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g Paper IF Citations

115 Population[scaleKlong[readKsequencingKuncoversKtransposableKelementsKassociatedKwithKgeneK
expressionKvariationKandKadaptiveKsignaturesKinKvrosophila]]KNaturehCommunicationsWK2022WKceWKckfj 17.4 3

114 sKyenomicKSurveyKofK–ayetiolaKdestructorK–obilomeKProvidesKNewKInsightsKintoKtheKwvolutionaryK
zistoryKofKTransposableKwlementsKinKtheKuecidomyiidK–idges]KPLoShONEWK2021WKchWKebdgikkh 3.7 1

113 TwKzublKsKcommunity[orientedKspaceKforKsharingKandKconnectingKtoolsWKdataWKresourcesWKandK
methodsKforKtransposableKelementKannotation]KMobilehDNAWK2021WKcdWKch 4.4 2

112 tuildingKaKsuccessfulKinternationalKresearchKcommunityKthroughKdataKsharinglKTheKcaseKofKtheK
WheatKInformationKSystemKSWheatIST]KF1000ResearchWK2020WKkWKgeh 3.6 1

111 TwentyKyearsKofKtransposableKelementKanalysisKinKtheKgenome]KMobilehDNAWK2020WKccWKdj 4.4 22

110 RepetvtlKaKunifiedKresourceKforKtransposableKelementKreferences]KMobilehDNAWK2019WKcbWKh 4.4 23

109 StressKresponseWKbehaviorWKandKdevelopmentKareKshapedKbyKtransposableKelement[inducedK
mutationsKinKvrosophila]KPLoShGeneticsWK2019WKcgWKecbbikbb 6 41

108 ProgressKinKsingle[accessKinformationKsystemsKforKwheatKandKriceKcropKimprovement]KBriefingshinh
BioinformaticsWK2019WKdbWKghg[gic 13.4 4

107 TheKRosaKgenomeKprovidesKnewKinsightsKintoKtheKdomesticationKofKmodernKroses]KNaturehGeneticsWK
2018WKgbWKiid[iii 36.3 194

106 ShiftingKtheKlimitsKinKwheatKresearchKandKbreedingKusingKaKfullyKannotatedKreferenceKgenome]K
ScienceWK2018WKehcWK 33.3 1296

105 ”inkingKtheKInternationalKWheatKyenomeKSequencingKuonsortiumKbreadKwheatKreferenceKgenomeK
sequenceKtoKwheatKgeneticKandKphenomicKdata]KGenomehBiologyWK2018WKckWKccc 18.3 119

104 sKhigh[qualityKgenomeKsequenceKofKRosaKchinensisKtoKelucidateKornamentalKtraits]KNaturehPlantsWK
2018WKfWKfie[fjf 11.5 134

103 éakKgenomeKrevealsKfacetsKofKlongKlifespan]KNaturehPlantsWK2018WKfWKffb[fgd 11.5 158

102 wvolutionaryKgenomicsKofKtheKcold[adaptedKdiatomKxragilariopsisKcylindrus]KNatureWK2017WKgfcWKgeh[gfb 50.4 226

101
uorrectionsKtoKâ��veKNovoKsnnotationKofKTransposableKwlementslKTacklingKtheKxatKyenomeKIssueâ��K
[JamillouxKetKal]WKProc]KIwwwWKvol]KcbgWKno]KeWKpp]Kfifâ��fjcWK–ar]KdbciWKvéIlK
cb]ccbkaJPRéu]dbch]dgkbjee]]KProceedingshofhthehIEEEWK2017WKcbgWKkij[kij

14.3 1

100 TwoKgenomesKofKhighlyKpolyphagousKlepidopteranKpestsKSSpodopteraKfrugiperdaWKNoctuidaeTKwithK
differentKhost[plantKranges]KScientifichReportsWK2017WKiWKccjch 4.9 146

99 zigh[qualityKdeKnovoKassemblyKofKtheKappleKgenomeKandKmethylomeKdynamicsKofKearlyKfruitK
development]KNaturehGeneticsWK2017WKfkWKcbkk[ccbh 36.3 421
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98 ReconcilingKtheKevolutionaryKoriginKofKbreadKwheatKSTriticumKaestivumT]KNewhPhytologistWK2017WKdceWKcfii[cfjh9.8 72

97 uombinedKyenomicKandKyeneticKvataKIntegrationKofK–ajorKsgronomicalKTraitsKinKtreadKWheatKSK”]T]K
FrontiershinhPlanthScienceWK2017WKjWKcjfe 6.2 24

96 vevelopingKdataKinteroperabilityKusingKstandardslKsKwheatKcommunityKuseKcase]KF1000ResearchWK
2017WKhWKcjfe 3.6 12

95 vevelopingKdataKinteroperabilityKusingKstandardslKsKwheatKcommunityKuseKcase]KF1000ResearchWK
2017WKhWKcjfe 3.6 14

94 –iningKPlantKyenomicKandKyeneticKvataKUsingKtheKynpISKInformationKSystem]KMethodshinhMolecularh
BiologyWK2017WKcgeeWKcbe[cci 1.4

93 vecodingKtheKoakKgenomelKpublicKreleaseKofKsequenceKdataWKassemblyWKannotationKandKpublicationK
strategies]KMolecularhEcologyhResourcesWK2016WKchWKdgf[hg 8.4 76

92 InternationalKuongressKonKTransposableKelementsKSIuTwKdbchTKinKSaintK–alolKmobileKelementsKunderK
theKsunKofKtrittany]KMobilehDNAWK2016WKiWKck 4.4 1

91 ImpactKandKinsightsKfromKancientKrepetitiveKelementsKinKplantKgenomes]KCurrenthOpinionhinhPlanth
BiologyWK2016WKebWKfc[h 9.9 22

90 uomprehensiveKrepeatomeKannotationKrevealsKstrongKpotentialKimpactKofKrepetitiveKelementsKonK
tomatoKripening]KBMChGenomicsWK2016WKciWKhdf 4.5 22

89 transP”sNTKResourcesKforKTriticeaeKyenomicKvata]KPlanthGenomeWK2016WKkWKplantgenomedbcg]bh]bbej 4.4 5

88 ]KProceedingshofhthehIEEEWK2016WKc[j 14.3 6

87 TowardsKanKopenKgrapevineKinformationKsystem]KHorticulturehResearchWK2016WKeWKchbgh 7.7 26

86 TheKsrabidopsisKhnRNP[QKProteinK”IxdKandKtheKPRucKSubunitK”zPcKxunctionKinKuoncertKtoKRegulateK
theKTranscriptionKofKStress[ResponsiveKyenes]KPlanthCellWK2016WKdjWKdcki[ddcc 11.6 28

85 TheKoakKgeneKexpressionKatlaslKinsightsKintoKxagaceaeKgenomeKevolutionKandKtheKdiscoveryKofKgenesK
regulatedKduringKbudKdormancyKrelease]KBMChGenomicsWK2015WKchWKccd 4.5 37

84 WholeKgenomeKcomparativeKanalysisKofKtransposableKelementsKprovidesKnewKinsightKintoK
mechanismsKofKtheirKinactivationKinKfungalKgenomes]KBMChGenomicsWK2015WKchWKcfc 4.5 67

83 ImpactKofKtransposableKelementsKonKinsectKgenomesKandKbiology]KCurrenthOpinionhinhInsecthScienceWK
2015WKiWKeb[eh 5.1 31

82 SexKandKparasiteslKgenomicKandKtranscriptomicKanalysisKofK–icrobotryumKlychnidis[dioicaeWKtheK
biotrophicKandKplant[castratingKantherKsmutKfungus]KBMChGenomicsWK2015WKchWKfhc 4.5 44

81 sKcallKforKbenchmarkingKtransposableKelementKannotationKmethods]KMobilehDNAWK2015WKhWKce 4.4 60

(2015-2017)
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80 yenomeKexpansionKofKsrabisKalpinaKlinkedKwithKretrotranspositionKandKreducedKsymmetricKvNsK
methylation]KNaturehPlantsWK2015WKcWKcfbde 11.5 121

79 wvolutionKofKtheKw“sKfamilyKofKpowderyKmildewKavirulence[effectorKgenesKfromKtheKéRxKcKofKaK”INwK
retrotransposon]KBMChGenomicsWK2015WKchWKkci 4.5 21

78 “aryotypeKandKgeneKorderKevolutionKfromKreconstructedKextinctKancestorsKhighlightKcontrastsKinK
genomeKplasticityKofKmodernKrosidKcrops]KGenomehBiologyhandhEvolutionWK2015WKiWKieg[fk 3.9 33

77 UnderstandingKtrassicaceaeKevolutionKthroughKancestralKgenomeKreconstruction]KGenomehBiologyWK
2015WKchWKdhd 18.3 61

76 TheKtio–artKcommunityKportallKanKinnovativeKalternativeKtoKlargeWKcentralizedKdataKrepositories]K
NucleichAcidshResearchWK2015WKfeWKWgjk[kj 20.1 468

75 wndogenousKflorendovirusesKareKmajorKcomponentsKofKplantKgenomesKandKhallmarksKofKvirusK
evolution]KNaturehCommunicationsWK2014WKgWKgdhk 17.4 69

74 TednalKaKtransposableKelementKdeKnovoKassembler]KBioinformaticsWK2014WKebWKdhgh[j 7.2 27

73 TheKgenomeKofKtheKstress[tolerantKwildKtomatoKspeciesKSolanumKpennellii]KNaturehGeneticsWK2014WK
fhWKcbef[j 36.3 269

72 sKchromosome[basedKdraftKsequenceKofKtheKhexaploidKbreadKwheatKSTriticumKaestivumTKgenome]K
ScienceWK2014WKefgWKcdgcijj 33.3 1129

71 StructuralKandKfunctionalKpartitioningKofKbreadKwheatKchromosomeKet]KScienceWK2014WKefgWKcdfkidc 33.3 397

70 yenomeKinterplayKinKtheKgrainKtranscriptomeKofKhexaploidKbreadKwheat]KScienceWK2014WKefgWKcdgbbkc 33.3 225

69 sncientKhybridizationsKamongKtheKancestralKgenomesKofKbreadKwheat]KScienceWK2014WKefgWKcdgbbkd 33.3 419

68 PsSTwulKanKautomaticKtransposableKelementKclassificationKtool]KPLoShONEWK2014WKkWKekckdk 3.7 159

67
SharedKsubgenomeKdominanceKfollowingKpolyploidizationKexplainsKgrassKgenomeKevolutionaryK
plasticityKfromKaKsevenKprotochromosomeKancestorKwithKch“Kprotogenes]KGenomehBiologyhandh
EvolutionWK2014WKhWKcd[ee

3.9 56

66 veepKinvestigationKofKsrabidopsisKthalianaKjunkKvNsKrevealsKaKcontinuumKbetweenKrepetitiveK
elementsKandKgenomicKdarkKmatter]KPLoShONEWK2014WKkWKekfcbc 3.7 44

65 StudyingKtheKorganizationKofKgenesKencodingKplantKcellKwallKdegradingKenzymesKinKuhrysomelaK
tremulaKprovidesKinsightsKintoKaKleafKbeetleKgenome]KInsecthMolecularhBiologyWK2014WKdeWKdjh[ebb 3.4 12

64 érganizationKandKevolutionKofKtransposableKelementsKalongKtheKbreadKwheatKchromosomeKet]K
GenomehBiologyWK2014WKcgWKgfh 18.3 69

63 sncestralKrepeatsKhaveKshapedKepigenomeKandKgenomeKcompositionKforKmillionsKofKyearsKinK
srabidopsisKthaliana]KNaturehCommunicationsWK2014WKgWKfcbf 17.4 59
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62 PanKgenomeKofKtheKphytoplanktonKwmilianiaKunderpinsKitsKglobalKdistribution]KNatureWK2013WKfkkWKdbk[ce 50.4 356

61 TheKwheatKpowderyKmildewKgenomeKshowsKtheKuniqueKevolutionKofKanKobligateKbiotroph]KNatureh
GeneticsWK2013WKfgWKcbkd[h 36.3 169

60
vistributionWKevolutionWKandKdiversityKofKretrotransposonsKatKtheKflamencoKlocusKreflectKtheK
regulatoryKpropertiesKofKpiRNsKclusters]KProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaWK2013WKccbWKckjfd[i

11.5 72

59 TheKuapsellaKrubellaKgenomeKandKtheKgenomicKconsequencesKofKrapidKmatingKsystemKevolution]K
NaturehGeneticsWK2013WKfgWKjec[g 36.3 274

58 WheatKsyntenomeKunveilsKnewKevidencesKofKcontrastedKevolutionaryKplasticityKbetweenKpaleo[KandK
neoduplicatedKsubgenomes]KPlanthJournalWK2013WKihWKcbeb[ff 6.9 61

57 wfficientKcomparisonKofKsetsKofKintervalsKwithKNu[lists]KBioinformaticsWK2013WKdkWKkee[k 7.2 2

56 ynpISlKanKinformationKsystemKtoKintegrateKgeneticKandKgenomicKdataKfromKplantsKandKfungi]K
Database:hthehJournalhofhBiologicalhDatabaseshandhCurationWK2013WKdbceWKbatbgj 5 36

55 RoadmapKforKannotatingKtransposableKelementsKinKeukaryoteKgenomes]KMethodshinhMolecularh
BiologyWK2012WKjgkWKge[hj 1.4 12

54 TheKwctocarpusKyenomeKandKtrownKslgalKyenomicslKTheKwctocarpusKyenomeKuonsortium]KAdvancesh
inhBotanicalhResearchWK2012WKhfWKcfc[cjf 2.2 10

53 TransposableKwlementKsnnotationKinKuompletelyKSequencedKwukaryoteKyenomes]KTopicshinhCurrenth
GeneticsWK2012WKci[ek 9

52 InternationalKuongressKonKTransposableKwlementsKSIuTwTKdbcdKinKSaintK–aloKandKtheKseaKofKTwK
stories]KMobilehDNAWK2012WKeWKci 4.4

51 TrisnnotlKsKVersatileKandKzighKPerformanceKPipelineKforKtheKsutomatedKsnnotationKofKPlantK
yenomes]KFrontiershinhPlanthScienceWK2012WKeWKg 6.2 54

50 yenomicKanalysisKofKtheKnecrotrophicKfungalKpathogensKSclerotiniaKsclerotiorumKandKtotrytisK
cinerea]KPLoShGeneticsWK2011WKiWKecbbddeb 6 659

49 ébligateKbiotrophyKfeaturesKunraveledKbyKtheKgenomicKanalysisKofKrustKfungi]KProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaWK2011WKcbjWKkchh[ic 11.5 479

48 uonsideringKtransposableKelementKdiversificationKinKdeKnovoKannotationKapproaches]KPLoShONEWK
2011WKhWKechgdh 3.7 333

47 uorrelationKofK”NuRKrasiRNssKexpressionKwithKheterochromatinKformationKduringKdevelopmentKofK
theKholocentricKinsectKSpodopteraKfrugiperda]KPLoShONEWK2011WKhWKedfifh 3.7 11

46 S[–sRTWKaKsoftwareKtoolboxKtoKaidKRNs[SeqKdataKanalysis]KPLoShONEWK2011WKhWKedgkjj 3.7 29

45 InKsearchKofKlostKtrajectorieslKRecoveringKtheKdiversificationKofKtransposableKelements]KMobileh
GenetichElementsWK2011WKcWKcgc[cgf 4

(2011-2013)
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44 wffectorKdiversificationKwithinKcompartmentsKofKtheK”eptosphaeriaKmaculansKgenomeKaffectedKbyK
Repeat[InducedKPointKmutations]KNaturehCommunicationsWK2011WKdWKdbd 17.4 354

43 yenome[wideKevidenceKforKlocalKvNsKmethylationKspreadingKfromKsmallKRNs[targetedKsequencesKinK
srabidopsis]KNucleichAcidshResearchWK2011WKekWKhkck[ec 20.1 114

42 xormationKofKplantKmetabolicKgeneKclustersKwithinKdynamicKchromosomalKregions]KProceedingshofh
thehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaWK2011WKcbjWKchcch[dc 11.5 166

41 Pˆ'rigordKblackKtruffleKgenomeKuncoversKevolutionaryKoriginsKandKmechanismsKofKsymbiosis]KNatureWK
2010WKfhfWKcbee[j 50.4 545

40 TheKwctocarpusKgenomeKandKtheKindependentKevolutionKofKmulticellularityKinKbrownKalgae]KNatureWK
2010WKfhgWKhci[dc 50.4 645

39
wxtensiveKsyntenyKconservationKofKholocentricKchromosomesKinK”epidopteraKdespiteKhighKratesKofK
localKgenomeKrearrangements]KProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStatesh
ofhAmericaWK2010WKcbiWKihjb[g

11.5 121

38 yenomeKsequenceKofKtheKpeaKaphidKscyrthosiphonKpisum]KPLoShBiologyWK2010WKjWKecbbbece 9.7 732

37 yenomeKexpansionKandKgeneKlossKinKpowderyKmildewKfungiKrevealKtradeoffsKinKextremeKparasitism]K
ScienceWK2010WKeebWKcgfe[h 33.3 577

36 TheKgenomeKofK”accariaKbicolorKprovidesKinsightsKintoKmycorrhizalKsymbiosis]KNatureWK2008WKfgdWKjj[kd 50.4 823

35 yenomeKsequenceKofKtheKmetazoanKplant[parasiticKnematodeK–eloidogyneKincognita]KNatureh
BiotechnologyWK2008WKdhWKkbk[cg 44.5 790

34 ImprovedKdetectionKandKannotationKofKtransposableKelementsKinKsequencedKgenomesKusingK
multipleKreferenceKsequenceKsets]KGenomicsWK2008WKkcWKfhi[ig 4.3 57

33
yenome[wideKstudiesKhighlightKindirectKlinksKbetweenKhumanKreplicationKoriginsKandKgeneK
regulation]KProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaWK2008WK
cbgWKcgjei[fd

11.5 226

32 PromoterKvNsKhypermethylationKandKgeneKrepressionKinKundifferentiatedKsrabidopsisKcells]KPLoSh
ONEWK2008WKeWKeeebh 3.7 92

31 yenomeKsequenceKofKsedesKaegyptiWKaKmajorKarbovirusKvector]KScienceWK2007WKechWKcicj[de 33.3 867

30 wvolutionKofKgenesKandKgenomesKonKtheKvrosophilaKphylogeny]KNatureWK2007WKfgbWKdbe[cj 50.4 1586

29 ”TRKretrotransposonsKinKriceKSéryzaKsativaWK”]TlKrecentKburstKamplificationsKfollowedKbyKrapidKvNsK
loss]KBMChGenomicsWK2007WKjWKdcj 4.5 112

28 sKmodelKofKsegmentalKduplicationKformationKinKvrosophilaKmelanogaster]KGenomehResearchWK2007WK
ciWKcfgj[ib 9.7 57

27 viscoveringKandKdetectingKtransposableKelementsKinKgenomeKsequences]KBriefingshinhBioinformaticsWK
2007WKjWKejd[kd 13.4 139
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26 SpipKandKSquiqWKtwoKnovelKriceKnon[autonomousK”TRKretro[elementKfamiliesKrelatedKtoKRIRweKandK
RIRwj]KPlanthScienceWK2007WKcidWKj[ck 5.3 10

25 TheKxusariumKgraminearumKgenomeKrevealsKaKlinkKbetweenKlocalizedKpolymorphismKandKpathogenK
specialization]KScienceWK2007WKeciWKcfbb[d 33.3 668

24 PKelementsKandK–ITwKrelativesKinKtheKwholeKgenomeKsequenceKofKsnophelesKgambiae]KBMCh
GenomicsWK2006WKiWKdcf 4.5 26

23 RecurrentKinsertionKandKduplicationKgenerateKnetworksKofKtransposableKelementKsequencesKinKtheK
vrosophilaKmelanogasterKgenome]KGenomehBiologyWK2006WKiWKRccd 18.3 134

22 VariationKinKcrossing[overKratesKacrossKchromosomeKfKofKsrabidopsisKthalianaKrevealsKtheKpresenceK
ofKmeioticKrecombinationKMhotKspotsM]KGenomehResearchWK2006WKchWKcbh[cf 9.7 139

21 uomparativeKanalysisKofKtsuKandKwholeKgenomeKshotgunKsequencesKfromKanKsnophelesKgambiaeK
regionKrelatedKtoKPlasmodiumKencapsulation]KInsecthBiochemistryhandhMolecularhBiologyWK2005WKegWKikk[jcf4.5 3

20 uombinedKevidenceKannotationKofKtransposableKelementsKinKgenomeKsequences]KPLoSh
ComputationalhBiologyWK2005WKcWKchh[ig 5 257

19 RecurrentKrecruitmentKofKtheKTzsPKvNs[bindingKdomainKandKmolecularKdomesticationKofKtheK
P[transposableKelement]KMolecularhBiologyhandhEvolutionWK2005WKddWKifc[h 8.3 34

18 vetectionKofKtransposableKelementsKbyKtheirKcompositionalKbias]KBMChBioinformaticsWK2004WKgWKkf 3.6 21

17 zoppelWKaKP[likeKelementKwithoutKintronslKaKP[elementKancestralKstructureKorKaKretrotranscriptionK
derivativeq]KMolecularhBiologyhandhEvolutionWK2003WKdbWKjhk[ik 8.3 12

16 vetectionKofKnewKtransposableKelementKfamiliesKinKvrosophilaKmelanogasterKandKsnophelesK
gambiaeKgenomes]KJournalhofhMolecularhEvolutionWK2003WKgiKSupplKcWKSgb[k 3.1 54

15 IndicationKofKlinkageKandKgeneticKheterogeneityKforKasthmaKandKatopyKonKchromosomesKjpKandKcdqK
inKcbiKxrenchKwywsKfamilies]KEuropeanhJournalhofhHumanhGeneticsWK2003WKccWKgkb[h 5.3 3

14 RecurrentKexonKshufflingKbetweenKdistantKP[elementKfamilies]KMolecularhBiologyhandhEvolutionWK
2003WKdbWKckb[k 8.3 17

13 yeneticKalgorithm[basedKmodelKofKevolutionaryKdynamicsKofKclassKIIKtransposableKelements]KJournalh
ofhTheoreticalhBiologyWK2001WKdceWKdc[eb 2.3 11

12 SearchKforKmultifactorialKdiseaseKsusceptibilityKgenesKinKfounderKpopulations]KAnnalshofhHumanh
GeneticsWK2000WKhfWKdgg[hg 2.2 71

11 TheKtriangleKtestKstatisticKSTTSTlKaKtestKofKgeneticKhomogeneityKusingKdepartureKfromKtheKtriangleK
constraintsKinKItvKdistributionKamongKaffectedKsib[pairs]KAnnalshofhHumanhGeneticsWK2000WKhfWKfee[fd 2.2 19

10 vetectionKandKmodelingKofKdiseaseKsusceptibilityKlocusKeffectslKhowKmuchKcanKbeKlearnedKfromK
contrastKofKpopulationsq]KGenetichEpidemiologyWK1999WKciKSupplKcWKSghk[if 2.6

9 vepartureKfromKtheKtriangleKconstraintsKinKdiscordantKsibKpairslKaKtestKforKgeneticKheterogeneity]K
GenetichEpidemiologyWK1999WKciKSupplKcWKShjg[k 2.6 2

(1999-2007)
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8 énKtheKprobabilityKofKidentityKstatesKinKpermutableKpopulationslKreplyKtoKuannings]KAmericanh
JournalhofhHumanhGeneticsWK1998WKhdWKidh[i 11 7

7 vynamicsKofKtransposableKelementsKinKmetapopulationslKaKmodelKofKPKelementKinvasionKinK
vrosophila]KTheoreticalhPopulationhBiologyWK1998WKgfWKcig[ke 1.2 38

6 sKsimulationKofKPKelementKhorizontalKtransferKinKvrosophila]KGeneticaWK1997WKcbbWKdkg[ebi 1.5 10

5 vrosophilaKPKelementlKtranspositionWKregulationKandKevolution]KGeneticaWK1994WKkeWKhc[ij 1.5 23

4 uanKtransposableKelementKcopyKnumberKdistributionKparametersKbeKestimatedKfromKnaturalK
populationsKofKvrosophilaKmelanogasterq]KJournalhofhEvolutionaryhBiologyWK1994WKiWKce[dj 2.3 2

3 Population[scaleKlong[readKsequencingKuncoversKtransposableKelementsKcontributingKtoKgeneK
expressionKvariationKandKassociatedKwithKadaptiveKsignaturesKinKvrosophilaKmelanogaster 2

2 StressKresponseWKbehaviorWKandKdevelopmentKareKshapedKbyKtransposableKelement[inducedK
mutationsKinKvrosophila 3

1 TracesKofKtransposableKelementsKinKgenomeKdarkKmatterKco[optedKbyKfloweringKgeneKregulationKnetworks 6
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