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n Paper IF Citations

151 vxpansionJofJtheJenzymaticJrepertoireJofJtheJtrZyJdatabaseJtoJintegrateJauxiliaryJredoxJenzymesYJ
BiotechnologygforgBiofuelsVJ2013VJgVJeb 7.8 734

150 tonvergentJlossesJofJdecayJmechanismsJandJrapidJturnoverJofJsymbiosisJgenesJinJmycorrhizalJ
mutualistsYJNaturegGeneticsVJ2015VJehVJebaWf 36.3 601

149 tultureJofJpreviouslyJunculturedJmembersJofJtheJhumanJgutJmicrobiotaJbyJculturomicsYJNatureg
MicrobiologyVJ2016VJbVJbgcad 26.6 555

148
vxtensiveJsamplingJofJbasidiomyceteJgenomesJdemonstratesJinadequacyJofJtheJ
whiteWrotZbrownWrotJparadigmJforJwoodJdecayJfungiYJProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaVJ2014VJbbbVJjjcdWi

11.5 461

147 xenomeJsequenceJofJtheJmodelJmushroomJSchizophyllumJcommuneYJNaturegBiotechnologyVJ2010VJ
ciVJjfhWgd 44.5 381

146 xenomeJsequenceJofJtheJmodelJmedicinalJmushroomJxanodermaJlucidumYJNaturegCommunicationsVJ
2012VJdVJjbd 17.4 307

145 tulturingJtheJhumanJmicrobiotaJandJculturomicsYJNaturegReviewsgMicrobiologyVJ2018VJbgVJfeaWffa 22.2 303

144 varlyJtreatmentJofJtOVzuWbjJpatientsJwithJhydroxychloroquineJandJazithromycinkJrJretrospectiveJ
analysisJofJbagbJcasesJinJ”arseilleVJwranceYJTravelgMedicinegandgInfectiousgDiseaseVJ2020VJdfVJbabhdi 8.4 300

143 tomparativeJgenomicsJrevealsJhighJbiologicalJdiversityJandJspecificJadaptationsJinJtheJindustriallyJ
andJmedicallyJimportantJfungalJgenusJrspergillusYJGenomegBiologyVJ2017VJbiVJci 18.3 261

142
TheJgenomesJofJtheJfungalJplantJpathogensJtladosporiumJfulvumJandJuothistromaJseptosporumJ
revealJadaptationJtoJdifferentJhostsJandJlifestylesJbutJalsoJsignaturesJofJcommonJancestryYJPLoSg
GeneticsVJ2012VJiVJebaadaii

6 189

141
OutcomesJofJdVhdhJtOVzuWbjJpatientsJtreatedJwithJhydroxychloroquineZazithromycinJandJotherJ
regimensJinJ”arseilleVJwrancekJrJretrospectiveJanalysisYJTravelgMedicinegandgInfectiousgDiseaseVJ2020VJ
dgVJbabhjb

8.4 162

140
xenomeJandJtranscriptomeJanalysesJofJtheJmountainJpineJbeetleWfungalJsymbiontJxrosmanniaJ
clavigeraVJaJlodgepoleJpineJpathogenYJProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaVJ2011VJbaiVJcfaeWj

11.5 161

139 TailedJgiantJTupanvirusJpossessesJtheJmostJcompleteJtranslationalJapparatusJofJtheJknownJ
virosphereYJNaturegCommunicationsVJ2018VJjVJhej 17.4 136

138
wO“ykJanJintegratedJdatabaseJforJtheJclassificationJandJfunctionalJannotationJofJfungalJ
oxidoreductasesJpotentiallyJinvolvedJinJtheJdegradationJofJligninJandJrelatedJaromaticJcompoundsYJ
FungalgGeneticsgandgBiologyVJ2008VJefVJgdiWef

3.9 105

137 znsightsJonJtheJevolutionJofJmycoparasitismJfromJtheJgenomeJofJtlonostachysJroseaYJGenomeg
BiologygandgEvolutionVJ2015VJhVJegfWia 3.9 93

136 xPRfaJisJtheJmammalianJorthologJofJ”elbckJevidenceJofJrapidJevolutionJinJmammalsYJBMCg
EvolutionarygBiologyVJ2008VJiVJbaf 3 88

135 RβrWsequencingJrevealsJtheJcomplexitiesJofJtheJtranscriptionalJresponseJtoJlignocellulosicJbiofuelJ
substratesJinYJFungalgBiologygandgBiotechnologyVJ2014VJbVJbWbe 7.5 83
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134 torrectionkJxPRfaJisJtheJmammalianJorthologJofJ”elbckJvvidenceJofJrapidJevolutionJinJmammalsYJ
BMCgEvolutionarygBiologyVJ2012VJbcVJci 3 78

133 tloselyJrelatedJfungiJemployJdiverseJenzymaticJstrategiesJtoJdegradeJplantJbiomassYJBiotechnologyg
forgBiofuelsVJ2015VJiVJbah 7.8 74

132 ”imiviruskJleadingJtheJwayJinJtheJdiscoveryJofJgiantJvirusesJofJamoebaeYJNaturegReviewsg
MicrobiologyVJ2017VJbfVJcedWcfe 22.2 72

131 ”ultipleJmarkersJpyrosequencingJrevealsJhighlyJdiverseJandJhostWspecificJfungalJcommunitiesJonJ
theJmangroveJtreesJrvicenniaJmarinaJandJRhizophoraJstylosaYJFEMSgMicrobiologygEcologyVJ2012VJhjVJeddWee4.3 68

130 wungalJStrategiesJforJ“igninJuegradationYJAdvancesgingBotanicalgResearchVJ2012VJgbVJcgdWdai 2.2 68

129 tharacterizationJofJsaltWadaptedJsecretedJlignocellulolyticJenzymesJfromJtheJmangroveJfungusJ
PestalotiopsisJspYJNaturegCommunicationsVJ2013VJeVJbiba 17.4 64

128 ”z”zVzRvJisJaJdefenceJsystemJinJmimivirusJthatJconfersJresistanceJtoJvirophageYJNatureVJ2016VJfdbVJcejWfc50.4 63

127 TheJgenomeJofJtheJwhiteWrotJfungusJPycnoporusJcinnabarinuskJaJbasidiomyceteJmodelJwithJaJ
versatileJarsenalJforJlignocellulosicJbiomassJbreakdownYJBMCgGenomicsVJ2014VJbfVJeig 4.5 62

126 ProbableJpresenceJofJanJubiquitousJcrypticJmitochondrialJgeneJonJtheJantisenseJstrandJofJtheJ
cytochromeJoxidaseJzJgeneYJBiologygDirectVJ2011VJgVJfg 7.2 60

125 TheJroleJofJduplicationsJinJtheJevolutionJofJgenomesJhighlightsJtheJneedJforJevolutionaryWbasedJ
approachesJinJcomparativeJgenomicsYJBiologygDirectVJ2011VJgVJbb 7.2 58

124 KaumoebavirusVJaJβewJVirusJThatJtlustersJwithJwaustovirusesJandJrsfarviridaeYJVirusesVJ2016VJiVJ 6.2 52

123
tonstructionJofJengineeredJbifunctionalJenzymesJandJtheirJoverproductionJinJrspergillusJnigerJforJ
improvedJenzymaticJtoolsJtoJdegradeJagriculturalJbyWproductsYJAppliedgandgEnvironmentalg
MicrobiologyVJ2005VJhbVJibdcWea

4.8 50

122 vxploringJlaccaseWlikeJmulticopperJoxidaseJgenesJfromJtheJascomyceteJTrichodermaJreeseikJaJ
functionalVJphylogeneticJandJevolutionaryJstudyYJBMCgBiochemistryVJ2010VJbbVJdc 4.8 48

121
yorizontalJgeneJtransferJandJgeneJdosageJdrivesJadaptationJtoJwoodJcolonizationJinJaJtreeJ
pathogenYJProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2015VJ
bbcVJdefbWg

11.5 47

120 ”inkVJSrRSWtoVWcVJandJtheJyumanWrnimalJznterfaceYJFrontiersgingMicrobiologyVJ2021VJbcVJggdibf 5.7 47

119 OrpheovirusJzyU”zW“ttckJrJβewJVirusJamongJtheJxiantJVirusesYJFrontiersgingMicrobiologyVJ2017VJiVJcged 5.7 46

118
ProductionJofJaJchimericJenzymeJtoolJassociatingJtheJTrichodermaJreeseiJswolleninJwithJtheJ
rspergillusJnigerJferuloylJesteraseJrJforJreleaseJofJferulicJacidYJAppliedgMicrobiologygandg
BiotechnologyVJ2006VJhdVJihcWia

5.7 39

117 yomologousJexpressionJofJtheJferuloylJesteraseJsJgeneJfromJrspergillusJnigerJandJcharacterizationJ
ofJtheJrecombinantJenzymeYJProteingExpressiongandgPurificationVJ2004VJdhVJbcgWdd 2 38

(2004-2012)
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116 RepertoireJofJtheJgutJmicrobiotaJfromJstomachJtoJcolonJusingJculturomicsJandJnextWgenerationJ
sequencingYJBMCgMicrobiologyVJ2018VJbiVJbfh 4.5 37

115 uifferentialJgeneJretentionJasJanJevolutionaryJmechanismJtoJgenerateJbiodiversityJandJadaptationJ
inJyeastsYJScientificgReportsVJ2015VJfVJbbfhb 4.9 36

114 TrackingJtheJconnectionJbetweenJevolutionaryJandJfunctionalJshiftsJusingJtheJfungalJlipaseZferuloylJ
esteraseJrJfamilyYJBMCgEvolutionarygBiologyVJ2006VJgVJjc 3 36

113 uesignJandJproductionJinJrspergillusJnigerJofJaJchimericJproteinJassociatingJaJfungalJferuloylJ
esteraseJandJaJclostridialJdockerinJdomainYJAppliedgandgEnvironmentalgMicrobiologyVJ2004VJhaVJgjieWjb 4.8 34

112 tomparativeJanalysesJofJPodosporaJanserinaJsecretomesJrevealJaJlargeJarrayJofJ
lignocelluloseWactiveJenzymesYJAppliedgMicrobiologygandgBiotechnologyVJ2014VJjiVJhefhWgj 5.7 33

111 vxhaustiveJrepertoireJofJhumanJvaginalJmicrobiotaYJHumangMicrobiomegJournalVJ2019VJbbVJbaaafb 5.6 32

110 sromodomainJtestisWspecificJproteinJisJexpressedJinJmouseJoocyteJandJevolvesJfasterJthanJitsJ
ubiquitouslyJexpressedJparalogsJsRucVJWdVJandJWeYJGenomicsVJ2007VJijVJcbfWcd 4.3 32

109
yeterologousJproductionJofJcellobioseJdehydrogenasesJfromJtheJbasidiomyceteJtoprinopsisJ
cinereaJandJtheJascomyceteJPodosporaJanserinaJandJtheirJeffectJonJsaccharificationJofJwheatJ
strawYJAppliedgMicrobiologygandgBiotechnologyVJ2013VJjhVJeihdWif

5.7 30

108 rncestralityJandJ”osaicismJofJxiantJVirusesJSupportingJtheJuefinitionJofJtheJwourthJTRUtJofJ
”icrobesYJFrontiersgingMicrobiologyVJ2018VJjVJcggi 5.7 30

107 βonhumanJprimatesJacrossJsubWSaharanJrfricaJareJinfectedJwithJtheJyawsJbacteriumJTreponemaJ
pallidumJsubspYJpertenueYJEmerginggMicrobesgandgInfectionsVJ2018VJhVJbfh 18.9 30

106
rJnovelJglucoseJdehydrogenaseJfromJtheJwhiteWrotJfungusJPycnoporusJcinnabarinuskJproductionJinJ
rspergillusJnigerJandJphysicochemicalJcharacterizationJofJtheJrecombinantJenzymeYJAppliedg
MicrobiologygandgBiotechnologyVJ2014VJjiVJbabafWbi

5.7 29

105 uifferentialJgeneJexpressionJinJPycnoporusJcoccineusJduringJinterspecificJmycelialJinteractionsJwithJ
differentJcompetitorsYJAppliedgandgEnvironmentalgMicrobiologyVJ2013VJhjVJggcgWdg 4.8 27

104 “WlacticJacidJproductionJbyJrspergillusJbrasiliensisJoverexpressingJtheJheterologousJldhaJgeneJfromJ
RhizopusJoryzaeYJMicrobialgCellgFactoriesVJ2015VJbeVJgg 6.4 26

103 tonceptualJbasesJforJquantifyingJtheJroleJofJtheJenvironmentJonJgeneJevolutionkJtheJparticipationJ
ofJpositiveJselectionJandJneutralJevolutionYJBiologicalgReviewsVJ2007VJicVJffbWhc 13.5 26

102 tultureJofJ”ethanogenicJrrchaeaJfromJyumanJtolostrumJandJ”ilkYJScientificgReportsVJ2019VJjVJbigfd 4.9 26

101 xutJ”icrobiotaJrlterationJisJtharacterizedJbyJaJProteobacteriaJandJwusobacteriaJsloomJinJ
KwashiorkorJandJaJsacteroidetesJPaucityJinJ”arasmusYJScientificgReportsVJ2019VJjVJjaie 4.9 24

100 tomparisonJofJaJ”odernJandJwossilJPithovirusJRevealsJztsJxeneticJtonservationJandJvvolutionYJ
GenomegBiologygandgEvolutionVJ2016VJiVJcdddWj 3.9 24

99 zntegrationJofJvvolutionaryJsiologyJtonceptsJforJwunctionalJrnnotationJandJrutomationJofJ
tomplexJResearchJinJvvolutionkJTheJ”ultiWrgentJSoftwareJSystemJurxOsryJ2011VJhbWih 24
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98 ”xWuiggerkJrnJrutomatedJPipelineJtoJSearchJforJxiantJVirusWRelatedJSequencesJinJ”etagenomesYJ
FrontiersgingMicrobiologyVJ2016VJhVJeci 5.7 24

97 rJ“argeJOpenJPangenomeJandJaJSmallJtoreJxenomeJforJxiantJPandoravirusesYJFrontiersging
MicrobiologyVJ2018VJjVJbeig 5.7 23

96 vmergenceJandJoutcomesJofJtheJSrRSWtoVWcJQ”arseilleWeQJvariantYJInternationalgJournalgofgInfectiousg
DiseasesVJ2021VJbagVJcciWcdg 10.5 23

95 OverproductionJandJcharacterizationJofJxylanaseJsJfromJrspergillusJnigerYJCanadiangJournalgofg
MicrobiologyVJ2005VJfbVJbhhWid 3.2 21

94 PaleoproteomicsJofJtheJuentalJPulpkJTheJplagueJparadigmYJPLoSgONEVJ2017VJbcVJeabiaffc 3.7 21

93 zntroductionJintoJtheJ”arseilleJgeographicalJareaJofJaJmildJSrRSWtoVWcJvariantJoriginatingJfromJ
subWSaharanJrfricakJrnJinvestigationalJstudyYJTravelgMedicinegandgInfectiousgDiseaseVJ2021VJeaVJbabjia 8.4 21

92 rJPhylogenomicJStudyJofJuraftJxenomeJSequencesJSuggestsJxeneticJvxchangesJWithJxiantJ
VirusesYJFrontiersgingMicrobiologyVJ2018VJjVJcaji 5.7 21

91 SpreadingJofJaJnewJSrRSWtoVWcJβfabYJspikeJvariantJinJaJnewJlineageYJClinicalgMicrobiologygandg
InfectionVJ2021VJchVJbdfcYebWbdfcYef 9.5 20

90
StaphylococcusJaureusJPromotesJSmedWPxRPWcZSmedWsetdiWbJ”ethyltransferaseJSignallingJinJ
PlanarianJβeoblastsJtoJSensitizeJrntiWbacterialJxeneJResponsesJuuringJReWinfectionYJEBioMedicineVJ
2017VJcaVJbfaWbga

8.8 19

89 vxtensiveJculturomicsJofJiJhealthyJsamplesJenhancesJmetagenomicsJefficiencyYJPLoSgONEVJ2019VJbeVJeaccdfed3.7 19

88 wournierellaJmassiliensisJgenYJnovYVJspYJnovYVJaJnewJhumanWassociatedJmemberJofJtheJfamilyJ
RuminococcaceaeYJInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyVJ2017VJghVJbdjdWbdjj2.2 19

87 PhylogenyJofJfungalJhemoglobinsJandJexpressionJanalysisJofJtheJrspergillusJoryzaeJ
flavohemoglobinJgeneJfhbrJduringJhyphalJgrowthYJFungalgBiologyVJ2010VJbbeVJbdfWed 2.8 18

86 rncestralJanimalJgenomesJreconstructionYJCurrentgOpiniongingImmunologyVJ2007VJbjVJfecWg 7.8 18

85
uescriptionJofJ”editerraneibacterJmassiliensisVJgenYJnovYVJspYJnovYVJaJnewJgenusJisolatedJfromJtheJ
gutJmicrobiotaJofJanJobeseJpatientJandJreclassificationJofJRuminococcusJfaecisVJRuminococcusJ
lactarisVJRuminococcusJtorquesVJRuminococcusJgnavusJandJtlostridiumJglycyrrhizinilyticumJasJ
”editerraneibacterJfaecisJcombYJnovYVJ”editerraneibacterJlactarisJcombYJnovYVJ”editerraneibacterJ
torquesJcombYJnovYVJ”editerraneibacterJgnavusJcombYJnovYJandJ”editerraneibacterJ
glycyrrhizinilyticusJcombYJnovYJAntoniegVangLeeuwenhoekVJ2018VJbbbVJcbahWcbci

2.1 18

84 VirophagesJofJxiantJViruseskJrnJUpdateJatJvlevenYJVirusesVJ2019VJbbVJ 6.2 17

83
zsolationJofJYasminevirusVJtheJwirstJ”emberJofJKlosneuvirinaeJzsolatedJinJtocultureJwithJ
VermamoebaJvermiformisVJuemonstratesJanJvxtendedJrrsenalJofJTranslationalJrpparatusJ
tomponentsYJJournalgofgVirologyVJ2019VJjeVJ

6.6 17

82 YaraviruskJrJnovelJiaWnmJvirusJinfectingYJProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaVJ2020VJbbhVJbgfhjWbgfig 11.5 15

81 uecipheringJviralJpresenceskJtwoJnovelJpartialJgiantJvirusesJdetectedJinJmarineJmetagenomeJandJinJ
aJmineJdrainageJmetagenomeYJVirologygJournalVJ2018VJbfVJgg 6.1 15

(2018-2016)
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80 wungalJproteinJproductionkJdesignJandJproductionJofJchimericJproteinsYJAnnualgReviewgofg
MicrobiologyVJ2011VJgfVJfhWgj 17.5 15

79 uiscoveryJandJwurtherJStudiesJonJxiantJVirusesJatJtheJzyUJ”editerraneeJznfectionJThatJ”odifiedJ
theJPerceptionJofJtheJVirosphereYJVirusesVJ2019VJbbVJ 6.2 14

78 TheJRhizomeJofJ“okiarchaeotaJzllustratesJtheJ”osaicityJofJrrchaealJxenomesYJGenomegBiologygandg
EvolutionVJ2017VJjVJcgdfWcgdj 3.9 13

77 tonservedJwhiteWrotJenzymaticJmechanismJforJwoodJdecayJinJtheJsasidiomycotaJgenusJ
PycnoporusYJDNAgResearchVJ2020VJchVJ 4.5 13

76 ”orphologicJandJxenomicJrnalysesJofJβewJzsolatesJRevealJaJSecondJ“ineageJofJtedratvirusesYJ
JournalgofgVirologyVJ2018VJjcVJ 6.6 13

75 PhylogeographicJrelationshipsJinJtheJpolyporeJfungusJPycnoporusJinferredJfromJmolecularJdataYJ
FEMSgMicrobiologygLettersVJ2011VJdcfVJdhWei 2.9 13

74 StrategiesJforJreliableJexploitationJofJevolutionaryJconceptsJinJhighJthroughputJbiologyYJ
EvolutionarygBioinformaticsVJ2008VJeVJbcbWdh 1.9 13

73 tlinicalJoutcomesJinJtOVzuWbjJpatientsJinfectedJwithJdifferentJSrRSWtoVWcJvariantsJinJ”arseilleVJ
wranceYJClinicalgMicrobiologygandgInfectionVJ2021VJchVJbfbgYebWbfbgYeg 9.5 13

72 SrRSWtoVWcJznfectivityJandJSeverityJofJtOVzuWbjJrccordingJtoJSrRSWtoVWcJVariantskJturrentJ
vvidenceYJJournalgofgClinicalgMedicineVJ2021VJbaVJ 5.1 13

71 zmplementationJofJanJinWhouseJrealWtimeJreverseJtranscriptionWPtRJassayJforJtheJrapidJdetectionJofJ
theJSrRSWtoVWcJ”arseilleWeJvariantYJJournalgofgClinicalgVirologyVJ2021VJbdjVJbaeibe 14.5 13

70 PhylogenomicJrnalysisJofJ˛†W“actamaseJinJrrchaeaJandJsacteriaJvnablesJtheJzdentificationJofJ
PutativeJβewJ”embersYJGenomegBiologygandgEvolutionVJ2018VJbaVJbbagWbbbe 3.9 12

69 βonJcontiguousWfinishedJgenomeJsequenceJandJdescriptionJofJ”icrobacteriumJgorillaeJspYJnovYJ
StandardsgingGenomicgSciencesVJ2016VJbbVJdc 12

68 UnexpectedJinvasionJofJminiatureJinvertedWrepeatJtransposableJelementsJinJviralJgenomesYJMobileg
DNAVJ2018VJjVJbj 4.4 11

67
PassiveJwiltrationVJRapidJScanningJvlectronJ”icroscopyVJandJ”atrixWrssistedJ“aserJuesorptionJ
zonizationWTimeJofJwlightJ”assJSpectrometryJforJtultureJandJzdentificationJfromJtheJOralJtavityYJ
JournalgofgClinicalgMicrobiologyVJ2019VJfhVJ

9.7 11

66 rnalysisJofJSrRSWtoVWcJVariantsJwromJceVbibJPatientsJvxemplifiesJtheJRoleJofJxlobalizationJandJ
ZoonosisJinJPandemicsYYJFrontiersgingMicrobiologyVJ2021VJbcVJhigcdd 5.7 11

65 YersiniaJpestisJhalotoleranceJilluminatesJplagueJreservoirsYJScientificgReportsVJ2017VJhVJeaacc 4.9 10

64 ”ethanobrevibacterJsmithiiJrrchaemiaJinJwebrileJPatientsJWithJsacteremiaVJzncludingJThoseJWithJ
vndocarditisYJClinicalgInfectiousgDiseasesVJ2021VJhdVJecfhbWecfhj 11.6 10

63 ”olecularJvvidenceJofJandJinJRedJyowlerJ”onkeyJRSJfromJwrenchJxuianaYJVectorvBornegandgZoonoticg
DiseasesVJ2019VJbjVJijgWjaa 2.4 9

Anthony Levasseur

6



62 rdenovirusJznfectionsJinJrfricanJyumansJandJWildJβonWyumanJPrimateskJxreatJuiversityJandJ
trossWSpeciesJTransmissionYJVirusesVJ2020VJbcVJ 6.2 8

61 xenomeJSequencesJofJβewJwaustovirusJStrainsJSTbJandJ“tjVJzsolatedJfromJtheJSouthJofJwranceYJ
GenomegAnnouncementsVJ2017VJfVJ 8

60
”icrobialJtulturomicsJsroadensJyumanJVaginalJwloraJuiversitykJxenomeJSequenceJandJuescriptionJ
ofJPrevotellaJlascolaiiJspYJnovYJzsolatedJfromJaJPatientJwithJsacterialJVaginosisYJOMICSgAgJournalgofg
IntegrativegBiologyVJ2018VJccVJcbaWccc

3.8 8

59 trSSzOPvkJanJexpertJsystemJforJconservedJregionsJsearchesYJBMCgBioinformaticsVJ2009VJbaVJcie 3.6 8

58
uehydrogenaseVJaJPyrroloquinolineJQuinoneWuependentJ”emberJofJruxiliaryJrctivityJwamilyJbcJofJ
theJtarbohydrateWrctiveJvnzymesJuatabasekJwunctionalJandJStructuralJtharacterizationYJAppliedg
andgEnvironmentalgMicrobiologyVJ2019VJifVJ

4.8 8

57 rnJvarliestJvndosymbiontVJspYJnovYVJStrainJP“bdJfromJtheJsedJsugJRSVJTypeJStrainJofJaJβewJ
SupergroupJTYJInternationalgJournalgofgMoleculargSciencesVJ2020VJcbVJ 6.3 7

56 VermamoebaJvermiformisJtutWbjJdraftJgenomeJsequenceJrevealsJconsiderableJgeneJtraffickingJ
includingJwithJcandidateJphylaJradiationJandJgiantJvirusesYJScientificgReportsVJ2020VJbaVJfjci 4.9 7

55 SpreadJofJ”inkJSrRSWtoVWcJVariantsJinJyumanskJrJ”odelJofJSarbecovirusJznterspeciesJvvolutionYJ
FrontiersgingMicrobiologyVJ2021VJbcVJghffci 5.7 7

54
tlinicalJoutcomesJinJpatientsJinfectedJwithJdifferentJSrRSWtoVWcJvariantsJatJoneJhospitalJduringJ
threeJphasesJofJtheJtOVzuWbjJepidemicJinJ”arseilleVJwranceYJInfectionugGeneticsgandgEvolutionVJ2021VJ
jfVJbafajc

4.5 7

53 xuaraniJVirophageVJaJβewJSputnikW“ikeJzsolateJwromJaJsrazilianJ“akeYJFrontiersgingMicrobiologyVJ2019
VJbaVJbaad 5.7 6

52 toreJgeneWbasedJmolecularJdetectionJandJidentificationJofJrcanthamoebaJspeciesYJScientificg
ReportsVJ2020VJbaVJbfid 4.9 6

51 WasJtheJancestralJ”ytJinvolvedJinJinnateJimmunitypYJEuropeangJournalgofgImmunologyVJ2010VJeaVJcgicWf 6.1 6

50 xenomicJdiversityJandJevolutionJofJcoronavirusJRSrRSWtoVWcSJinJwranceJfromJdajJ
tOVzuWbjWinfectedJpatients 6

49 TricarboxylicJacidJcycleJandJprotonJgradientJinJPandoravirusJmassiliensiskJzsJitJstillJaJvirusp 6

48 ParasiticJznfectionsJinJrfricanJyumansJandJβonWyumanJPrimatesYJPathogensVJ2020VJjVJ 4.5 6

47 waustovirusJvbcJTranscriptomeJrnalysisJRevealsJtomplexJSplicingJinJtapsidJxeneYJFrontiersging
MicrobiologyVJ2018VJjVJcfde 5.7 6

46 PtRJuetectionJofJ”imivirusYJEmerginggInfectiousgDiseasesVJ2017VJcdVJbaeeWbaef 10.2 5

45 TheJchordateJproteomeJhistoryJdatabaseYJEvolutionarygBioinformaticsVJ2012VJiVJedhWeh 1.9 5

(2012-2020)
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44 ”ycobacteriumJicosiumassiliensisJspYJnovYVJaJβewJ”emberJinJtheJ”ycobacteriumJterraeJtomplexJ
zsolatedJfromJSurfaceJWaterJinJrlgeriaYJCurrentgMicrobiologyVJ2016VJhdVJcffWge 2.4 5

43 ”ultidisciplinaryJevaluationJofJtlostridiumJbutyricumJclonalityJisolatedJfromJpretermJneonatesJ
withJnecrotizingJenterocolitisJinJSouthJwranceJbetweenJcaajJandJcabhYJScientificgReportsVJ2019VJjVJcahh 4.9 5

42 uysgonomonasJmassiliensisJspYJnovYVJaJnewJspeciesJisolatedJfromJtheJhumanJgutJandJitsJ
taxonogenomicJdescriptionYJAntoniegVangLeeuwenhoekVJ2019VJbbcVJjdfWjef 2.1 4

41 tharacterizationJofJextracellularJamylaseJproducedJbyJhaloalkalophilicJstrainJKocuriaJspYJyJabeYJ
InternationalgJournalgofgEnvironmentalgHealthgResearchVJ2016VJcgVJdjgWeae 3.6 4

40 RapidJScanningJvlectronJ”icroscopyJuetectionJandJSequencingJofJSevereJrcuteJRespiratoryJ
SyndromeJtoronavirusJcJandJOtherJRespiratoryJVirusesYJFrontiersgingMicrobiologyVJ2020VJbbVJfjgbia 5.7 4

39 rnaerococcusJurinimassiliensisJspYJnovYVJaJnewJbacteriumJisolatedJfromJhumanJurineYJScientificg
ReportsVJ2021VJbbVJcgie 4.9 4

38 ”ultidrugWResistantJKlebsiellaJpneumoniaeJtlonesJfromJWildJthimpanzeesJandJTermitesJinJ
SenegalYJAntimicrobialgAgentsgandgChemotherapyVJ2021VJgfVJeacffhca 5.9 4

37 tlandestinoviruskJrJxiantJVirusJWithJthromatinJProteinsJandJaJPotentialJtoJ”anipulateJtheJtellJ
tycleJofJztsJyostYJFrontiersgingMicrobiologyVJ2021VJbcVJhbfgai 5.7 4

36 rnalysisJofJSrRSWtoVWcJvariantsJfromJceVbibJpatientsJexemplifiesJtheJroleJofJglobalisationJandJ
zoonosisJinJpandemics 4

35 zncompleteJtricarboxylicJacidJcycleJandJprotonJgradientJinJPandoravirusJmassiliensiskJisJitJstillJaJ
viruspYJISMEgJournalVJ2021VJ 11.9 4

34 uraftJxenomeJSequenceJofJtzPJbahicjYJGenomegAnnouncementsVJ2017VJfVJ 3

33 uraftJxenomeJSequenceJofJLβocardiaJsuismassilienseLJStrainJSWbdhJRtSURJPeaahSYJGenomeg
AnnouncementsVJ2018VJgVJ 3

32 uraftJxenomeJSequenceJofJ”ycobacteriumJhoustonenseJStrainJrTttJejeadTYJGenomeg
AnnouncementsVJ2016VJeVJ 3

31 wirstJevidenceJofJhumanWtoWdogJtransmissionJofJSrRSWtoVWcJsYbYbgaJvariantJinJwranceYJ
TransboundarygandgEmerginggDiseasesVJ2021VJ 4.2 3

30
znJvitroJdetectionJofJbacterialJcontaminationJinJplateletJconcentratesJbyJmatrixWassistedJlaserJ
desorptionZionizationJtimeWofWflightJmassJspectrometrykJaJpreliminaryJstudyYJJournalgofgMedicalg
MicrobiologyVJ2017VJggVJbfcdWbfda

3.2 3

29 rJmysteriousJiaJnmJamoebaJvirusJwithJaJnearWcompleteJâ��ORwanJgenomeâ��JchallengesJtheJ
classificationJofJuβrJviruses 3

28 vnterovirusesJfromJyumansJandJxreatJrpesJinJtheJRepublicJofJtongokJRecombinationJwithinJ
vnterovirusJtJSerotypesYJMicroorganismsVJ2020VJiVJ 4.9 3

27 βewJ”olecularJuataJonJwilariaJandJitsJfromJRedJyowlerJ”onkeysJRSJinJwrenchJxuianaWrJPreliminaryJ
StudyYJPathogensVJ2020VJjVJ 4.5 3
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26 PotentialJzoonoticJpathogensJhostedJbyJendangeredJbonobosYJScientificgReportsVJ2021VJbbVJgddb 4.9 3

25 OccurrenceJofJTenJProtozoanJvntericJPathogensJinJThreeJβonWyumanJPrimateJPopulationsYJ
PathogensVJ2021VJbaVJ 4.5 3

24 PhoenicibacterJcongonensisJgenYJnovYVJspYJnovYVJaJnewJgenusJisolatedJfromJtheJhumanJgutJandJitsJ
descriptionJusingJaJtaxonogenomicJapproachYJAntoniegVangLeeuwenhoekVJ2019VJbbcVJhhfWhie 2.1 2

23 uecipheringJtheJgenomesJofJbgJrcanthamoebaJspeciesJdoesJnotJprovideJevidenceJofJintegrationJofJ
knownJgiantJvirusWassociatedJmobileJgeneticJelementsYJVirusgResearchVJ2018VJcfbVJbeWbg 6.4 2

22 ”ycobacteriumJahvazicumJspYJnovYVJtheJnineteenthJspeciesJofJtheJ”ycobacteriumJsimiaeJcomplexYJ
ScientificgReportsVJ2018VJiVJebdi 4.9 2

21 OccurrenceJofJaJsubstitutionJorJdeletionJofJSrRSWtoVWcJspikeJaminoJacidJghhJinJvariousJlineagesJinJ
”arseilleVJwranceYJVirusgGenesVJ2021VJb 2.3 2

20 ”arseilleviruseskJrnJUpdateJinJcacbYJFrontiersgingMicrobiologyVJ2021VJbcVJgeihdb 5.7 2

19
wullWlengthJtitlekJuramaticJyzVJuβrJdegradationJassociatedJwithJspontaneousJyzVJsuppressionJandJ
diseaseWfreeJoutcomeJinJaJyoungJseropositiveJwomanJfollowingJherJinfectionYJScientificgReportsVJ
2020VJbaVJcfei

4.9 1

18 zsolationJandJgenomicJcharacterizationJofJaJnewJmimivirusJofJlineageJsJfromJaJsrazilianJriverYJ
ArchivesgofgVirologyVJ2020VJbgfVJifdWigd 2.6 1

17 TheJemergenceVJspreadJandJvanishingJofJaJwrenchJSrRSWtoVWcJvariantJexemplifiesJtheJfateJofJRβrJ
virusJepidemicsJandJobeysJtheJslackJQueenJrule 1

16 rnJOverviewJofJvvolutionaryJsiologyJtonceptsJforJwunctionalJrnnotationkJrdvancesJandJthallengesJ
2008VJcajWcbf 1

15 tulturingJrncientJsacteriaJtarryingJResistanceJxenesJfromJPermafrostJandJtomparativeJxenomicsJ
withJ”odernJzsolatesYJMicroorganismsVJ2020VJiVJ 4.9 1

14 KlenkiaJterraeJresistantJtoJuβrJextractionJinJgermWfreeJmiceJstoolsJillustratesJtheJextractionJpitfallJ
facedJbyJmetagenomicsYJScientificgReportsVJ2020VJbaVJbacci 4.9 1

13 yowJTupanvirusJuegradesJtheJRibosomalJRβrJofJztsJrmoebalJyostpJTheJRibonucleaseJTcJTrackYJ
FrontiersgingMicrobiologyVJ2020VJbbVJbgjb 5.7 1

12 yostWvirusJinteractionsJandJdefenseJmechanismsJforJgiantJvirusesYJAnnalsgofgthegNewgYorkgAcademyg
ofgSciencesVJ2020VJbeigVJdj 6.5 1

11 RunningJafterJghostskJareJdeadJbacteriaJtheJdarkJmatterJofJtheJhumanJgutJmicrobiotapYJGutg
MicrobesVJ2021VJbdVJbWbc 8.8 1

10 uraftJxenomeJSequenceJofJtomamonasJaquatilisJStrainJ“KJRnJtSURJPgebiJnJtvtTJjhhcSVJzsolatedJ
fromJtheJPlanarianJSchmidteaJmediterraneaYJMicrobiologygResourcegAnnouncementsVJ2021VJbaVJ 1.3 1

9 uraftJxenomeJSequenceJofJ”ycobacteriumJparafortuitumJStrainJPhddfYJMicrobiologygResourceg
AnnouncementsVJ2018VJhVJ 1.3 1
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8 WholeJxenomeJSequencingJofJSrRSWtoVWcJStrainsJinJtOVzuWbjJPatientsJwromJujiboutiJShowsJβovelJ
”utationsJandJtladesJReplacingJOverJTimeYJFrontiersgingMedicineVJ2021VJiVJhdhgac 4.9 1

7 rntiviralJrctivityJofJRepurposingJzvermectinJagainstJaJPanelJofJdaJtlinicalJSrRSWtoVWcJStrainsJ
selongingJtoJbeJVariantsYYJPharmaceuticalsVJ2022VJbfVJ 5.2 1

6 zntroductionJofJtheJSrRSWtoVWcJsetaJvariantJfromJtomorosJintoJtheJ”arseilleJgeographicalJareaYYJ
TravelgMedicinegandgInfectiousgDiseaseVJ2022VJbacchh 8.4 0

5 taseJReportkJsiliaryJTractJznfectionsJinJTwoJβorthJrfricansJinJwranceYJAmericangJournalgofgTropicalg
MedicinegandgHygieneVJ2020VJbacVJbdagWbdai 3.2 0

4 rJ“isteriaJmonocytogenesJcloneJinJhumanJbreastJmilkJassociatedJwithJsevereJacuteJmalnutritionJinJ
WestJrfricakJrJmulticentricJcaseWcontrolledJstudyYJPLoSgNeglectedgTropicalgDiseasesVJ2021VJbfVJeaaajfff 4.8 0

3 ”orphologicalJandJxenomicJweaturesJofJtheJβewJKlosneuvirinaeJzsolateJwadolivirusJzyU”zWVVfeYJ
FrontiersgingMicrobiologyVJ2021VJbcVJhbjhad 5.7 0

2 sacterialJznfectionsJinJyumansJandJβonhumanJPrimatesJfromJrfricakJvxpandingJtheJKnowledgeYJ
YalegJournalgofgBiologygandgMedicineVJ2021VJjeVJcchWcei 2.4

1 PulmonaryJzsolationJofJ”ultidrugJresistantJL”ycobacteriumJsimulansLJandJ”ycobacteriumJ
tuberculosisJfromJaJpatientJinJtheJyornJofJrfricaYJScientificgReportsVJ2018VJiVJbfdeb 4.9
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