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43 GeneticRregulationRofRfloweringRtimeRandRinflorescenceRarchitectureRbyRMtFDaRandRMtFTajRinR
MedicagoRtruncatulagRPlantiPhysiologyeR2021eRjqneRjojfjpq 6.6 3

42
ComprehensiveRidentificationRandRcharacterizationRofRabioticRstressRandRhormoneRresponsiveR
glycosylRhydrolaseRfamilyRjRgenesRinRMedicagoRtruncatulagRPlantiPhysiologyiandiBiochemistryeR2021eR
jnqeRkjfll

5.4 6

41
FunctionalRcharacterizationRofRPETIOLULEfLIKERPULVINUSRaPLPbRgeneRinRabscissionRzoneR
developmentRinRMedicagoRtruncatulaRandRitsRapplicationRtoRgeneticRimprovementRofRalfalfagRPlanti
BiotechnologyiJournaleR2021eRjreRlnjflom

11.6 3

40 GenotypingfbyfsequencingRandRgenomicRselectionRapplicationsRinRhexaploidRtriticaleggRG3:iGenesxi
GenomesxiGeneticseR2021eR 3.2 2

39 SilencingRabRinRSwitchgrassRaRLgbRImprovesRLignocellulosicR iofuelRProductiongRFrontiersiiniPlanti
ScienceeR2020eRjjeRqml 6.2 3

38 SPLpRandRSPLqRrepresentRaRnovelRfloweringRregulationRmechanismRinRswitchgrassgRNewiPhytologisteR
2019eRkkkeRjojifjokl 9.8 19

37 CombiningRlossRofRfunctionRofRandRfffRforRligninRreductionRandRimprovedRsaccharificationRefficiencyR
ingRBiotechnologyiforiBiofuelseR2019eRjkeRjiq 7.8 11

36 DissectionRofRgeneticRregulationRofRcompoundRinflorescenceRdevelopmentRingRDevelopmenti
tCambridgeueR2018eRjmneR 6.6 21

35
FromRmodelRtoRcropsRfunctionalRcharacterizationRofRSPLqRinRMg´ truncatulaRledRtoRgeneticR
improvementRofRbiomassRyieldRandRabioticRstressRtoleranceRinRalfalfagRPlantiBiotechnologyiJournaleR
2018eRjoeRrnjfrok

11.6 35

34 zRSOCjflikeRgeneRMtSOCjaRpromotesRfloweringRandRprimaryRstemRelongationRinRMedicagogRJournali
ofiExperimentaliBotanyeR2018eRoreRmqopfmqqi 7 16

33 OverexpressionRofRtheRWOXRgeneRSTENOFOLIzRimprovesRbiomassRyieldRandRsugarRreleaseRinR
transgenicRgrassesRandRdisplayRalteredRcytokininRhomeostasisgRPLoSiGeneticseR2017eRjleRejiioomr 6 39

32 FieldfgrownRmiRjnoRtransgenicRswitchgrassRreproductioneRyieldeRglobalRgeneRexpressionRanalysiseR
andRbioconfinementgRBiotechnologyiforiBiofuelseR2017eRjieRknn 7.8 9

31 DevelopmentRandRuseRofRaRswitchgrassRaRLgbRtransformationRpipelineRbyRtheR ioEnergyRScienceR
CenterRtoRevaluateRplantsRforRreducedRcellRwallRrecalcitrancegRBiotechnologyiforiBiofuelseR2017eRjieRlir 7.8 18

30 TheRmiRjnofSPLmRmoduleRpredominantlyRregulatesRaerialRaxillaryRbudRformationRandRcontrolsRshootR
architecturegRNewiPhytologisteR2017eRkjoeRqkrfqmi 9.8 31

29 TranscriptomeRanalysisRinRswitchgrassRdisclosesRecotypeRdifferenceRinRphotosyntheticRefficiencygR
BMCiGenomicseR2016eRjpeRjimi 4.5 8

28 LossRofRfunctionRofRfolylpolyglutamateRsynthetaseRjRreducesRligninRcontentRandRimprovesRcellRwallR
digestibilityRinRzrabidopsisgRBiotechnologyiforiBiofuelseR2015eRqeRkkm 7.8 20

27 TranscriptomeRProfilingRofRRustRResistanceRinRSwitchgrassRUsingRRNzfSeqRznalysisgRPlantiGenomeeR
2015eRqeReplantgenomekijmgjigiipn 4.4 16
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26 EXTENSINjqRisRrequiredRforRfullRmaleRfertilityRasRwellRasRnormalRvegetativeRgrowthRinRzrabidopsisgR
FrontiersiiniPlantiScienceeR2015eRoeRnnl 6.2 15

25 GlobalRreprogrammingRofRtranscriptionRandRmetabolismRinRMedicagoRtruncatulaRduringRprogressiveR
droughtRandRafterRrewateringgRPlantxiCelliandiEnvironmenteR2014eRlpeRknnlfpo 8.4 113

24 ComparativeRtranscriptomeRanalysisRofRshortRfiberRmutantsRLigonflintlessRjRandRkRrevealsRcommonR
mechanismsRpertinentRtoRfiberRelongationRinRcottonRaGossypiumRhirsutumRLgbgRPLoSiONEeR2014eRreRernnnm3.7 23

23 TranscriptRprofilingRbyRmicroarrayRandRmarkerRanalysisRofRtheRshortRcottonRaGossypiumRhirsutumRLgbR
fiberRmutantRLigonRlintlessfjRaLijbgRBMCiGenomicseR2013eRjmeRmil 4.5 37

22 EstablishmentRofRtheRLotusRjaponicusRGeneRExpressionRztlasRaLjGEzbRandRitsRuseRtoRexploreRlegumeR
seedRmaturationgRPlantiJournaleR2013eRpmeRlnjfok 6.9 101

21 SelffrescueRofRanREXTENSINRmutantRrevealsRalternativeRgeneRexpressionRprogramsRandRcandidateR
proteinsRforRnewRcellRwallRassemblyRinRzrabidopsisgRPlantiJournaleR2013eRpneRjimfjjo 6.9 16

20 PhysiologicaleRbiochemicalRandRmolecularRresponsesRtoRaRcombinationRofRdroughtRandRozoneRinR
MedicagoRtruncatulagRPlantxiCelliandiEnvironmenteR2013eRloeRpiofki 8.4 66

19 DevelopmentRofRanRintegratedRtranscriptRsequenceRdatabaseRandRaRgeneRexpressionRatlasRforRgeneR
discoveryRandRanalysisRinRswitchgrassRaPanicumRvirgatumRLgbgRPlantiJournaleR2013eRpmeRjoifpl 6.9 64

18 LegumeGRNsRaRgeneRregulatoryRnetworkRpredictionRserverRforRfunctionalRandRcomparativeRstudiesgR
PLoSiONEeR2013eRqeReopmlm 3.7 31

17 TranscriptomeRanalysisRofRnodesRandRbudsRfromRhighRandRlowRtilleringRswitchgrassRinbredRlinesgRPLoSi
ONEeR2013eRqeReqlppk 3.7 9

16 OverexpressionRofRmiRjnoRinRswitchgrassRaPanicumRvirgatumRLgbRresultsRinRvariousRmorphologicalR
alterationsRandRleadsRtoRimprovedRbiomassRproductiongRPlantiBiotechnologyiJournaleR2012eRjieRmmlfnk 11.6 226

15 DifferentialRmRNzRtranslationRinRMedicagoRtruncatulaRaccessionsRwithRcontrastingRresponsesRtoR
ozonefinducedRoxidativeRstressgRMoleculariPlanteR2012eRneRjqpfkim 14.4 11

14 FunctionalRcharacterizationRofRtheRswitchgrassRaPanicumRvirgatumbRRkRlfMY RtranscriptionRfactorR
PvMY mRforRimprovementRofRlignocellulosicRfeedstocksgRNewiPhytologisteR2012eRjrleRjkjfjlo 9.8 196

13
zRcombinedRfunctionalRandRstructuralRgenomicsRapproachRidentifiedRanRESTfSSRRmarkerRwithR
completeRlinkageRtoRtheRLigonRlintlessfkRgeneticRlocusRinRcottonRaGossypiumRhirsutumRLgbgRBMCi
GenomicseR2011eRjkeRmmn

4.5 40

12 TheRfolylpolyglutamateRsynthetaseRplastidialRisoformRisRrequiredRforRpostembryonicRrootR
developmentRinRzrabidopsisgRPlantiPhysiologyeR2011eRjnneRjklpfnj 6.6 44

11 TheRplastidialRfolylpolyglutamateRsynthetaseRandRrootRapicalRmeristemRmaintenancegRPlantiSignalingi
andiBehavioreR2011eRoeRpnjfm 2.5 4

10 SwitchgrassRaPanicumRvirgatumbRpossessesRaRdivergentRfamilyRofRcinnamoylRCozRreductasesRwithR
distinctRbiochemicalRpropertiesgRNewiPhytologisteR2010eRjqneRjmlfnn 9.8 67

9 ModulationRofRredoxRhomeostasisRunderRsuboptimalRconditionsRbyRzrabidopsisRnudixRhydrolaseRpgR
BMCiPlantiBiologyeR2010eRjieRjpl 5.3 42

(2010-2015)

3



8 TheRMedicagoRtruncatulaRgeneRexpressionRatlasRwebRservergRBMCiBioinformaticseR2009eRjieRmmj 3.6 141

7 OzoneRresponsiveRgenesRinRMedicagoRtruncatulasRanalysisRbyRsuppressionRsubtractionRhybridizationgR
JournaliofiPlantiPhysiologyeR2009eRjooeRjkqmfjkrn 3.6 12

6 zRgeneRexpressionRatlasRofRtheRmodelRlegumeRMedicagoRtruncatulagRPlantiJournaleR2008eRnneRnimfjl 6.9 569

5 TranscriptomicRchangesRinducedRbyRacuteRozoneRinRresistantRandRsensitiveRMedicagoRtruncatulaR
accessionsgRBMCiPlantiBiologyeR2008eRqeRmo 5.3 35

4
DifferentRmechanismsRforRphytoalexinRinductionRbyRpathogenRandRwoundRsignalsRinRMedicagoR
truncatulagRProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaeR2007eR
jimeRjprirfjn

11.5 151

3 FasciationRMutationREnhancesRMeristematicRzctivityRandRzltersRPatternRFormationRinRSoybeangR
InternationaliJournaliofiPlantiScienceseR1998eRjnreRkmrfkoi 2.6 17

2 ExpressionRofRfasciationRmutationRinRapicalRMeristemsRofRSoybeaneRGlycineRMaxRaLeguminosaebgR
AmericaniJournaliofiBotanyeR1997eRqmeRlkqflln 2.7 6

1 LotusRjaponicusRkarrikinRreceptorsRdisplayRdivergentRligandfbindingRspecificitiesRandR
organfdependentRredundancy 1
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