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59 wlobalIstudyIofIySfaaZIinIaIsuccessfulIMycobacteriumItuberculosisIstrainjIcluesIforIdecipheringIitsI
behaviorIandIforIitsIrapidIdetectionXIJournalbofbClinicalbMicrobiologyVI2013VIeaVIcfcaWg 9.7 11

58 MycobacterialIqminoglycosideIqcetyltransferasesjIqI ittleIofItrugIResistanceVIandIaI otIofIótherI
RolesXIFrontiersbinbMicrobiologyVI2019VIaZVIdf 5.7 10

57 uvaluationIofItheIimmunogenicityIandIefficacyIofIrswIandIMTrVqsIvaccinesIusingIaInaturalI
transmissionImodelIofItuberculosisXIVeterinarybResearchVI2019VIeZVIhb 3.8 10

56 MultidrugWresistantIMycobacteriumItuberculosisIstrainIfromIuquatorialIwuineaIdetectedIinISpainXI
EmergingbInfectiousbDiseasesVI2009VIaeVIahehWfZ 10.2 10

55 UnsuspectedIandIextensiveItransmissionIofIaIdrugWsusceptibleIMycobacteriumItuberculosisIstrainXI
BMCbPulmonarybMedicineVI2009VIiVIc 3.5 10
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54 UseIofIconjugativeIandIthermosensitiveIcloningIvectorsIforItransposonIdeliveryItoIMycobacteriumI
smegmatisXIFEMSbMicrobiologybLettersVI1995VIabgVIceWi 2.9 10

53 MultidrugWresistantItuberculosisIcausedIbyIPWPWrelatedIstrainsIinIthreeIimmunocompetentI
foreignWbornIpatientsXIInternationalbJournalbofbTuberculosisbandbLungbDiseaseVI1999VIcVIhbWd 2.1 10

52 uvaluationIofItheIMycobacteriumItuberculosisISóIvaccineIusingIaInaturalItuberculosisIinfectionI
modelIinIgoatsXIVeterinarybJournalVI2017VIbbcVIfZWfg 2.5 9

51 somparativeIMetabolomicsIbetweenIandItheIMTrVqsIVaccineIsandidateXIACSbInfectiousbDiseasesVI
2019VIeVIacagWacbf 5.5 9

50 qIMycobacteriumItuberculosisIreijingIstrainIpersistsIatIhighIratesIandIextendsIitsIgeographicI
boundariesIbZIyearsIafterIimportationXIScientificbReportsVI2019VIiVIdfhg 4.9 9

49 MolecularIepidemiologyIofItuberculosisIinIulcheVISpainjIaIgWyearIstudyXIJournalbofbMedicalb
MicrobiologyVI2002VIeaVIbgcWbgg 3.2 9

48 MTrVqsIvaccinationIprotectsIrhesusImacaquesIagainstIaerosolIchallengeIwithIMXItuberculosisIandI
inducesIimmuneIsignaturesIanalogousItoIthoseIobservedIinIclinicalIstudiesXINpjbVaccinesVI2021VIfVId 9.5 9

47 MTrVqsWrasedITrWxyVIVaccineIysISafeVIulicitsIxyVWTIsellIResponsesVIandIProtectsIagainstIinIMiceXI
MolecularbTherapybpbMethodsbandbClinicalbDevelopmentVI2019VIacVIbecWbfd 6.4 8

46
RespiratoryIymmunizationIWithIaIWholeIsellIynactivatedIVaccineIynducesIvunctionalIMucosalI
ymmunoglobulinsIqgainstITuberculosisIinIMiceIandIéonWhumanIPrimatesXIFrontiersbinbMicrobiologyVI
2020VIaaVIacci

5.7 8

45 ProtectiveIufficacyIandIPulmonaryIymmuneIResponseIvollowingISubcutaneousIandIyntranasalIrswI
qdministrationIinIMiceXIJournalbofbVisualizedbExperimentsVI2016VI 1.6 7

44 éewItuberculosisIvaccinesXIEnfermedadesbInfecciosasbYbMicrobiologˆ›abClˆ›nicaVI2011VIbiISupplIaVIegWfb 0.9 7

43 unzymaticIhydrolysisIofIlignocellulosicIbiomassIfromIónopordumInervosumXIBiotechnologybandb
BioengineeringVI1988VIcbVIcdaWd 4.9 7

42 ynWdepthIanalysisIofItheIgenomeIsequenceIofIaIclinicalVIextensivelyIdrugWresistantIMycobacteriumI
bovisIstrainXITuberculosisVI2016VIaZZVIdfWeb 2.6 7

41 MycobacteriumItuberculosisIinfectionIpreventsIasthmaIandIabrogatesIeosinophilopoiesisIinIanI
experimentalImodelXIAllergy:bEuropeanbJournalbofbAllergybandbClinicalbImmunologyVI2019VIgdVIbeabWbead 9.3 6

40 TherapeuticIefficacyIofItheIliveWattenuatedIMycobacteriumItuberculosisIvaccineVIMTrVqsVIinIaI
preclinicalImodelIofIbladderIcancerXITranslationalbResearchVI2018VIaigVIcbWdb 11 6

39 TranscriptionalIanalysisIofIandIresistanceIlevelIconferredIbyItheIaminoglycosideIacetyltransferaseI
geneIaacRbPSWydIfromIMycobacteriumIsmegmatisXIJournalbofbAntimicrobialbChemotherapyVI2008VIfaVIciWde 5.1 6

38 uffectsIofIvariationIofIinvertedWrepeatIsequencesIonIreactionsImediatedIbyItheItransposaseIofI
TnbaXIJournalbofbBacteriologyVI1989VIagaVIciifWdZZa 3.5 6

37 wranzymeIqIysIuxpressedIinIMouseI ungsIduringIMycobacteriumItuberculosisIynfectionIbutItoesI
éotIsontributeItoIProtectionIynIVivoXIPLoSbONEVI2016VIaaVIeZaecZbh 3.7 6

(2016-1995)
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36 rswIvaccinationIimprovesItTaPIimmuneIresponsesIinImiceIandIisIassociatedIwithIlowerIpertussisI
incidenceIinIecologicalIepidemiologicalIstudiesXIEBioMedicineVI2021VIfeVIaZcbed 8.8 6

35 MTrVqsVIaIliveITrIvaccineIpoisedItoIinitiateIefficacyItrialsIaZZ´ yearsIafterIrswXIVaccineVI2021VIciVIgbggWgbhe4.1 6

34 MycobacterialIdiversityIcausingImultiWIandIextensivelyIdrugWresistantItuberculosisIinItjiboutiVIxornI
ofIqfricaXIInternationalbJournalbofbTuberculosisbandbLungbDiseaseVI2016VIbZVIaeZWc 2.1 5

33 sefotetanWinducedIhemolyticIanemiaIafterIperioperativeIprophylaxisXIAmericanbJournalbofb
HematologyVI2006VIhaVIahfWh 7.1 5

32 MultidrugWresistantIMycobacteriumItuberculosisIreijingYWIgenotypeIinIVenezuelaXIJournalbofb
MedicalbMicrobiologyVI2007VIefVIagZgWagZh 3.2 5

31 rreakingITransmissionIwithIVaccinesjITheIsaseIofITuberculosisXIMicrobiologybSpectrumVI2017VIeVI 8.9 5

30 PulmonaryIrswIinducesIlungWresidentImacrophageIactivationIandIconfersIlongWtermIprotectionI
againstItuberculosisXISciencebImmunologyVI2021VIfVIeabcbicd 28 5

29 PulmonaryIMTrVqsIvaccinationIinducesIimmuneIsignaturesIpreviouslyIcorrelatedIwithIpreventionI
ofItuberculosisIinfectionXICellbReportsbMedicineVI2021VIbVIaZZahg 18 5

28 ynIVivoIySfaaZIProfileIshangesIinIaIMycobacteriumItuberculosisIStrainIasIteterminedIbyITrackingI
overIadIYearsXIJournalbofbClinicalbMicrobiologyVI2015VIecVIbceiWfa 9.7 4

27 vactorsIthatIaffectItranspositionImediatedIbyItheITnbaItransposaseXIPlasmidVI1988VIbZVIedWfZ 3.3 4

26 TherapeuticIefficacyIofIpulmonaryIliveItuberculosisIvaccinesIagainstIestablishedIasthmaIbyI
subvertingIlocalIimmuneIenvironmentXIEBioMedicineVI2021VIfdVIaZcahf 8.8 4

25 VaccinationIagainstItuberculosisXIEnfermedadesbInfecciosasbYbMicrobiologˆ›abClˆ›nicaVI2018VIcfVIfdhWfef 0.9 3

24 éaturalI’illerIqntiWTumorIqctivityIsanIreIqchievedIbyIyncubationIWithIxeatW’illedIrswXIFrontiersbinb
ImmunologyVI2021VIabVIfbbiie 8.4 3

23 SulphonamideIresistanceIassociatedIwithIintegronIderivativeITnfcbfIinIqctinotignumIschaaliiXI
JournalbofbAntimicrobialbChemotherapyVI2016VIgaVIbfgZWa 5.1 2

22 sonstructionIandIsharacterizationIofItheIMycobacteriumItuberculosisIUnmarkedItoubleIMutantIasI
aIVaccineIsandidateXIInfectionbandbImmunityVI2019VIhhVI 3.7 2

21 qttenuatedIstrainsIofIMycobacteriumItuberculosisIcomplexIforIlaboratoryIandIclinicalIuseXI
TuberculosisVI2008VIhhVIcgaWd 2.6 2

20 ónopordumInervosumIasIbiomassIsourcejISomeIaspectsIofIitsIproductionIandItransformationIbyI
enzymaticIhydrolysisXIBioresourcebTechnologyVI1993VIddVIieWii 11 2

19 éewIMethodsIforItiagnosisIandIupidemiologicalIStudiesIofITuberculosisIbasedIonIPsRIandIRv PI
1994VIaZeWaac 2
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18 rridgingItheIgapIbetweenIefficacyItrialsIandImodelWbasedIimpactIevaluationIforInewItuberculosisI
vaccinesXINaturebCommunicationsVI2019VIaZVIedeg 17.4 2

17 VaccinationIagainstItuberculosisXIEnfermedadesbInfecciosasbYbMicrobiologiabClinicabjEnglishbEdblVI2018
VIcfVIfdhWfef 0.1 1

16 qInewIliveItuberculosisIvaccineIbasedIonIphoPIinactivationXIRevistabPortuguesabDebPneumologiaVI
2010VIafSqVISdcWh 1

15
yndependentIgenomicIpolymorphismsIinItheIPknxIserineIthreonineIkinaseIlocusIduringIevolutionIofI
theIMycobacteriumItuberculosisIsomplexIaffectIvirulenceIandIhostIpreferenceXIPLoSbPathogensVI
2020VIafVIeaZZiZfa

7.6 1

14 tetectionIofIaIPutativeITetRW ikeIweneIRelatedItoIrswIwrowthIinIsholesterolIUsingIaIWTransposonI
MutagenesisISystemXIFrontiersbinbMicrobiologyVI2017VIhVIcae 5.7 0

13 ungineeringIaInewIvaccineIplatformIforIheterologousIantigenIdeliveryIinIliveWattenuatedXI
ComputationalbandbStructuralbBiotechnologybJournalVI2021VIaiVIdbgcWdbhc 6.8 0

12 TheIPhoPRIvirulenceIsystemIregulatesIexpressionIofItheIuniversalIsecondImessengerIcWdiWqMPIandI
impactsIvaccineIsafetyIandIefficacyXXIMolecularbTherapybpbNucleicbAcidsVI2022VIbgVIabceWabdh 10.7 0

11 Vacunaciˆ‡nIfrenteIaIlaItuberculosisXIAnalesbDebPediatriabContinuadaVI2011VIiVIahfWaiZ

10 ractˆ'riologieIdesImycobactˆ'riesIresponsablesIdâ��infectionsIrespiratoiresXIEncyclopˆ'dieb
Mˆ'dicopchirurgicalebPneumologieVI2012VIiVIaWae

9 sonjugatingItéqIintoImycobacteriaXIMethodsbinbMolecularbBiologyVI1998VIaZaVIaaiWbh 1.4

8 TyPysóIXyjIreportIofItheIfirstIseriesIandIpodcastIonIinfectiousIdiseasesIandIvaccinesIRaTyPysóSXI
HumanbVaccinesbandbImmunotherapeuticsVI2021VIaWbi 4.4

7 TuberculosisIVaccinesI2017VIadiWafZ

6 rreakingITransmissionIwithIVaccinesjITheIsaseIofITuberculosisI2019VIbdiWbfa

5 TuberculosisIVaccinesI2021VIagaWahd

4 yndependentIgenomicIpolymorphismsIinItheIPknxIserineIthreonineIkinaseIlocusIduringIevolutionIofI
theIMycobacteriumItuberculosisIsomplexIaffectIvirulenceIandIhostIpreferenceI2020VIafVIeaZZiZfa

3 yndependentIgenomicIpolymorphismsIinItheIPknxIserineIthreonineIkinaseIlocusIduringIevolutionIofI
theIMycobacteriumItuberculosisIsomplexIaffectIvirulenceIandIhostIpreferenceI2020VIafVIeaZZiZfa

2 yndependentIgenomicIpolymorphismsIinItheIPknxIserineIthreonineIkinaseIlocusIduringIevolutionIofI
theIMycobacteriumItuberculosisIsomplexIaffectIvirulenceIandIhostIpreferenceI2020VIafVIeaZZiZfa

1 yndependentIgenomicIpolymorphismsIinItheIPknxIserineIthreonineIkinaseIlocusIduringIevolutionIofI
theIMycobacteriumItuberculosisIsomplexIaffectIvirulenceIandIhostIpreferenceI2020VIafVIeaZZiZfa

(2020-2019)
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