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Phylogenetic patterns are not proxies of community assembly mechanisms (they are far better).
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Inter- and intraspecific genetic variation inHippophae (Elaeagnaceae) investigated by RAPD markers.
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Phylogeny, diagnostic characters and generic limitation of Australasian Chrysophylloideae
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Analysis of genetic diversity in the endangered tropical tree species Hagenia abyssinica using ISSR
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Disparate relatives: Life histories vary more in genera occupying intermediate environments.

Perspectives in Plant Ecology, Evolution and Systematics, 2012, 14, 283-301. 27 33
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RAPD analysis of diploid and tetraploid populations of Aronia points to different reproductive

strategies within the genus. Hereditas, 2005, 141, 301-312.

Effects of population size on genetic diversity, fitness and pollinator community composition in

fragmented populations of Anthericum liliago L.. Plant Ecology, 2008, 198, 101-110. 1.6 82

RAPD-based Analysis of Genetic Diversity and Selection of Lingonberry (Vaccinium vitis-idaea L.)
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Genetic diversity inChaenomeles (Rosaceae) revealed by RAPD analysis. Plant Systematics and
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High temperature and UV-C treatments affect stilbenoid accumulation and related gene expression
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Specialists leave fewer descendants within a region than generalists. Global Ecology and
Biogeography, 2013, 22, 213-222.

Comparison of differentiation estimates based on morphometric and molecular data, exemplified by
various leaf shape descriptors and RAPDs in the genus Chaenomeles (Rosaceae). Taxon, 2002, 51, 69-82.

Phylogeny and colonization history of Pringlea antiscorbutica (Brassicaceae), an emblematic endemic
from the South Indian Ocean Province. Molecular Phylogenetics and Evolution, 2012, 65, 748-756.
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ecod€evolutionary feedbacks. New Phytologist, 2017, 213, 66-82. 73 18

Species pools along contemporary environmental gradients represent different levels of
diversification. Journal of Biogeography, 2010, 37, 2317-2331.

Combined analyses of RAPDs, cpDNA and morphology demonstrate spontaneous hybridization in the
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Larger phylogenetic distances in litter mixtures: lower microbial biomass and higher C|N ratios but
equal mass loss. Proceedings of the Royal Society B: Biological Sciences, 2015, 282, 20150103.
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The Evolutionary Legacy of Diversification Predicts Ecosystem Function. American Naturalist, 2016,

188, 398-410.

Genetic relationships in Chaenomeles (Rosaceae) revealed by isozyme analysis. Scientia Horticulturae,
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Climatic Changes and Orogeneses in the Late Miocene of Eurasia: The Main Triggers of an Expansion at
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