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63 CharacterizationNofNaNsilentNazaphiloneNbiosynthesisNgeneNclusterNinNzspergillusNterreusNNIHNkokmffN
FungalhGeneticshandhBiologydN2022dNiohdNihlorm 3.9 2

62 znNPlatformNforNtheNCompleteNClusterNRefactoringNandNTotalNωiosynthesisNofNFungalNNaturalN
ProductsfNACShSynthetichBiologydN2021dNihdNipleiqk 5.7 3

61 spfNnovfdNIsolatedNFromNtheNInternationalNSpaceNStationfNFrontiershinhMicrobiologydN2021dNikdNolrlro 5.7 13

60 LookingNzheadNtoNkhlhsNSurveyNofNEvolvingNNeedsNinNPharmacyNEducationfNPharmacyhsBaselwh
SwitzerlandtdN2021dNrdN 2 1

59 zdvancesNinNspaceNmicrobiologyfNISciencedN2021dNkmdNihklrn 6.1 7

58 IdentificationNofNtheNpigmentNandNitsNroleNinNUVNresistanceNinNPaecilomycesNvariotiidNaNChernobylN
isolatedNusingNgeneticNmanipulationNstrategiesfNFungalhGeneticshandhBiologydN2021dNinkdNihlnop 3.9 4

57 NaturalNproductsNdevelopmentNunderNepigeneticNmodulationNinNfungifNPhytochemistryhReviewsdN2020
dNirdNilkleilmh 7.7 7

56 ContributionsNofNSporeNSecondaryNMetabolitesNtoNUVeCNProtectionNandNVirulenceNVaryNinNDifferentN
zspergillusNfumigatusNStrainsfNMBiodN2020dNiidN 7.8 17

55 MetabolomicNznalysisNofNIsolatedNFromNtheNInternationalNSpaceNStationNRevealsNEnhancedN
ProductionNLevelsNofNtheNzntioxidantNPyranonigrinNzfNFrontiershinhMicrobiologydN2020dNiidNrli 5.7 8

54 IdentificationNandNValidationNofNanNSecondaryNMetaboliteNDerivativeNasNanNInhibitorNofNtheN
MusashieRNzNInteractionfNCancersdN2020dNikdN 6.6 3

53 EpigeneticNManipulationNInducesNtheNProductionNofNCoumarineTypeNSecondaryNMetaboliteNfromN
zrthrobotrysNfoliicolafNIsraelhJournalhofhChemistrydN2019dNnrdNmlkemlq 3.4 5

52 OverexpressionNofNanNLaezelikeNMethyltransferaseNUpregulatesNSecondaryNMetaboliteNProductionN
infNACShChemicalhBiologydN2019dNimdNiomleioni 4.9 11

51 ProteomicNandNMetabolomicNCharacteristicsNofNExtremophilicNFungiNUnderNSimulatedNMarsN
ConditionsfNFrontiershinhMicrobiologydN2019dNihdNihil 5.7 17

50 RecentNadvancesNinNtheNgenomeNminingNofNsecondaryNmetabolitesNZcoveringNkhikekhiqafN
MedChemCommdN2019dNihdNqmheqoo 5 40

49 ProteomicNcharacterizationNofNzspergillusNfumigatusNisolatedNfromNairNandNsurfacesNofNtheN
InternationalNSpaceNStationfNFungalhGeneticshandhBiologydN2019dNikmdNlremo 3.9 19

48 InternationalNSpaceNStationNconditionsNalterNgenomicsdNproteomicsdNandNmetabolomicsNinNzspergillusN
nidulansfNAppliedhMicrobiologyhandhBiotechnologydN2019dNihldNiloleilpp 5.7 15

47 DiscoveryNandNElucidationNofNtheNωiosynthesisNofNzspernidgulenessNNovelNPolyenesNfromNzspergillusN
NidulansNbyNUsingNSerialNPromoterNReplacementfNChemBioChemdN2019dNkhdNlkrellm 3.8 6
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46 GenomeebasedNdeletionNanalysisNinNzspergillusNterreusNrevealsNtheNacetylaranotinN
bisethiomethyltransferaseNgenefNFungalhGeneticshandhBiologydN2018dNiirdNieo 3.9 3

45 ExpandingNtheNChemicalNSpaceNofNNonribosomalNPeptideNSynthetaseelikeNEnzymesNbyNDomainNandN
TailoringNEnzymeNRecombinationfNOrganichLettersdN2018dNkhdNnhqkenhqn 6.2 4

44 MatingetypeNfactorespecificNregulationNofNtheNfumagillingpseurotinNsecondaryNmetaboliteN
superclusterNinNzspergillusNfumigatusfNMolecularhMicrobiologydN2018dNiihdNihmneihon 4.1 8

43 HybridNTranscriptionNFactorNEngineeringNzctivatesNtheNSilentNSecondaryNMetaboliteNGeneNClusterNforN
ZcaezsperlinNinNzspergillusNnidulansfNACShChemicalhBiologydN2018dNildNlirlelkhn 4.9 22

42 CharacterizationNofNzspergillusNnigerNIsolatedNfromNtheNInternationalNSpaceNStationfNMSystemsdN2018
dNldN 7.6 27

41 OverexpressionNofNaNthreeegeneNconidialNpigmentNbiosyntheticNpathwayNinNzspergillusNnidulansN
revealsNtheNfirstNNRPSNknownNtoNacetylateNtryptophanfNFungalhGeneticshandhBiologydN2017dNihidNieo 3.9 15

40 TheNfungalNnaturalNproductNazaphiloneerNbindsNtoNHuRNandNinhibitsNHuReRNzNinteractionNinNvitrofN
PLoShONEdN2017dNikdNehipnmpi 3.7 28

39 DraftNGenomeNSequencesNofNSeveralNFungalNStrainsNSelectedNforNExposureNtoNMicrogravityNatNtheN
InternationalNSpaceNStationfNGenomehAnnouncementsdN2017dNndN 13

38 DiscoveryNofNMcrzdNaNmasterNregulatorNofNzspergillusNsecondaryNmetabolismfNMolecularhMicrobiology
dN2017dNihldNlmpelon 4.1 45

37 CharacterizationNofNIsolatesNfromNzirNandNSurfacesNofNtheNInternationalNSpaceNStationfNMSpheredN
2016dNidN 5 61

36
ResistanceNGeneeGuidedNGenomeNMiningsNSerialNPromoterNExchangesNinNzspergillusNnidulansNRevealN
theNωiosyntheticNPathwayNforNFellutamideNωdNaNProteasomeNInhibitorfNACShChemicalhBiologydN2016dN
iidNkkpneqm

4.9 75

35
CharacterizationNofNtheNproductNofNaNnonribosomalNpeptideNsynthetaseelikeNZNRPSelikeaNgeneNusingN
theNdoxycyclineNdependentNTeteonNsystemNinNzspergillusNterreusfNFungalhGeneticshandhBiologydN2016dN
qrdNqmeqq

3.9 21

34 MicrobialNmetabolomicsNinNopenNmicroscaleNplatformsfNNaturehCommunicationsdN2016dNpdNihoih 17.4 67

33 ωiosyntheticNPathwayNofNtheNReducedNPolyketideNProductNCitreoviridinNinNzspergillusNterreusNvarfN
aureusNRevealedNbyNHeterologousNExpressionNinNzspergillusNnidulansfNOrganichLettersdN2016dNiqdNilooer 6.2 39

32 DevelopmentNofNGeneticNDereplicationNStrainsNinNzspergillusNnidulansNResultsNinNtheNDiscoveryNofN
zspercryptinfNAngewandtehChemiedN2016dNikqdNiormeiorp 3.6 8

31 DevelopmentNofNGeneticNDereplicationNStrainsNinNzspergillusNnidulansNResultsNinNtheNDiscoveryNofN
zspercryptinfNAngewandtehChemiehxhInternationalhEditiondN2016dNnndNiooken 16.4 87

30 EngineeringNFungalNNonribosomalNPeptideNSynthetaseelikeNEnzymesNbyNHeterologousNExpressionN
andNDomainNSwappingfNOrganichLettersdN2016dNiqdNokloeoklr 6.2 17

29 DraftNGenomeNSequencesNofNTwoNzspergillusNfumigatusNStrainsdNIsolatedNfromNtheNInternationalN
SpaceNStationfNGenomehAnnouncementsdN2016dNmdN 12
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28 SpatialNregulationNofNaNcommonNprecursorNfromNtwoNdistinctNgenesNgeneratesNmetaboliteNdiversityfN
ChemicalhSciencedN2015dNodNnrilenrki 9.4 23

27 zzaphilonesNinhibitNtauNaggregationNandNdissolveNtauNaggregatesNinNvitrofNACShChemicalh
NeurosciencedN2015dNodNpnieoh 5.7 35

26 GenomeNminingNandNmolecularNcharacterizationNofNtheNbiosyntheticNgeneNclusterNofNaNditerpenicN
meroterpenoiddNinedeoxyoxalicineNωdNinfNChemicalhSciencedN2015dNodNonlpeonmm 9.4 19

25 InhibitionNofNTauNaggregationNbyNthreeNzspergillusNnidulansNsecondaryNmetabolitessN
kdˇ�edihydroxyemodindNasperthecindNandNasperbenzaldehydefNPlantahMedicadN2014dNqhdNppeqn 3.1 28

24 RecentNadvancesNinNgenomeNminingNofNsecondaryNmetabolitesNinNzspergillusNterreusfNFrontiershinh
MicrobiologydN2014dNndNpip 5.7 37

23
RecentNadvancesNinNgenomeNminingNofNsecondaryNmetaboliteNbiosyntheticNgeneNclustersNandNtheN
developmentNofNheterologousNexpressionNsystemsNinNzspergillusNnidulansfNJournalhofhIndustrialh
MicrobiologyhandhBiotechnologydN2014dNmidNmllemk

4.2 84

22 znNefficientNsystemNforNheterologousNexpressionNofNsecondaryNmetaboliteNgenesNinNzspergillusN
nidulansfNJournalhofhthehAmericanhChemicalhSocietydN2013dNilndNppkheli 16.4 146

21 bZIPNtranscriptionNfactorsNaffectingNsecondaryNmetabolismdNsexualNdevelopmentNandNstressN
responsesNinNzspergillusNnidulansfNMicrobiologyhsUnitedhKingdomtdN2013dNinrdNppeqq 2.9 74

20 OverexpressionNofNtheNzspergillusNnidulansNhistoneNmNacetyltransferaseNEsazNincreasesNactivationNofN
secondaryNmetaboliteNproductionfNMolecularhMicrobiologydN2012dNqodNlimelh 4.1 82

19 zdvancesNinNzspergillusNsecondaryNmetaboliteNresearchNinNtheNpostegenomicNerafNNaturalhProducth
ReportsdN2012dNkrdNlniepi 15.1 205

18 IdentificationNandNmolecularNgeneticNanalysisNofNtheNcichorineNgeneNclusterNinfNMedChemCommdN2012
dNldN 5 23

17 ReengineeringNanNazaphiloneNbiosynthesisNpathwayNinNzspergillusNnidulansNtoNcreateNlipoxygenaseN
inhibitorsfNOrganichLettersdN2012dNimdNrpken 6.2 32

16 TwoNseparateNgeneNclustersNencodeNtheNbiosyntheticNpathwayNforNtheNmeroterpenoidsNaustinolNandN
dehydroaustinolNinNzspergillusNnidulansfNJournalhofhthehAmericanhChemicalhSocietydN2012dNilmdNmphrekh 16.4 188

15 IlluminatingNtheNdiversityNofNaromaticNpolyketideNsynthasesNinNzspergillusNnidulansfNJournalhofhtheh
AmericanhChemicalhSocietydN2012dNilmdNqkikeki 16.4 131

14 TowardNawakeningNcrypticNsecondaryNmetaboliteNgeneNclustersNinNfilamentousNfungifNMethodshinh
EnzymologydN2012dNnipdNlhlekm 1.7 86

13 PreventionNofNchronicNHωVNinfectionNinducedNhepatocellularNcarcinomaNdevelopmentNbyNusingN
antiplateletNdrugsfNHepatobiliaryhSurgeryhandhNutritiondN2012dNidNnpeq 2.1 3

12 GenomeebasedNdeletionNanalysisNrevealsNtheNprenylNxanthoneNbiosynthesisNpathwayNinNzspergillusN
nidulansfNJournalhofhthehAmericanhChemicalhSocietydN2011dNilldNmhihep 16.4 134

11 RecentNadvancesNinNawakeningNsilentNbiosyntheticNgeneNclustersNandNlinkingNorphanNclustersNtoN
naturalNproductsNinNmicroorganismsfNCurrenthOpinionhinhChemicalhBiologydN2011dNindNilpeml 9.7 160
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10
zsperfuranoneNfromNzspergillusNnidulansNinhibitsNproliferationNofNhumanNnonesmallNcellNlungNcancerN
znmrNcellsNviaNblockingNcellNcycleNprogressionNandNinducingNapoptosisfNBasichandhClinicalh
PharmacologyhandhToxicologydN2010dNihpdNnqler

3.1 19

9 TelomereNpositionNeffectNisNregulatedNbyNheterochromatineassociatedNproteinsNandNNkuzNinN
zspergillusNnidulansfNMicrobiologyhsUnitedhKingdomtdN2010dNinodNlnkkelnli 2.9 26

8 CharacterizationNofNtheNzspergillusNnidulansNmonodictyphenoneNgeneNclusterfNAppliedhandh
EnvironmentalhMicrobiologydN2010dNpodNkhopepm 4.8 124

7 ChromatinelevelNregulationNofNbiosyntheticNgeneNclustersfNNaturehChemicalhBiologydN2009dNndNmokem 11.7 292

6
zNgeneNclusterNcontainingNtwoNfungalNpolyketideNsynthasesNencodesNtheNbiosyntheticNpathwayNforNaN
polyketidedNasperfuranonedNinNzspergillusNnidulansfNJournalhofhthehAmericanhChemicalhSocietydN2009dN
ilidNkroneph

16.4 226

5
NorsolorinicNacidNinhibitsNproliferationNofNTkmNhumanNbladderNcancerNcellsNbyNarrestingNtheNcellNcycleN
atNtheNGhgGiNphaseNandNinducingNaNFasgmembraneeboundNFasNligandemediatedNapoptoticNpathwayfN
ClinicalhandhExperimentalhPharmacologyhandhPhysiologydN2008dNlndNilhieq

3 12

4 PlumbaginNinducesNcellNcycleNarrestNandNapoptosisNthroughNreactiveNoxygenNspeciesgceJunN
NeterminalNkinaseNpathwaysNinNhumanNmelanomaNzlpnfSkNcellsfNCancerhLettersdN2008dNknrdNqkerq 9.9 174

3 IdentificationNandNcharacterizationNofNtheNasperthecinNgeneNclusterNofNzspergillusNnidulansfNAppliedh
andhEnvironmentalhMicrobiologydN2008dNpmdNpohpeik 4.8 126

2 MolecularNgeneticNminingNofNtheNzspergillusNsecondaryNmetabolomesNdiscoveryNofNtheN
emericellamideNbiosyntheticNpathwayfNChemistryhandhBiologydN2008dNindNnkpelk 161

1
NorsolorinicNacidNfromNzspergillusNnidulansNinhibitsNtheNproliferationNofNhumanNbreastN
adenocarcinomaNMCFepNcellsNviaNFasemediatedNpathwayfNBasichandhClinicalhPharmacologyhandh
ToxicologydN2008dNihkdNmriep

3.1 17
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