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63 TargetingODNyODamageOResponseOandOReplicationOStressOinOPancreaticO ancereOGastroenterologycO
2021cOhngcOknidkooeehk 13.3 32

62 SubtypedSpecificOynalysesORevealOInfiltrativeOzasalO ellO arcinomasOyreOHighlyOInteractiveOwithOtheirO
EnvironmenteOJournaloofoInvestigativeoDermatologycO2021cOhlhcOikpgdikqg 4.3 5

61 HNFlyOandOGyTynOLossORevealsOTherapeuticallyOyctionableOSubtypesOinOPancreaticO ancereOCello
ReportscO2020cOkhcOhgonim 10.6 34

60  hromosomeOarmOaneuploidiesOshapeOtumourOevolutionOandOdrugOresponseeONatureoCommunications
cO2020cOhhcOllq 17.4 30

59 GenomicOfootprintsOofOactivatedOtelomereOmaintenanceOmechanismsOinOcancereONatureo
CommunicationscO2020cOhhcOokk 17.4 40

58 HighdcoverageOwholedgenomeOanalysisOofOhiigOcancersOrevealsOhundredsOofOgenesOderegulatedObyO
rearrangementdmediatedOcisdregulatoryOalterationseONatureoCommunicationscO2020cOhhcOokn 17.4 32

57  ombinedOburdenOandOfunctionalOimpactOtestsOforOcancerOdriverOdiscoveryOusingODriverPowereO
NatureoCommunicationscO2020cOhhcOokl 17.4 16

56 IntegrativeOpathwayOenrichmentOanalysisOofOmultivariateOomicsOdataeONatureoCommunicationscO2020cO
hhcOokm 17.4 53

55 PathwayOandOnetworkOanalysisOofOmoreOthanOimggOwholeOcancerOgenomeseONatureoCommunicationscO
2020cOhhcOoiq 17.4 38

54 PatternsOofOsomaticOstructuralOvariationOinOhumanOcancerOgenomeseONaturecO2020cOmopcOhhidhih 50.4 232

53 ynalysesOofOnondcodingOsomaticOdriversOinOicnmp´ cancerOwholeOgenomeseONaturecO2020cOmopcOhgidhhh 50.4 220

52 PandcancerOanalysisOofOwholeOgenomeseONaturecO2020cOmopcOpidqk 50.4 840

51 PandcancerOanalysisOofOwholeOgenomesOidentifiesOdriverOrearrangementsOpromotedObyOLINEdhO
retrotranspositioneONatureoGeneticscO2020cOmicOkgndkhq 36.3 122

50 DisruptionOofOchromatinOfoldingOdomainsObyOsomaticOgenomicOrearrangementsOinOhumanOcancereO
NatureoGeneticscO2020cOmicOiqldkgm 36.3 81

49  omprehensiveOanalysisOofOchromothripsisOinOicnmpOhumanOcancersOusingOwholedgenomeO
sequencingeONatureoGeneticscO2020cOmicOkkhdklh 36.3 168

48  ancerOLncRNyO ensusOrevealsOevidenceOforOdeepOfunctionalOconservationOofOlongOnoncodingORNysO
inOtumorigenesiseOCommunicationsoBiologycO2020cOkcOmn 6.7 77

47 MarkedOmitochondrialOgeneticOvariationOinOindividualsOandOpopulationsOofOtheOcarcinogenicOliverO
flukeO lonorchisOsinensiseOPLoSoNeglectedoTropicaloDiseasescO2020cOhlcOegggplpg 4.8 4
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46 ProgressionOofODiseaseOWithinOilOMonthsOinOFollicularOLymphomaOIsOyssociatedOWithOReducedO
IntratumoralOImmuneOInfiltrationeOJournaloofoClinicaloOncologycO2019cOkocOkkggdkkgq 2.2 43

45 DeconvolutionOofOsingledcellOmultidomicsOlayersOrevealsOregulatoryOheterogeneityeONatureo
CommunicationscO2019cOhgcOlog 17.4 84

44 SubclonalOevolutionOinOdiseaseOprogressionOfromOMGUSfSMMOtoOmultipleOmyelomaOisOcharacterisedO
byOclonalOstabilityeOLeukemiacO2019cOkkcOlmodlnp 10.7 51

43 deletionOdrivesOacuteOmyeloidOleukemiaOresistanceOtoOMEKOinhibitorseOOncotargetcO2019cOhgcOmommdmono 3.3 5

42 TranslocationOzreakpointsOPreferentiallyOOccurOinOEuchromatinOandOycrocentricO hromosomeseO
CancerscO2018cOhgcO 6.6 12

41 TargetedONextdGenerationOSequencingOforODetectingOGeneOFusionsOinOLeukemiaeOMolecularoCancero
ResearchcO2018cOhncOioqdipm 6.6 20

40 SingledcellORNydseqOrevealsOdynamicOtranscriptomeOprofilingOinOhumanOearlyOneuralOdifferentiationeO
GigaSciencecO2018cOocO 7.6 11

39 WholedgenomeOlandscapeOofOpancreaticOneuroendocrineOtumourseONaturecO2017cOmlkcOnmdoh 50.4 482

38  uttingOedgeOgenomicsOrevealOnewOinsightsOintoOtumourOdevelopmentcOdiseaseOprogressionOandO
therapeuticOimpactsOinOmultipleOmyelomaeOBritishoJournaloofoHaematologycO2017cOhopcOhqndigp 4.5 13

37 HypermutationOInOPancreaticO ancereOGastroenterologycO2017cOhmicOnpdoleei 13.3 130

36 GenomicOanalysesOidentifyOmolecularOsubtypesOofOpancreaticOcancereONaturecO2016cOmkhcOlodmi 50.4 1785

35 WholeOgenomesOredefineOtheOmutationalOlandscapeOofOpancreaticOcancereONaturecO2015cOmhpcOlqmdmgh 50.4 1579

34 IntegratedOgenomicOandOtranscriptomicOanalysisOofOhumanObrainOmetastasesOidentifiesOalterationsOofO
potentialOclinicalOsignificanceeOJournaloofoPathologycO2015cOikocOknkdop 9.4 72

33 WholedgenomeOcharacterizationOofOchemoresistantOovarianOcancereONaturecO2015cOmihcOlpqdql 50.4 890

32 GenomicOcatastrophesOfrequentlyOariseOinOesophagealOadenocarcinomaOandOdriveOtumorigenesiseO
NatureoCommunicationscO2014cOmcOmiil 17.4 176

31 yOworkflowOtoOincreaseOverificationOrateOofOchromosomalOstructuralOrearrangementsOusingO
highdthroughputOnextdgenerationOsequencingeOBioTechniquescO2014cOmocOkhdp 2.5

30 GenomedwideODNyOmethylationOpatternsOinOpancreaticOductalOadenocarcinomaOrevealOepigeneticO
deregulationOofOSLITdROzOcOITGyiOandOMETOsignalingeOInternationaloJournaloofoCancercO2014cOhkmcOhhhgdp 7.5 149

29  omputationalOapproachesOtoOidentifyOfunctionalOgeneticOvariantsOinOcancerOgenomeseONatureo
MethodscO2013cOhgcOoikdq 21.6 129
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28 SomaticOpointOmutationOcallingOinOlowOcellularityOtumorseOPLoSoONEcO2013cOpcOeolkpg 3.7 49

27 RONOisOnotOaOprognosticOmarkerOforOresectableOpancreaticOcancereOBMCoCancercO2012cOhicOkqm 4.8 16

26 PancreaticOcancerOgenomesOrevealOaberrationsOinOaxonOguidanceOpathwayOgeneseONaturecO2012cOlqhcOkqqdlgm50.4 1427

25 TheOdeubiquitinaseOUSPqXOsuppressesOpancreaticOductalOadenocarcinomaeONaturecO2012cOlpncOinndog 50.4 253

24
SleepingOzeautyOmutagenesisOrevealsOcooperatingOmutationsOandOpathwaysOinOpancreaticO
adenocarcinomaeOProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericacO
2012cOhgqcOmqkldlh

11.5 179

23 qpurerOyOtoolOtoOestimateOtumorOcellularityOfromOgenomedwideOsinglednucleotideOpolymorphismO
profileseOPLoSoONEcO2012cOocOelmpkm 3.7 80

22 WordOadddinOforOontologyOrecognitionrOsemanticOenrichmentOofOscientificOliteratureeOBMCo
BioinformaticscO2010cOhhcOhgk 3.6 10

21 IntegrationOofOopenOaccessOliteratureOintoOtheOR SzOProteinODataOzankOusingOzioLiteOBMCo
BioinformaticscO2010cOhhcOiig 3.6 7

20 TheOtranscriptionalOnetworkOthatOcontrolsOgrowthOarrestOandOdifferentiationOinOaOhumanOmyeloidO
leukemiaOcellOlineeONatureoGeneticscO2009cOlhcOmmkdni 36.3 356

19 LiteratureODatabasesO2009cOkkhdklm

18 TowardsOdefiningOtheOnuclearOproteomeeOGenomeoBiologycO2008cOqcORhm 18.3 27

17  omputationalObiologyOresourcesOlackOpersistenceOandOusabilityeOPLoSoComputationaloBiologycO2008cO
lcOehggghkn 5 23

16 zioLitrOintegratingObiologicalOliteratureOwithOdatabaseseONucleicoAcidsoResearchcO2008cOkncOWkpmdq 20.1 26

15 IOamOnotOaOscientistcOIOamOaOnumbereOPLoSoComputationaloBiologycO2008cOlcOehgggilo 5 8

14 LO yTErOaOmammalianOproteinOsubcellularOlocalizationOdatabaseeONucleicoAcidsoResearchcO2008cOkncODikgdk20.1 108

13 INTRINSI OEVyLUyTIONOOFOTEXTOMININGOTOOLSOMyYONOTOPREDI TOPERFORMyN EOONO
REyLISTI OTySKSO2007cO 4

12 DomainDrawrOaOmacromolecularOfeatureOdrawingOprogrameOInoSilicooBiologycO2007cOocOhlmdmg 2 12

11 PhosphoregDzrOtheOtissueOandOsubdcellularOdistributionOofOmammalianOproteinOkinasesOandO
phosphataseseOBMCoBioinformaticscO2006cOocOpi 3.6 16
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10 EvaluationOandOcomparisonOofOmammalianOsubcellularOlocalizationOpredictionOmethodseOBMCo
BioinformaticscO2006cOoOSupplOmcOSk 3.6 46

9 LO yTErOaOmouseOproteinOsubcellularOlocalizationOdatabaseeONucleicoAcidsoResearchcO2006cOklcODihkdo 20.1 65

8 DifferentialOuseOofOsignalOpeptidesOandOmembraneOdomainsOisOaOcommonOoccurrenceOinOtheOproteinO
outputOofOtranscriptionalOunitseOPLoSoGeneticscO2006cOicOeln 6 25

7 SubcellularOlocalizationOofOmammalianOtypeOIIOmembraneOproteinseOTrafficcO2006cOocOnhkdim 5.7 17

6 ILdidOandOSTyTmdregulatedOcytokineOgeneOexpressionOinOcellsOexpressingOtheOTaxOproteinOofOHTLVdheO
OncogenecO2005cOilcOlnildkk 9.2 31

5 iHyPIrOaOmicroarrayOdataOanalysisOsystemeOBioinformaticscO2003cOhqcOhllkdm 7.2 7

4 TheOPlantsPOandOPlantsTOFunctionalOGenomicsODatabaseseONucleicoAcidsoResearchcO2003cOkhcOklidl 20.1 49

3 RivalOpenalizedOcompetitiveOlearningOXRP LYrOaOtopologyddeterminingOalgorithmOforOanalyzingOgeneO
expressionOdataeOComputationaloBiologyoandoChemistrycO2003cOiocOmnmdol 3.6 12

2 UseOofOkeywordOhierarchiesOtoOinterpretOgeneOexpressionOpatternseOBioinformaticscO2001cOhocOkhqdin 7.2 101

1 DeconvolutionOofOsingledcellOmultidomicsOlayersOrevealsOregulatoryOheterogeneity 5
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