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l Paper IF Citations

75 NuclearNorganizationNofNactiveNandNinactiveNchromatinNdomainsNuncoveredNbyNchromosomeN
conformationNcapturebonbchipNVixWcNNaturerGeneticsaN2006aNhmaNfhimbji 36.3 1021

74 In´ VivoNimagingNrevealsNextracellularNvesiclebmediatedNphenocopyingNofNmetastaticNbehaviorcNCellaN
2015aNfkfaNfeikbfejl 56.2 546

73 vNdecadeNofNhxNtechnologiesoNinsightsNintoNnuclearNorganizationcNGenesrandrDevelopmentaN2012aNgkaNffbgi12.6 543

72 xharacterizationNofNtheNyrosophilaNmelanogasterNgenomeNatNtheNnuclearNlaminacNNaturerGeneticsaN
2006aNhmaNfeejbfi 36.3 474

71 vNsingleNoncogenicNenhancerNrearrangementNcausesNconcomitantNzVIfNandN vTvgNderegulationNinN
leukemiacNCellaN2014aNfjlaNhknbhmf 56.2 419

70 TheNxohesinNReleaseN’actorNWvPLNRestrictsNxhromatinNLoopNzxtensioncNCellaN2017aNfknaNknhblelcefi 56.2 407

69 eRNvsNareNrequiredNforNpjhbdependentNenhancerNactivityNandNgeneNtranscriptioncNMolecularrCellaN
2013aNinaNjgibhj 17.6 399

68 xTx’NwindingNPolarityNyeterminesNxhromatinNLoopingcNMolecularrCellaN2015aNkeaNklkbmi 17.6 381

67  enomebwideNprofilingNofNPRxfNandNPRxgNPolycombNchromatinNbindingNinNyrosophilaN
melanogastercNNaturerGeneticsaN2006aNhmaNknibn 36.3 302

66 ProsperoNactsNasNaNbinaryNswitchNbetweenNselfbrenewalNandNdifferentiationNinNyrosophilaNneuralN
stemNcellscNDevelopmentalrCellaN2006aNffaNlljbmn 10.2 300

65 RobustNixbseqNdataNanalysisNtoNscreenNforNregulatoryNyNvNinteractionscNNaturerMethodsaN2012aNnaNnknblg 21.6 278

64 LimitationsNandNpossibilitiesNofNsmallNRNvNdigitalNgeneNexpressionNprofilingcNNaturerMethodsaN2009aN
kaNilibk 21.6 244

63 TheNinactiveNXNchromosomeNadoptsNaNuniqueNthreebdimensionalNconformationNthatNisNdependentNonN
XistNRNvcNGenesrandrDevelopmentaN2011aNgjaNfhlfbmh 12.6 238

62 PlasticityNbetweenNzpithelialNandNMesenchymalNStatesNUnlinksNzMTNfromNMetastasisbznhancingN
StemNxellNxapacitycNCellrReportsaN2016aNfiaNggmfbm 10.6 221

61 TheNpluripotentNgenomeNinNthreeNdimensionsNisNshapedNaroundNpluripotencyNfactorscNNatureaN2013aN
jefaNgglbhf 50.4 208

60 yeterminingNlongbrangeNchromatinNinteractionsNforNselectedNgenomicNsitesNusingNixbseqN
technologyoNfromNfixationNtoNcomputationcNMethodsaN2012aNjmaNggfbhe 4.6 167

59 HotspotsNofNtranscriptionNfactorNcolocalizationNinNtheNgenomeNofNyrosophilaNmelanogastercN
ProceedingsrofrtherNationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericaaN2006aNfehaNfgeglbhg 11.5 159
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58 TargetedNsequencingNbyNproximityNligationNforNcomprehensiveNvariantNdetectionNandNlocalN
haplotypingcNNaturerBiotechnologyaN2014aNhgaNfefnbgj 44.5 152

57 xellbofbOriginbSpecificNhyN enomeNStructureNvcquiredNduringNSomaticNxellNReprogrammingcNCellr
StemrCellaN2016aNfmaNjnlbkfe 18 151

56 ixNtechnologyoNprotocolsNandNdataNanalysiscNMethodsrinrEnzymologyaN2012aNjfhaNmnbffg 1.7 150

55 yistinctNHPfNandNSuVvarWhbnNcomplexesNbindNtoNsetsNofNdevelopmentallyNcoexpressedNgenesN
dependingNonNchromosomalNlocationcNGenesrandrDevelopmentaN2003aNflaNgmgjbhm 12.6 139

54 xhromosomebwideNgenebspecificNtargetingNofNtheNyrosophilaNdosageNcompensationNcomplexcNGenesr
andrDevelopmentaN2006aNgeaNmjmble 12.6 134

53 VariegatedNgeneNexpressionNcausedNbyNcellbspecificNlongbrangeNyNvNinteractionscNNaturerCellr
BiologyaN2011aNfhaNniibjf 23.4 125

52 HumanNheterochromatinNproteinsNformNlargeNdomainsNcontainingNKRvwbZN’NgenescNGenomer
ResearchaN2006aNfkaNfinhbjei 9.7 122

51 TheNstructuralNbasisNforNcohesinbxTx’banchoredNloopscNNatureaN2020aNjlmaNilgbilk 50.4 119

50 znhancerNhubsNandNloopNcollisionsNidentifiedNfromNsingleballeleNtopologiescNNaturerGeneticsaN2018aN
jeaNffjfbffke 36.3 113

49 HighbresolutionNmappingNrevealsNlinksNofNHPfNwithNactiveNandNinactiveNchromatinNcomponentscNPLoSr
GeneticsaN2007aNhaNehm 6 98

48 RepertoireNandNevolutionNofNmiRNvNgenesNinNfourNdivergentNnematodeNspeciescNGenomerResearchaN
2009aNfnaNgekibli 9.7 94

47  enomebwideNanalysisNofN’OXOhNmediatedNtranscriptionNregulationNthroughNRNvNpolymeraseNIIN
profilingcNMolecularrSystemsrBiologyaN2013aNnaNkhm 12.2 88

46 HighbthroughputNidentificationNofNhumanNSNPsNaffectingNregulatoryNelementNactivitycNNaturer
GeneticsaN2019aNjfaNffkebffkn 36.3 87

45  enomebwideNHPfNbindingNinNyrosophilaoNdevelopmentalNplasticityNandNgenomicNtargetingNsignalscN
GenomerResearchaN2005aNfjaNfgkjblh 9.7 83

44 SystemicNLossNandN ainNofNxhromatinNvrchitectureNthroughoutNZebrafishNyevelopmentcNCellrReportsaN
2018aNgiaNfbfecei 10.6 82

43 yNvNmethylationNdynamicsNduringNintestinalNstemNcellNdifferentiationNrevealsNenhancersNdrivingN
geneNexpressionNinNtheNvilluscNGenomerBiologyaN2013aNfiaNRje 18.3 78

42 QuantitativeNcomparisonNofNcyNvbv’LPaNmicroarraysaNandN enexhipNexpressionNdataNinN
SaccharomycesNcerevisiaecNGenomicsaN2003aNmgaNkekbfm 4.3 77

41  lobalNchromatinNdomainNorganizationNofNtheNyrosophilaNgenomecNPLoSrGeneticsaN2008aNiaNefeeeeij 6 70
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40 yiscoveryNandNvalidationNofNsubbthresholdNgenomebwideNassociationNstudyNlociNusingNepigenomicN
signaturescNELifeaN2016aNjaN 8.9 64

39 SmallNRNvNexpressionNandNstrainNspecificityNinNtheNratcNBMCrGenomicsaN2010aNffaNgin 4.5 61

38 HighbvffinityNSitesN’ormNanNInteractionNNetworkNtoN’acilitateNSpreadingNofNtheNMSLNxomplexNacrossN
theNXNxhromosomeNinNyrosophilacNMolecularrCellaN2015aNkeaNfikbkg 17.6 58

37 xharacterizationNandNdynamicsNofNpericentromerebassociatedNdomainsNinNmicecNGenomerResearchaN
2015aNgjaNnjmbkn 9.7 54

36 TranscriptionNofNMammalianNcisbRegulatoryNzlementsNIsNRestrainedNbyNvctivelyNznforcedNzarlyN
TerminationcNMolecularrCellaN2015aNkeaNikebli 17.6 53

35 SensitiveNMonogenicNNoninvasiveNPrenatalNyiagnosisNbyNTargetedNHaplotypingcNAmericanrJournalrofr
HumanrGeneticsaN2017aNfefaNhgkbhhn 11 50

34 SUURNjoinsNseparateNsubsetsNofNPc aNHPfNandNwbtypeNlaminNtargetsNinNyrosophilacNJournalrofrCellr
ScienceaN2007aNfgeaNghiibjf 5.3 47

33 TheNxhvHPNxomplexNxounteractsNxhromatinNLoopingNatNxTx’NSitesNthatNzmergedNfromNSINzN
zxpansionsNinNMousecNCellaN2019aNflmaNfihlbfijfcefi 56.2 46

32 xhromatinNdomainsNinNhigherNeukaryotesoNinsightsNfromNgenomebwideNmappingNstudiescN
ChromosomaaN2009aNffmaNgjbhk 2.8 45

31 xTx’oNaNSwissbarmyNknifeNforNgenomeNorganizationNandNtranscriptionNregulationcNEssaysrinr
BiochemistryaN2019aNkhaNfjlbfkj 7.6 41

30 HPfNcontrolsNgenomicNtargetingNofNfourNnovelNheterochromatinNproteinsNinNyrosophilacNEMBOr
JournalaN2007aNgkaNlifbjf 13 41

29 TheNbipartiteNTvyNorganizationNofNtheNXbinactivationNcenterNensuresNopposingNdevelopmentalN
regulationNofNTsixNandNXistcNNaturerGeneticsaN2019aNjfaNfegibfehi 36.3 37

28 hyNgenomicsNacrossNtheNtreeNofNlifeNrevealsNcondensinNIINasNaNdeterminantNofNarchitectureNtypecN
ScienceaN2021aNhlgaNnmibnmn 33.3 33

27 peakxoNaNflexibleaNnonbparametricNpeakNcallingNpackageNforNixNandNxapturebxNdatacNNucleicrAcidsr
ResearchaN2018aNikaNenf 20.1 33

26 xompleteNknockoutNofNtheNnociceptindorphaninN’QNreceptorNinNtheNratNdoesNnotNinduceN
compensatoryNchangesNinNmuaNdeltaNandNkappaNopioidNreceptorscNNeuroscienceaN2009aNfkhaNhembfj 3.9 29

25 WvPLNmaintainsNaNcohesinNloadingNcycleNtoNpreserveNcellbtypebspecificNdistalNgeneNregulationcNNaturer
GeneticsaN2021aNjhaNfeebfen 36.3 29

24 LncRNvbOISfNregulatesNyPPiNactivationNtoNmodulateNsenescenceNinducedNbyNRvScNNucleicrAcidsr
ResearchaN2018aNikaNigfhbiggl 20.1 28

23 TvysNasNtheNxallerNxallsNThemcNJournalrofrMolecularrBiologyaN2020aNihgaNkhmbkig 6.5 26
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22 yistinctNRolesNforNxondensinUsNTwoNvTPaseNSitesNinNxhromosomeNxondensationcNMolecularrCellaN
2019aNlkaNlgiblhlcej 17.6 20

21
TheNhistoneNmethyltransferaseNyOTfLNpreventsNantigenbindependentNdifferentiationNandN
safeguardsNepigeneticNidentityNofNxymNTNcellscNProceedingsrofrtherNationalrAcademyrofrSciencesrofrther
UnitedrStatesrofrAmericaaN2020aNfflaNgelekbgelfk

11.5 16

20 vNtransientNabsenceNofNSMxbmediatedNloopsNafterNmitosiscNNaturerCellrBiologyaN2019aNgfaNfhehbfhei 23.4 9

19 vNxRISPRbxasnNscreenNidentifiesNessentialNxTx’NanchorNsitesNforNestrogenNreceptorbdrivenNbreastN
cancerNcellNproliferationcNNucleicrAcidsrResearchaN2019aNilaNnjjlbnjlg 20.1 8

18 HistoneNmethyltransferaseNyOTfLNcontrolsNstatebspecificNidentityNduringNwNcellNdifferentiationcN
EMBOrReportsaN2021aNggaNejffmi 6.5 8

17 vNnaturalNWNTNsignalingNvariantNpotentlyNsynergizesNwithNxdkngabNlossNinNskinNcarcinogenesiscN
NaturerCommunicationsaN2019aNfeaNfigj 17.4 6

16 HibxNanalysesNwithN zNOVvoNaNcaseNstudyNwithNcohesinNvariantscNNARrGenomicsrandrBioinformaticsaN
2021aNhaNlqabeie 3.7 6

15 xondensinâ��sNvTPaseNMachineryNyrivesNandNyampensNMitoticNxhromosomeNxondensation 4

14 SystematicNidentificationNofNhumanNSNPsNaffectingNregulatoryNelementNactivity 4

13  lucocorticoidNreceptorNtriggersNaNreversibleNdrugbtolerantNdormancyNstateNwithNacquiredN
therapeuticNvulnerabilitiesNinNlungNcancercNNaturerCommunicationsaN2021aNfgaNihke 17.4 4

12 HibxNvnalysesNwithN zNOVvoNaNcaseNstudyNwithNcohesinNvariants 4

11 xapturingNheterogeneityoNsinglebcellNstructuresNofNtheNhyNgenomecNNaturerStructuralrandrMolecularr
BiologyaN2017aNgiaNihlbihm 17.6 3

10 yevelopingNlandscapesoNgenomeNarchitectureNduringNearlyNembryogenesiscNCurrentrOpinionrinr
GeneticsrandrDevelopmentaN2019aNjjaNhnbij 4.9 3

9 WvPLNmaintainsNdynamicNcohesinNtoNpreserveNlineageNspecificNdistalNgeneNregulation 3

8  lucocorticoidsNregulateNcancerNcellNdormancy 3

7 PerturbationsNinNhyNgenomeNorganizationNcanNpromoteNacquiredNdrugNresistance 3

6  eneNRegulationNKnowsNItsNwoundariescNTrendsrinrGeneticsaN2019aNhjaNmmhbmmj 8.5 2

5 QuantitativeNanalysisNofNchromatinNinteractionNchangesNuponNaNichNMbNdeletionNatNmouseNizgcNBMCr
GenomicsaN2015aNfkaNnmg 4.5 2
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4 vNMediatorbcohesinNaxisNcontrolsNheterochromatinNdomainNformationccNNaturerCommunicationsaN
2022aNfhaNlji 17.4 2

3 RapidNdepletionNofNxTx’NandNcohesinNproteinsNrevealsNdynamicNfeaturesNofNchromosomeNarchitecture 2

2 HistoneNmethyltransferaseNyOTfLNcontrolsNstatebspecificNidentityNduringNwNcellNdifferentiation 1

1 UnexpectedNgeneNactivationNfollowingNxRISPRbxasnbmediatedNgenomeNeditingccNEMBOrReportsaN
2021aNejhneg 6.5 0
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