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Methods in Molecular Biology, 2019, 1855, 483-490.
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Effects of huwentoxin-l on catecholamines in cultured PC12 cells. Toxicology Mechanisms and
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Physiological and biochemical characterization of egg extract of black widow spiders to uncover
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Purification and Partial Characterization of a Novel Neurotoxic Protein from Eggs of Black Widow
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A sample preparation method for micro-scale membrane proteome analysis. Sample Preparation, 2013, 1, 0.4 1
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Gel-Absorption-Based Sample Preparation Method for Shotgun Analysis of Membrane Proteome.

Methods in Molecular Biology, 2012, 869, 385-392. 0.9 0
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Electrophoretically driven SDS removal and protein fractionation in the shotgun analysis of
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Shotgun proteomics and network analysis of ubiquitin-related proteins from human breast
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Proteomic analysis of <i>Latrodectus tredecimguttatus</i> venom for uncovering potential
latrodectismé&€related proteins. Journal of Biochemical and Molecular Toxicology, 2008, 22, 328-336.

Sodium-deoxycholate-assisted tryptic digestion and identification of proteolytically resistant 04 104
proteins. Analytical Biochemistry, 2008, 377, 259-266. :
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