONEXL2014XLjXLeiegcd 3.7 24

85 zntegratedLpathwayLclustersLwithLcoherentLbiologicalLthemesLforLtargetLprioritisationZLPLoSbONEXL
2014XLjXLejjada 3.7 19

84 rlteredLrctionsLofLïemantineLandLNïurYznducedLturrentsLinLaLNewLxridcYueletedLïouseLäineZL
GenesXL2014XLfXLbajfYbbe 4.2 5

83 slockadeLofLTäRdLprotectsLmiceLfromLlethalLradiationYinducedLgastrointestinalLsyndromeZLNatureb
CommunicationsXL2014XLfXLdejc 17.4 96
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82 tonformationalLchangesLinLuNrYbindingLproteinskLrelationshipsLwithLprecomplexLfeaturesLandL
contributionsLtoLspecificityLandLstabilityZLProteins:bStructurenbFunctionbandbBioinformaticsXL2014XLicXLiebYfh4.2 23

81 wunctionalLsiteLplasticityLinLdomainLsuperfamiliesZLBiochimicabEtbBiophysicabActabobProteinsbandb
ProteomicsXL2013XLbideXLiheYij 4 24

80
γredictionLandLexperimentalLvalidationLofLaLputativeLnonYconsensusLbindingLsiteLforLtranscriptionL
factorLSTrTdLinLserumLamyloidLrLgeneLpromoterZLBiochimicabEtbBiophysicabActabobGeneralbSubjectsXL
2013XLbidaXLdgfaYf

4 5

79 UnderstandingLtheLbiologicalLcontextLofLNSfrYhostLinteractionsLinLytVLinfectionkLaLnetworkYbasedL
approachZLJournalbofbProteomebResearchXL2013XLbcXLcfdhYfb 5.6 22

78 TargetingLszxdYγyscLinteractionLtoLovercomeLtamoxifenLresistanceLinLbreastLcancerLcellsZLNatureb
CommunicationsXL2013XLeXLceed 17.4 39

77 ToxygateskLinteractiveLtoxicityLanalysisLonLaLhybridLmicroarrayLandLlinkedLdataLplatformZL
BioinformaticsXL2013XLcjXLdaiaYg 7.2 20

76
vxpressionXLpurificationXLcrystallizationLandLpreliminaryLcrystallographicLstudyLofLwtsrLfromL
methicillinYresistantLStaphylococcusLaureusZLActabCrystallographicabSectionbF:bStructuralbBiologyb
CommunicationsXL2013XLgjXLijfYi

1

75 TheLchemotherapeuticLagentLuïXrrLasLaLuniqueLzRwdYdependentLtypeYcLvaccineLadjuvantZLPLoSb
ONEXL2013XLiXLegaadi 3.7 18

74
bγbbeLuNrYbindingYinducedLconformationalLchangesLinLproteinsTaeZLNucleicLacidLbindingL
proteinsXγosterXTheLfbstLrnnualLïeetingLofLtheLsiophysicalLSocietyLofL–apanUZLSeibutsubButsuriXL
2013XLfdXLSbce

0

73 rLcombinedLproteomicsLandLcomputationalLapproachLprovidesLaLbetterLunderstandingLofL
ytVYinducedLliverLdiseaseZLExpertbReviewbofbProteomicsXL2012XLjXLejdYg 4.2 1

72 γroteomicLanalysisLofLhepatitisLtLvirusLTytVULcoreLproteinLtransfectionLandLhostLregulatorLγrci˛‡L
knockoutLinLytVLpathogenesiskLaLnetworkYbasedLstudyZLJournalbofbProteomebResearchXL2012XLbbXLdggeYhj5.6 12

71 SagacekLaLwebYbasedLsearchLengineLforLbiomedicalLdatabasesLinL–apanZLBMCbResearchbNotesXL2012XL
fXLgae 2.3 6

70 tomputationalLdesignXLconstructionXLandLcharacterizationLofLaLsetLofLspecificityLdeterminingL
residuesLinLproteinYproteinLinteractionsZLProteins:bStructurenbFunctionbandbBioinformaticsXL2012XLiaXLcecgYdg4.2 2

69 znhibitoryLrolesLofLsignalLtransducerLandLactivatorLofLtranscriptionLdLinLantitumorLimmunityLduringL
carcinogenYinducedLlungLtumorigenesisZLCancerbResearchXL2012XLhcXLcjjaYj 10.1 43

68 zdentificationLandLclassificationLofLbacterialLTypeLzzzLtoxinYantitoxinLsystemsLencodedLinL
chromosomalLandLplasmidLgenomesZLNucleicbAcidsbResearchXL2012XLeaXLgbfiYhd 20.1 107

67 rnLαpenLwrameworkLforLvxtensibleLïultiYstageLsioinformaticsLSoftwareZLLecturebNotesbinbComputerb
ScienceXL2012XLbagYbbh 0.9

66 äipidLrecognitionLpropensitiesLofLaminoLacidsLinLmembraneLproteinsLfromLatomicLresolutionLdataZL
BMCbBiophysicsXL2011XLeXLcb 0 6

65 UsingLknowledgeLofLproteinLstructuralLconstraintsLtoLpredictLtheLevolutionLofLyzVYbZLJournalbofb
MolecularbBiologyXL2011XLebaXLbacdYde 6.5 4

(2011-2014)
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64 γartnerYawareLpredictionLofLinteractingLresiduesLinLproteinYproteinLcomplexesLfromLsequenceLdataZL
PLoSbONEXL2011XLgXLecjbae 3.7 55

63 γredictionLofLdinucleotideYspecificLRNrYbindingLsitesLinLproteinsZLBMCbBioinformaticsXL2011XLbcL
SupplLbdXLSf 3.6 32

62 zdentificationLofLnovelLfunctionalLorganicLanionYtransportingLpolypeptideLbsdLpolymorphismsLandL
assessmentLofLsubstrateLspecificityZLPharmacogeneticsbandbGenomicsXL2011XLcbXLbadYbe 1.9 66

61 TargetïineXLanLintegratedLdataLwarehouseLforLcandidateLgeneLprioritisationLandLtargetLdiscoveryZL
PLoSbONEXL2011XLgXLebhiee 3.7 93

60 ttRXγkLexploringLclustersLofLconservedLresiduesLinLproteinLstructuresZLNucleicbAcidsbResearchXL2010XL
diXLWdjiYeab 20.1 10

59 rpplyingLtheLNaˆflveLsayesLclassifierLwithLkernelLdensityLestimationLtoLtheLpredictionLofL
proteinYproteinLinteractionLsitesZLBioinformaticsXL2010XLcgXLbiebYi 7.2 144

58
uetectingLsubtleLfunctionalLdifferencesLinLketopantoateLreductaseLandLrelatedLenzymesLusingLaL
ruleYbasedLapproachLwithLsequenceYstructureLhomologyLrecognitionLscoresZLProteinbEngineeringnb
DesignbandbSelectionXL2010XLcdXLifjYgj

1.9 1

57 αnLnucleotideLsolventLaccessibilityLinLRNrLstructureZLGeneXL2010XLegdXLebYi 3.8 8

56 NetworkLbasedLanalysisLofLhepatitisLtLvirusLcoreLandLNSesLproteinLinteractionsZLMolecularb
BioSystemsXL2010XLgXLcfdjYfd 44

55 zntegratedLpredictionLofLoneYdimensionalLstructuralLfeaturesLandLtheirLrelationshipsLwithL
conformationalLflexibilityLinLhelicalLmembraneLproteinsZLBMCbBioinformaticsXL2010XLbbXLfdd 3.6 5

54 treationLofLlysineYdeficientLmutantLlymphotoxinYalphaLwithLreceptorLselectivityLbyLusingLaLphageL
displayLsystemZLBiomaterialsXL2010XLdbXLbjdfYed 15.6 11

53
RelationshipsLbetweenLfunctionalLsubclassesLandLinformationLcontainedLinLactiveYsiteLandL
ligandYbindingLresiduesLinLdiverseLsuperfamiliesZLProteins:bStructurenbFunctionbandbBioinformaticsXL
2010XLhiXLcdgjYie

4.2 6

52 rLstructuralLdissectionLofLaminoLacidLsubstitutionsLinLhelicalLtransmembraneLproteinsZLProteins:b
StructurenbFunctionbandbBioinformaticsXL2010XLhiXLcijfYjah 4.2 9

51 ïolecularLbasisLforLSUïαylationYdependentLregulationLofLuNrLbindingLactivityLofLheatLshockL
factorLcZLJournalbofbBiologicalbChemistryXL2009XLcieXLcedfYeh 5.4 35

50 äipophobicityLandLtheLresidueLenvironmentsLofLtheLtransmembraneLalphaYhelicalLbundleZLProteins:b
StructurenbFunctionbandbBioinformaticsXL2009XLheXLdcYej 4.2 12

49 γredictionLofLmonoYLandLdiYnucleotideYspecificLuNrYbindingLsitesLinLproteinsLusingLneuralLnetworksZL
BMCbStructuralbBiologyXL2009XLjXLda 2.7 32

48
cγYcdiLwunctionalLclassificationLofLenzymesLbyLclusteringLofLsubsequencesLconsistingLofLactiveLsitesL
andLligandLinteractionLsitesTsioinformaticskwunctionalLgenomicsXTheLehthLrnnualLïeetingLofLtheL
siophysicalLSocietyLofL–apanUZLSeibutsubButsuriXL2009XLejXLSbee

0

47
cγYcedLTheLpredictionLofLproteinYproteinLinteractionLsitesLinLsequencesLusingLaLnaiveLbayesL
classifierLwithLaLkernelLdensityLestimationTsioinformaticskwunctionalLgenomicsXTheLehthLrnnualL
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46 rLphylogenomicLprofileLofLhemerythrinsXLtheLnonhemeLdiironLbindingLrespiratoryLproteinsZLBMCb
EvolutionarybBiologyXL2008XLiXLcee 3 41

45 uockingLofLcytochromeLcgLandLplastocyaninLtoLtheLaadYtypeLcytochromeLcLoxidaseLinLtheL
cyanobacteriumLγhormidiumLlaminosumZLProteinbEngineeringnbDesignbandbSelectionXL2008XLcbXLgijYji 1.9 4

44 urosophilaLneurotrophinsLrevealLaLcommonLmechanismLforLnervousLsystemLformationZLPLoSbBiology
XL2008XLgXLecie 9.7 86

43 vxploringLligandLrecognitionLandLionLflowLinLcomparativeLmodelsLofLtheLhumanLxrsrLtypeLrL
receptorZLJournalbofbMolecularbGraphicsbandbModellingXL2007XLcgXLhgaYhe 2.8 29

42 uisruptedLinLSchizophreniaLbLznteractomekLevidenceLforLtheLcloseLconnectivityLofLriskLgenesLandLaL
potentialLsynapticLbasisLforLschizophreniaZLMolecularbPsychiatryXL2007XLbcXLheYig 15.1 349

41 rLmodelLofLglobinLevolutionZLGeneXL2007XLdjiXLbdcYec 3.8 90

40 wlyïinekLanLintegratedLdatabaseLforLurosophilaLandLrnophelesLgenomicsZLGenomebBiologyXL2007XLiXLRbcj18.3 260

39
rLnovelLmechanismLofLallostericLregulationLofLarchaealLphosphoenolpyruvateLcarboxylasekLaL
combinedLapproachLtoLstructureYbasedLalignmentLandLmodelLassessmentZLProteinbEngineeringnb
DesignbandbSelectionXL2006XLbjXLeajYbj

1.9 10

38 TheLguanidinoYgroupLmodifyingLenzymeskLstructuralLbasisLforLtheirLdiversityLandLcommonalityZL
Proteins:bStructurenbFunctionbandbBioinformaticsXL2006XLgeXLbabaYcd 4.2 42

37 TheLcommonLphospholipidYbindingLactivityLofLtheLNYterminalLdomainsLofLγvXbLandLVtγ_pjhZLFEBSb
JournalXL2006XLchdXLejfjYhb 5.7 24

36
αrganicLanionLtransportingLpolypeptidesLofLtheLαrTγ_SätαLsuperfamilykLidentificationLofLnewL
membersLinLnonmammalianLspeciesXLcomparativeLmodelingLandLaLpotentialLtransportLmodeZLJournalb
ofbMembranebBiologyXL2005XLcaiXLcbdYch

2.3 107

35 rminoYrcidLSubstitutionsLznLïembraneLγroteinskLrpplicationsLToLyomologyLRecognitionLrndL
tomparativeLïodellingZLBMCbBioinformaticsXL2005XLgXLSj 3.6 2

34 wunctionalLrestraintsLonLtheLpatternsLofLaminoLacidLsubstitutionskLapplicationLtoLsequenceYstructureL
homologyLrecognitionZLProteins:bStructurenbFunctionbandbBioinformaticsXL2005XLgbXLhccYdb 4.2 13

33 uistinctLproteinLinterfacesLinLtransmembraneLdomainsLsuggestLanLinLvivoLfoldingLmodelZLProteinb
ScienceXL2004XLbdXLdaciYdh 6.3 7

32 yαïSTRrukLrecentLdevelopmentsLofLtheLyomologousLγroteinLStructureLrlignmentLuatabaseZL
NucleicbAcidsbResearchXL2004XLdcXLucadYh 20.1 74

31 rLmodelLofLaLtransmembraneLdrugYeffluxLpumpLfromLxramYnegativeLbacteriaZLFEBSbLettersXL2004XL
fhiXLfYj 3.8 69

30 woldLrecognitionLforLdrugLdiscoveryZLDrugbDiscoverybToday:bTARGETSXL2004XLdXLbiYcd 8

29 tylindricalLchannelsLfromLconcaveLhelicesZLScienceXL2003XLcjjXLggbYc 33.3 4
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28 γredictionLofLtheLstructureLandLfunctionLofLrstrLandLrstsXLtheLfirstLtwoLenzymesLofLtheLarginineL
succinyltransferaseLpathwayLofLarginineLcatabolismZLFEBSbLettersXL2003XLfffXLfafYba 3.8 11

27 TheLexportLofLcoatLproteinLfromLenteroaggregativeLvscherichiaLcoliLbyLaLspecificLrTγYbindingL
cassetteLtransporterLsystemZLJournalbofbBiologicalbChemistryXL2003XLchiXLefgiaYj 5.4 125

26 rLNovelLSuperfamilyLthatLtatalyzesLtheLïodificationLofLrrginineZLSeibutsubButsuriXL2003XLedXLjhYbaa 0 1

25 StructureLofLtheLperiplasmicLdomainLofLγseudomonasLaeruginosaLTolrkLevidenceLforLanL
evolutionaryLrelationshipLwithLtheLTonsLtransporterLproteinZLEMBObJournalXL2002XLcbXLecahYbi 13 45

24 TheLSWzsLandLtheLïuïcLdomainsLareLhomologousLandLshareLaLcommonLfoldZLBioinformaticsXL2002XL
biXLgcgYda 7.2 29

23 rLfamilyLofLproteinsLrelatedLtoLSpˆ⁄tzleXLtheLtollLreceptorLligandXLareLencodedLinLtheLurosophilaL
genomeZLProteins:bStructurenbFunctionbandbBioinformaticsXL2001XLefXLhbYia 4.2 64

22 rLnovelLsuperfamilyLofLenzymesLthatLcatalyzeLtheLmodificationLofLguanidinoLgroupsZLTrendsbinb
BiochemicalbSciencesXL2001XLcgXLegfYi 10.3 104

21 wUxUvkLsequenceYstructureLhomologyLrecognitionLusingLenvironmentYspecificLsubstitutionLtablesL
andLstructureYdependentLgapLpenaltiesZLJournalbofbMolecularbBiologyXL2001XLdbaXLcedYfh 6.5 1102

20 trystallographerSsLthallengeLinLtheLcbstLtenturyZLdZLwrontierLofLγroteinLtrystallographyZLwromL
xenomeLtoLStructurekLthallengesLinLStructuralLsioinformaticsZZLNihonbKesshobGakkaishiXL2001XLedXLffYgc 0

19 StructuralLgenomicskLanLoverviewZLProgressbinbBiophysicsbandbMolecularbBiologyXL2000XLhdXLcijYjf 4.7 35

18 tharacterisationLofLtheLgeneLforLurosophilaLamphiphysinZLGeneXL2000XLcebXLbghYhe 3.8 12

17
betaLdkLanLadditionalLauxiliaryLsubunitLofLtheLvoltageYsensitiveLsodiumLchannelLthatLmodulatesL
channelLgatingLwithLdistinctLkineticsZLProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedb
StatesbofbAmericaXL2000XLjhXLcdaiYbd

11.5 259

16 rLsixYstrandedLdoubleYpsiLbetaLbarrelLisLsharedLbyLseveralLproteinLsuperfamiliesZLStructureXL1999XLhXLcchYdg5.2 102

15 NYethylmaleimideYsensitiveLfusionLproteinLTNSwULandLtuteiLconfirmedLasLmembersLofLtheL
doubleYpsiLbetaYbarrelLaspartateLdecarboxylase_formateLdehydrogenaseLfamilyZLStructureXL1999XLhXLRcbfYg5.2 6

14 rnLiterativeLstructureYassistedLapproachLtoLsequenceLalignmentLandLcomparativeLmodelingL1999XL
dhXLffYga 29

13 TheLinsulinLreceptorkLfromLproteinLsequenceLtoLstructureZLBiochemicalbSocietybTransactionsXL1999XL
chXLhbfYcg 5.1 33

12 WatchingLtheLRiseLofLStructuralLxenomicsZZLSeibutsubButsuriXL1999XLdjXLbbjYbcc 0 1

11 xettingLknottedkLaLmodelLforLtheLstructureLandLactivationLofLSpˆ⁄tzleZLTrendsbinbBiochemicalbSciencesXL
1998XLcdXLcdjYec 10.3 90
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10 trïγrSSkLaLdatabaseLofLstructurallyLalignedLproteinLsuperfamiliesZLStructureXL1998XLgXLbaihYje 5.2 64

9 yαïSTRrukLaLdatabaseLofLproteinLstructureLalignmentsLforLhomologousLfamiliesZLProteinbScienceXL
1998XLhXLcegjYhb 6.3 421

8 γroteinLthreeYdimensionalLstructuralLdatabaseskLdomainsXLstructurallyLalignedLhomologuesLandL
superfamiliesZLActabCrystallographicabSectionbD:bBiologicalbCrystallographyXL1998XLfeXLbbgiYhh 5

7 rLthirdLfibronectinLtypeLzzzLdomainLinLtheLextracellularLregionLofLtheLinsulinLreceptorLfamilyZLFEBSb
LettersXL1998XLeebXLddbYg 3.8 24

6 trystalLstructureLofLglutathioneLsynthetaseLatLoptimalLpykLdomainLarchitectureLandLstructuralL
similarityLwithLotherLproteinsZLProteinbEngineeringnbDesignbandbSelectionXL1996XLjXLbaidYjc 1.9 24

5 SeekingLsignificanceLinLthreeYdimensionalLproteinLstructureLcomparisonsZLCurrentbOpinionbinb
StructuralbBiologyXL1995XLfXLdhhYic 8.1 44

4 tomparisonLofLspatialLarrangementsLofLsecondaryLstructuralLelementsLinLproteinsZLProteinb
EngineeringnbDesignbandbSelectionXL1995XLiXLdfdYgc 1.9 72

3 tollectiveLmotionsLinLproteinsLinvestigatedLbyLXYrayLdiffuseLscatteringZLProteins:bStructurenbFunctionb
andbBioinformaticsXL1994XLbiXLdeYei 4.2 29

2 sioinformaticsLrpproachesLforLrnalysisLofLγroteinâ��äigandLznteractionscghYcjj 2

1 tlomipramineLsuppressesLrtvcYmediatedLSrRSYtoVYcLentry 1
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