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h Paper IF Citations

106 TheMspatialMselfaorganizationMwithinMpluripotentMstemMcellMcoloniesMisMcontinuedMinMdetachingM
aggregatesbbMBiomaterialsYM2022YMflfYMefeglm 15.6 1

105 SuRSawoVafMinfectsMtheMhumanMkidneyMandMdrivesMfibrosisMinMkidneyMorganoidsbbMCellkStemkCellYM2021YM 18 24

104 wuκRMframeshiftMmutationsMinMMPNMpatientaderivedMiPSwsMaccelerateMmaturationMofM
megakaryocytesbMStemkCellkReportsYM2021YMejYMfkjlafklg 8 1

103 whromatinaaccessibilityMestimationMfromMsingleacellMuTuwaseqMdataMwithMscOpenbMNaturek
CommunicationsYM2021YMefYMjglj 17.4 1

102 TranscriptionalMchangesMandMtheMroleMofMONywUTeMinMhPSwMpancreaticMdifferentiationbM
CommunicationskBiologyYM2021YMhYMefml 6.7 2

101 MutationsMandMvariantsMofMONywUTeMinMdiabetesbMNaturekMedicineYM2021YMfkYMemflaemhd 50.5 6

100 xeepMlearningabasedMclusteringMapproachesMforMbioinformaticsbMBriefingskinkBioinformaticsYM2021YMffYMgmgahei13.4 42

99 yndotheliumaderivedMstromalMcellsMcontributeMtoMhematopoieticMboneMmarrowMnicheMformationbMCellk
StemkCellYM2021YMflYMjigajkdbeee 18 8

98 wrossTalkeRnMunalysisMandMVisualisationMofMκigandMReceptorMNetworksbMBioinformaticsYM2021YM 7.2 4

97  eterogeneousMboneamarrowMstromalMprogenitorsMdriveMmyelofibrosisMviaMaMdruggableMalarminMaxisbM
CellkStemkCellYM2021YMflYMjgkajifbel 18 29

96 TheMyxpressionMofMtheMwanceraussociatedMlncRNuMIsMModulatedMbyMyphrinuiaInducedMSignalingbM
InternationalkJournalkofkMolecularkSciencesYM2021YMffYM 6.3 1

95 SuRSawoVafMinfectsMandMreplicatesMinMcellsMofMtheMhumanMendocrineMandMexocrineMpancreasbMNaturek
MetabolismYM2021YMgYMehmaeji 14.6 176

94 yarlyMandMlateMstageMMPNMpatientsMshowMdistinctMgeneMexpressionMprofilesMinMwxghMcellsbMAnnalskofk
HematologyYM2021YMeddYMfmhgafmij 3 1

93 wognateMrecognitionMofMmicrobialMantigensMdefinesMconstrictedMwxhMT´ cellMreceptorMrepertoiresMinM
theMinflamedMcolonbMImmunityYM2021YMihYMfijiafikkbej 32.3 1

92 zromMcellMtoMcellnMIdentificationMofMactionableMtargetsMinMboneMmarrowMfibrosisMusingMsingleacellM
technologiesbMExperimentalkHematologyYM2021YMedhYMhlaih 3.1

91 xNuMMethylationaMediatedMModulationMofMyndocytosisMasMPotentialMMechanismMforMSynapticM
zunctionMRegulationMinMMurineMInhibitoryMworticalMInterneuronsbMCerebralkCortexYM2020YMgdYMgmfeagmgk 5.1 16

90 ugingaregulatedMantiaapoptoticMlongMnonacodingMRNuMSarrahMaugmentsMrecoveryMfromMacuteM
myocardialMinfarctionbMNaturekCommunicationsYM2020YMeeYMfdgm 17.4 28
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89  ypoxiaainducibleMfactorMeMU IzaeVMisMaMnewMtherapeuticMtargetMinMαuγfVjekzapositiveM
myeloproliferativeMneoplasmsbMLeukemiaYM2020YMghYMedjfaedkh 10.7 23

88 TherapeuticMinhibitionMofMzc˛‡RIIbMsignalingMtargetsMleukemicMstemMcellsMinMchronicMmyeloidMleukemiabM
LeukemiaYM2020YMghYMfjgiafjhk 10.7 3

87 xeconvolutionMofMcellularMsubsetsMinMhumanMtissueMbasedMonMtargetedMxNuMmethylationManalysisMatM
individualMwp’MsitesbMBMCkBiologyYM2020YMelYMekl 7.3 6

86 MyeloidMcellsMinMliverMandMboneMmarrowMacquireMaMfunctionallyMdistinctMinflammatoryMphenotypeM
duringMobesityarelatedMsteatohepatitisbMGutYM2020YMjmYMiieaijg 19.2 71

85 UniqueMandMassayMspecificMfeaturesMofMNOMeaYMuTuwaMandMxNaseMIaseqMdatabMNucleickAcidskResearchYM
2019YMhkYMedildaedimj 20.1 17

84 PrognosticallyMRelevantMSubtypesMandMSurvivalMPredictionMforMvreastMwancerMvasedMonMMultimodalM
’enomicsMxatabMIEEEkAccessYM2019YMkYMegglidaeggljh 3.5 12

83 xetectionMofMRNuaxNuMbindingMsitesMinMlongMnoncodingMRNusbMNucleickAcidskResearchYM2019YMhkYMegf 20.1 70

82  ematopoieticMstemMandMprogenitorMcellMproliferationMandMdifferentiationMrequiresMtheMtrithoraxM
proteinMushflbMScientifickReportsYM2019YMmYMlfjf 4.9 6

81 StemMcellMpersistenceMinMwMκMisMmediatedMbyMextrinsicallyMactivatedMαuγeaSTuTgMsignalingbMLeukemiaYM
2019YMggYMemjhaemkk 10.7 17

80 IdentificationMofMtranscriptionMfactorMbindingMsitesMusingMuTuwaseqbMGenomekBiologyYM2019YMfdYMhi 18.3 139

79 ImpairedMcellularMenergyMmetabolismMinMcordMbloodMmacrophagesMcontributesMtoMabortiveMresponseM
towardMinflammatoryMthreatsbMNaturekCommunicationsYM2019YMedYMejli 17.4 28

78 xifferentialMrolesMofMSTuTeMandMSTuTfMinMtheMsensitivityMofMαuγfVjekzaMvsbMvwRauvκapositiveMcellsMtoM
interferonMalphabMJournalkofkHematologykandkOncologyYM2019YMefYMgj 22.4 13

77 InfliximabMtherapyMtogetherMwithMtyrosineMkinaseMinhibitionMtargetsMleukemicMstemMcellsMinMchronicM
myeloidMleukemiabMBMCkCancerYM2019YMemYMjil 4.8 4

76 TranscriptionalMκandscapeMofMtheMMicroenvironmentMinMvoneMMarrowMzibrosisMatMSingleMwellMκevelbM
BloodYM2019YMeghYMejkiaejki 2.2 0

75 xeconstructingMtheMwlonalMudvantageMandMwlonalMStabilityMofMiqaMwandidateM’enesMinMxelUiqVMMxSM
onMaMSingleMwellMκevelbMBloodYM2019YMeghYMiimaiim 2.2

74 IsolationMandMgenomeawideMcharacterizationMofMcellularMxNunRNuMtriplexMstructuresbMNucleickAcidsk
ResearchYM2019YMhkYMfgdjafgfe 20.1 40

73 uMxrugaTargetMNetworkavasedMSupervisedMMachineMκearningMRepurposingMMethodMullowingMtheMUseM
ofMMultipleM eterogeneousMInformationMSourcesbMMethodskinkMolecularkBiologyYM2019YMemdgYMfleaflm 1.4 8

72 wXwRjMprotectsMfromMinflammationMandMfibrosisMinMNyMOMmicebMBiochimicakEtkBiophysicakActak-k
MolecularkBasiskofkDiseaseYM2019YMeljiYMgmeahdf 6.9 7
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71 αuγfVjekzMbutMnotMwuκRMmutationsMconferMincreasedMmolecularMresponsesMtoMinterferona˛–MviaM
αuγecSTuTeMactivationbMLeukemiaYM2019YMggYMmmiaeded 10.7 29

70 yylncTMxefinesMaMwlassMofMxivergentlyMTranscribedMlncRNusMandMSafeguardsMtheMTamediatedM
MesodermalMwommitmentMofM umanMPSwsbMCellkStemkCellYM2019YMfhYMgelagfkbel 18 27

69 xataMcomplexityMmetaafeaturesMforMregressionMproblemsbMMachinekLearningYM2018YMedkYMfdmafhj 4 21

68  M’vfMκossMuponMSenescenceMyntryMxisruptsM’enomicMOrganizationMandMInducesMwTwzMwlusteringM
acrossMwellMTypesbMMolecularkCellYM2018YMkdYMkgdakhhbej 17.6 83

67 TherapeuticMinhibitionMofMinflammatoryMmonocyteMrecruitmentMreducesMsteatohepatitisMandMliverM
fibrosisbMHepatologyYM2018YMjkYMefkdaeflg 11.2 225

66
TranscriptionMfactorMmotifMenrichmentMinMwholeMtranscriptomeManalysisMidentifiesMSTuThMandMvwκjMasM
theMmostMprominentMbindingMmotifMinMsystemicMjuvenileMidiopathicMarthritisbMArthritiskResearchkandk
TherapyYM2018YMfdYMml

5.7 8

65 NrffMIsMaMwentralMRegulatorMofMMetabolicMReprogrammingMofMMyeloidaxerivedMSuppressorMwellsMinM
SteadyMStateMandMSepsisbMFrontierskinkImmunologyYM2018YMmYMeiif 8.4 28

64
wyclinMyeMandMcyclinadependentMkinaseMfMareMcriticalMforMinitiationYMbutMnotMforMprogressionMofM
hepatocellularMcarcinomabMProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofk
AmericaYM2018YMeeiYMmflfamflk

11.5 41

63 VariantsMofMcauseMtranscriptaspecificMxNuMmethylationMpatternsMandMaffectMhematopoiesisbMLifek
SciencekAllianceYM2018YMeYMefdelddeig 5.8 11

62 wlusteringMofMRNuaSeqMsamplesnMwomparisonMstudyMonMcancerMdatabMMethodsYM2018YMegfYMhfahm 4.6 10

61  umanMpluripotentMstemMcelladerivedMacinarcductalMorganoidsMgenerateMhumanMpancreasMuponM
orthotopicMtransplantationMandMallowMdiseaseMmodellingbMGutYM2017YMjjYMhkgahlj 19.2 120

60 PostaweaningMepiphysiolysisMcausesMdistalMfemurMdysplasiaMandMforeshortenedMhindlimbsMinM
fetuinauadeficientMmicebMPLoSkONEYM2017YMefYMedelkdgd 3.7 14

59 SurfaceMTopographyM’uidesMMorphologyMandMSpatialMPatterningMofMInducedMPluripotentMStemMwellM
woloniesbMStemkCellkReportsYM2017YMmYMjihajjj 8 95

58 TbxgMfostersMpancreaticMcancerMgrowthMbyMincreasedMangiogenesisMandMactivincnodaladependentM
inductionMofMstemnessbMStemkCellkResearchYM2016YMekYMgjkagkl 1.6 19

57 MeasuringMtheMcomplexityMofMregressionMproblemsM2016YM 2

56 vindingMofMnuclearMfactorM˛”vMtoMnoncanonicalMconsensusMsitesMrevealsMitsMmultimodalMroleMduringMtheM
earlyMinflammatoryMresponsebMGenomekResearchYM2016YMfjYMehklaehlm 9.7 27

55 TheMlncRNuM OTuIRMimpactsMonMmesenchymalMstemMcellsMviaMtripleMhelixMformationbMNucleickAcidsk
ResearchYM2016YMhhYMedjgeaedjhg 20.1 94

54 xifferentialMpeakMcallingMofMwhIPaseqMsignalsMwithMreplicatesMwithMT ORbMNucleickAcidskResearchYM2016
YMhhYMeeig 20.1 46
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53 xetectionMofM otaSpotMMutationsMinMwirculatingMwellazreeMxNuMzromMPatientsMWithMIntraductalM
PapillaryMMucinousMNeoplasmsMof´ theMPancreasbMGastroenterologyYM2016YMeieYMfjkakd 13.3 53

52 unalysisMofMcomputationalMfootprintingMmethodsMforMxNaseMsequencingMexperimentsbMNaturek
MethodsYM2016YMegYMgdgam 21.6 82

51 ypigeneticMwlassificationMofM umanMMesenchymalMStromalMwellsbMStemkCellkReportsYM2016YMjYMejlaki 8 40

50 xNuMmethylationMlevelsMatMindividualMageaassociatedMwp’MsitesMcanMbeMindicativeMforMlifeMexpectancybM
AgingYM2016YMlYMgmhahde 5.6 99

49 ypigeneticMageMpredictionsMbasedMonMbuccalMswabsMareMmoreMpreciseMinMcombinationMwithMcellM
typeaspecificMxNuMmethylationMsignaturesbMAgingYM2016YMlYMedghahl 5.6 68

48 uMmultipleMkernelMlearningMalgorithmMforMdrugatargetMinteractionMpredictionbMBMCkBioinformaticsYM
2016YMekYMhj 3.6 111

47 uMtimeMframeMpermissiveMforMProteinMγinaseMxfMactivityMtoMdirectMangiogenesisMinMmouseMembryonicM
stemMcellsbMScientifickReportsYM2015YMiYMeekhf 4.9 7

46 ImpactMofMmissingMdataMimputationMmethodsMonMgeneMexpressionMclusteringMandMclassificationbMBMCk
BioinformaticsYM2015YMejYMjh 3.6 47

45 ReplicativeMsenescenceMisMassociatedMwithMnuclearMreorganizationMandMwithMxNuMmethylationMatM
specificMtranscriptionMfactorMbindingMsitesbMClinicalkEpigeneticsYM2015YMkYMem 7.7 42

44 ypigeneticMprogramMandMtranscriptionMfactorMcircuitryMofMdendriticMcellMdevelopmentbMNucleickAcidsk
ResearchYM2015YMhgYMmjldamg 20.1 34

43 ThrombinMstimulatesMinsulinMsecretionMviaMproteaseaactivatedMreceptoragbMIsletsYM2015YMkYMeeeelemi 2 13

42 OnMtheMselectionMofMappropriateMdistancesMforMgeneMexpressionMdataMclusteringbMBMCkBioinformaticsYM
2014YMeiMSupplMfYMSf 3.6 68

41 xetectingMdifferentialMpeaksMinMwhIPaseqMsignalsMwithMOxINbMBioinformaticsYM2014YMgdYMghjkaki 7.2 24

40 xetectionMofMactiveMtranscriptionMfactorMbindingMsitesMwithMtheMcombinationMofMxNaseM
hypersensitivityMandMhistoneMmodificationsbMBioinformaticsYM2014YMgdYMgehgaie 7.2 56

39 TheMinteractionMofMMYwMwithMtheMtrithoraxMproteinMuS fκMpromotesMgeneMtranscriptionMbyMregulatingM
 gγfkMmodificationbMNucleickAcidskResearchYM2014YMhfYMjmdeafd 20.1 32

38 ProximityMmeasuresMforMclusteringMgeneMexpressionMmicroarrayMdatanMaMvalidationMmethodologyMandMaM
comparativeManalysisbMIEEE/ACMkTransactionskonkComputationalkBiologykandkBioinformaticsYM2013YMedYMlhiaik3 26

37 xiscoveringMmotifsMthatMinduceMsequencingMerrorsbMBMCkBioinformaticsYM2013YMehMSupplMiYMSe 3.6 44

36 RandomMzorestMandM’eneMNetworksMforMussociationMofMSNPsMtoMulzheimerâ��sMxiseasebMLecturekNoteskink
ComputerkScienceYM2013YMedhaeei 0.9

(2013-2016)
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35 unalysisMofMcomplexityMindicesMforMclassificationMproblemsnMwancerMgeneMexpressionMdatabM
NeurocomputingYM2012YMkiYMggahf 5.4 37

34 InferringMepigeneticMandMtranscriptionalMregulationMduringMbloodMcellMdevelopmentMwithMaMmixtureMofM
sparseMlinearMmodelsbMBioinformaticsYM2012YMflYMffmkagdg 7.2 8

33 uMwomparisonMofMyxternalMwlusteringMyvaluationMIndicesMinMtheMwontextMofMImbalancedMxataMSetsM
2012YM 12

32 yvaluatingMworrelationMwoefficientsMforMwlusteringM’eneMyxpressionMProfilesMofMwancerbMLecturek
NoteskinkComputerkScienceYM2012YMefdaege 0.9 3

31 wκyVyRnMcliqueaenumeratingMvariantMfinderbMBioinformaticsYM2012YMflYMflkialf 7.2 79

30 PredictionMofMTranscriptionMzactorMvindingMSitesMbyMIntegratingMxNaseMxigestionMandM istoneM
ModificationbMLecturekNoteskinkComputerkScienceYM2012YMedmaeem 0.9 1

29 p’QκnMuMprobabilisticMgraphicalMqueryMlanguageMforMgeneMexpressionMtimeMcoursesbMBioDatakMiningYM
2011YMhYMm 4.3 2

28 PredictingMgeneMexpressionMinMTMcellMdifferentiationMfromMhistoneMmodificationsMandMtranscriptionM
factorMbindingMaffinitiesMbyMlinearMmixtureMmodelsbMBMCkBioinformaticsYM2011YMefMSupplMeYMSfm 3.6 26

27 wlassifyingMshortMgeneMexpressionMtimeacoursesMwithMvayesianMestimationMofMpiecewiseMconstantM
functionsbMBioinformaticsYM2011YMfkYMmhjaif 7.2 10

26 xetectionMandMinterpretationMofMmetaboliteatranscriptMcoresponsesMusingMcombinedMprofilingMdatabM
BioinformaticsYM2011YMfkYMigikaji 7.2 24

25 womplexityMmeasuresMofMsupervisedMclassificationsMtasksnMuMcaseMstudyMforMcancerMgeneMexpressionM
dataM2010YM 9

24 OnMtheMwomplexityMofM’eneMMarkerMSelectionM2010YM 2

23 SemiasupervisedMupproachMforMzindingMwancerMSubaclassesMonM’eneMyxpressionMxatabMLecturekNotesk
inkComputerkScienceYM2010YMfiagh 0.9 0

22 wonstrainedMmixtureMestimationMforManalysisMandMrobustMclassificationMofMclinicalMtimeMseriesbM
BioinformaticsYM2009YMfiYMijaeh 7.2 24

21 UsingMSupervisedMwomplexityMMeasuresMinMtheMunalysisMofMwancerM’eneMyxpressionMxataMSetsbM
LecturekNoteskinkComputerkScienceYM2009YMhlaim 0.9 3

20 MiningMRulesMforMtheMuutomaticMSelectionMProcessMofMwlusteringMMethodsMuppliedMtoMwancerM’eneM
yxpressionMxatabMLecturekNoteskinkComputerkScienceYM2009YMfdafm 0.9 10

19 RankingMandMselectingMclusteringMalgorithmsMusingMaMmetaalearningMapproachM2008YM 33

18 wlusteringMcancerMgeneMexpressionMdatanMaMcomparativeMstudybMBMCkBioinformaticsYM2008YMmYMhmk 3.6 248
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17 InferringMdifferentiationMpathwaysMfromMgeneMexpressionbMBioinformaticsYM2008YMfhYMieijajh 7.2 14

16 OnMtheMwomplexityMofM’eneMyxpressionMwlassificationMxataMSetsM2008YM 6

15 womparativeMstudyMonMnormalizationMproceduresMforMclusterManalysisMofMgeneMexpressionMdatasetsM
2008YM 20

14 SemiasupervisedMlearningMforMtheMidentificationMofMsynaexpressedMgenesMfromMfusedMmicroarrayMandM
inMsituMimageMdatabMBMCkBioinformaticsYM2007YMlMSupplMedYMSg 3.6 14

13 ’eneMexpressionMtreesMinMlymphoidMdevelopmentbMBMCkImmunologyYM2007YMlYMfi 3.7 6

12 ValidatingM’eneMwlusteringsMbyMSelectingMInformativeM’eneMOntologyMTermsMwithMMutualM
InformationbMLecturekNoteskinkComputerkScienceYM2007YMleamf 0.9

11 OnMyxternalMIndicesMforMMixturesnMValidatingMMixturesMofM’enesM2006YMjjfajjm

10 unalyzingMgeneMexpressionMtimeacoursesbMIEEE/ACMkTransactionskonkComputationalkBiologykandk
BioinformaticsYM2005YMfYMekmamg 3 58

9 TheM’raphicalMQueryMκanguagenMaMtoolMforManalysisMofMgeneMexpressionMtimeacoursesbMBioinformaticsYM
2005YMfeYMfihhai 7.2 21

8 womparativeManalysisMofMclusteringMmethodsMforMgeneMexpressionMtimeMcourseMdatabMGeneticskandk
MolecularkBiologyYM2004YMfkYMjfgajge 2 41

7 TriplexMxomainMzindernMxetectionMofMTripleM elixMvindingMxomainsMinMκongMNonawodingMRNus 3

6 SpatialMmultiaomicMmapMofMhumanMmyocardialMinfarction 12

5 IdentificationMofMTranscriptionMzactorMvindingMSitesMusingMuTuwaseq 3

4 whromatinaaccessibilityMestimationMfromMsingleacellMuTuwMdataMwithMscOpen 5

3 womparisonMofMResourcesMandMMethodsMtoMinferMwellawellMwommunicationMfromMSingleacellMRNuMxata 8

2 wrossTalkeRnMunalysisMandMVisualisationMofMκigandMReceptorMNetworks 2

1 xissectingMwxlXMTMcellMpathologyMofMsevereMSuRSawoVafMinfectionMbyMsingleacellMepitopeMmapping 3
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