
Kun-Song Chen

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/8557341/publications.pdf

Version: 2024-02-01

214

papers

11,955

citations

63

h-index

17405

93

g-index

40881

214

all docs

214

docs citations

214

times ranked

9006

citing authors



Kun-Song Chen

2

# Article IF Citations

1 High-resolution spatiotemporal transcriptome mapping of tomato fruit development and ripening.
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Activator- and repressor-type MYB transcription factors are involved in chilling injury induced flesh
lignification in loquat via their interactions with the phenylpropanoid pathway. Journal of
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20 Involvement of an ethylene response factor in chlorophyll degradation during citrus fruit
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26 Biological Activities of Extracts from Chinese Bayberry (Myrica rubra Sieb. et Zucc.): A Review. Plant
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28 Ethylene-induced modulation of genes associated with the ethylene signalling pathway in ripening
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<i>Ej<scp>AP</scp>2â€•1</i>, an <i><scp>AP</scp>2/<scp>ERF</scp></i> gene, is a novel regulator of fruit
lignification induced by chilling injury, via interaction with <i>Ej<scp>MYB</scp></i> transcription
factors. Plant Biotechnology Journal, 2015, 13, 1325-1334.
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30 Ethylene-responsive transcription factors interact with promoters of ADH and PDC involved in
persimmon (Diospyros kaki) fruit de-astringency. Journal of Experimental Botany, 2012, 63, 6393-6405. 2.4 110

31 Transcriptome Analysis Identifies a Zinc Finger Protein Regulating Starch Degradation in Kiwifruit.
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32 Anthocyanins from Chinese Bayberry Extract Protect Î² Cells from Oxidative Stress-Mediated Injury via
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34 Transcriptome and metabolome analyses of sugar and organic acid metabolism in Ponkan (Citrus) Tj ET
Q

q
0 0 0 rg
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15, 288-298.
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Quantification and Purification of Mangiferin from Chinese Mango (Mangifera indica L.) Cultivars and
Its Protective Effect on Human Umbilical Vein Endothelial Cells under H2O2-induced Stress.
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48
<i><scp>DWARF</scp></i> overexpression induces alteration in phytohormone homeostasis,
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The strawberry transcription factor FaRAV1 positively regulates anthocyanin accumulation by
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4.1 82

50 Purification of naringin and neohesperidin from Huyou (Citrus changshanensis) fruit and their
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52 Isolation, classification and transcription profiles of the AP2/ERF transcription factor superfamily in
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53 The Zinc Finger Transcription Factor <i>SlZFP2</i> Negatively Regulates Abscisic Acid Biosynthesis and
Fruit Ripening in Tomato. Plant Physiology, 2015, 167, 931-949. 2.3 80

54 Preferential accumulation of orange-colored carotenoids in Ponkan (Citrus reticulata) fruit peel
following postharvest application of ethylene or ethephon. Scientia Horticulturae, 2010, 126, 229-235. 1.7 77
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56 Involvement of multiple phytoene synthase genes in tissue- and cultivar-specific accumulation of
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57 A Novel bHLH Transcription Factor Involved in Regulating Anthocyanin Biosynthesis in
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59 Systemic induction of photosynthesis via illumination of the shoot apex is mediated by phytochrome
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Chemistry, 2012, 131, 1287-1294. 4.2 70

63
An ETHYLENE RESPONSE FACTOR-MYB Transcription Complex Regulates Furaneol Biosynthesis by
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64 Ethylene signal transduction elements involved in chilling injury in non-climacteric loquat fruit.
Journal of Experimental Botany, 2010, 61, 179-190. 2.4 69
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69
Regulation of loquat fruit low temperature response and lignification involves interaction of heat
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1780-1789.

2.8 65

70 Transcriptional and epigenetic analysis reveals that NAC transcription factors regulate fruit flavor
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71 A NAC transcription factor, EjNAC1 , affects lignification of loquat fruit by regulating lignin.
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The role of MrbHLH1 and MrMYB1 in regulating anthocyanin biosynthetic genes in tobacco and Chinese
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115, 285-298.
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75 Postharvest temperature influences volatile lactone production via regulation of acylâ€•CoA oxidases
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123 Low Temperature Induced Changes in Citrate Metabolism in Ponkan (Citrus reticulata Blanco cv.) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 182 Td (Ponkan) Fruit during Maturation. PLoS ONE, 2016, 11, e0156703.1.1 33
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129
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130 Transcriptome analysis provides insights into the regulation of metabolic processes during
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postharvest storage. Postharvest Biology and Technology, 2019, 157, 110975. 2.9 27
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BT /Overlock 10 Tf 50 142 Td (japonica) Fruit. Frontiers in Plant Science, 2016, 7, 1360.1.7 25

143 Study on the quantitative measurement of firmness distribution maps at the pixel level inside peach
pulp. Computers and Electronics in Agriculture, 2016, 130, 48-56. 3.7 24

144 Involvement of MdUGT75B1 and MdUGT71B1 in flavonol galactoside/glucoside biosynthesis in apple
fruit. Food Chemistry, 2020, 312, 126124. 4.2 24
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