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100 StaphylococcalNchromosomalNcassettesNmecNVSyymecWpNwNmobileNgeneticNelementNinN
methicillinbresistantNStaphylococcusNaureuscNMicrobialfPathogenesisaN2016aNfefaNklblm 3.8 145

99 zevelopmentNandNapplicationNofNaNloopbmediatedNisothermalNamplificationNmethodNonNrapidN
detectionNβscherichiaNcoliNOfkmNstrainsNfromNfoodNsamplescNMolecularfBiologyfReportsaN2010aNhmaNgfnhbn 2.8 137

98 OccurrenceNandNcharacteristicsNofNclassNfNandNgNintegronsNinNPseudomonasNaeruginosaNisolatesNfromN
patientsNinNsouthernNyhinacNJournalfoffClinicalfMicrobiologyaN2009aNimaNghebi 9.7 115

97 yrystalNVioletNandNXTTNwssaysNonNStaphylococcusNaureusNxiofilmNQuantificationcNCurrentf
MicrobiologyaN2016aNmhaNimibng 2.4 112

96 zevelopmentNandNapplicationNofNloopbmediatedNisothermalNamplificationNassaysNonNrapidNdetectionN
ofNvariousNtypesNofNstaphylococciNstrainscNFoodfResearchfInternationalaN2012aNimaNfllbfmh 7 95

95 zevelopmentNandNapplicationNofNaNsimpleNloopbmediatedNisothermalNamplificationNmethodNonNrapidN
detectionNofNListeriaNmonocytogenesNstrainscNMolecularfBiologyfReportsaN2012aNhoaNiikbo 2.8 92

94 IntegronbbearingNmethicillinbresistantNcoagulasebnegativeNstaphylococciNinNSouthNyhinaaNgeefbgeeicN
FEMSfMicrobiologyfLettersaN2008aNgmnaNgghbhe 2.9 89

93 ylassNfNintegronNinNstaphylococcicNMolecularfBiologyfReportsaN2011aNhnaNkglfbmo 2.8 87

92 FirstNconfirmationNofNintegronbbearingNmethicillinbresistantNStaphylococcusNaureuscNCurrentf
MicrobiologyaN2008aNkmaNglibn 2.4 85

91 ViableNbutNnonbculturableNstateNandNtoxinNgeneNexpressionNofNenterohemorrhagicNβscherichiaNcoliN
OfkmNunderNcryopreservationcNResearchfinfMicrobiologyaN2017aNflnaNfnnbfoh 4 81

90 FirstNreportNofNclassNgNintegronNinNclinicalNβnterococcusNfaecalisNandNclassNfNintegronNinNβnterococcusN
faeciumNinNSouthNyhinacNDiagnosticfMicrobiologyfandfInfectiousfDiseaseaN2010aNlnaNhfkbm 2.9 79

89
zevelopmentNandNapplicationNofNaNloopbmediatedNisothermalNamplificationNmethodNonNrapidN
detectionNofNPseudomonasNaeruginosaNstrainscNWorldfJournalfoffMicrobiologyfandfBiotechnologyaN
2011aNgmaNfnfbfni

4.4 69

88 zevelopmentNandNapplicationNofNaNrapidNandNsimpleNloopbmediatedNisothermalNamplificationNmethodN
forNfoodbborneNSalmonellaNdetectioncNFoodfSciencefandfBiotechnologyaN2010aNfoaNflkkbflko 3 68

87 VulvovaginalNyandidiasispNwNyurrentNUnderstandingNandNxurningNQuestionscNJournalfoffFungifpBaseluf
SwitzerlandraN2020aNlaN 5.6 67

86 LongitudinalNsurveillanceNonNantibiogramNofNimportantNGrambpositiveNpathogensNinNSouthernNyhinaaN
geefNtoNgefkcNMicrobialfPathogenesisaN2017aNfehaNnebnl 3.8 63

85 ReductionNandNrestorationNofNculturabilityNofNbeerbstressedNandNlowbtemperaturebstressedN
LactobacillusNacetotoleransNstrainNgeffbncNInternationalfJournalfoffFoodfMicrobiologyaN2015aNgelaNolbfef 5.8 63

84 zetectionNofNFoodborneNPathogensNbyNSurfaceNβnhancedNRamanNSpectroscopycNFrontiersfinf
MicrobiologyaN2018aNoaNfghl 5.7 62

Zhenbo Xu

2



83 RapidNdetectionNofNVibrioNparahaemolyticusNstrainsNandNvirulentNfactorsNbyNloopbmediatedN
isothermalNamplificationNassayscNFoodfSciencefandfBiotechnologyaN2010aNfoaNffofbffom 3 62

82 FormationNandNdevelopmentNofNStaphylococcusNbiofilmpNWithNfocusNonNfoodNsafetycNJournalfoffFoodf
SafetyaN2017aNhmaNefghkn 2 60

81 wntimicrobialNresistanceNinvestigationNonNStaphylococcusNstrainsNinNaNlocalNhospitalNinNGuangzhouaN
yhinaaNgeefbgefecNMicrobialfDrugfResistanceaN2015aNgfaNfegbi 2.9 56

80 yurrentNmethodologiesNonNgenotypingNforNnosocomialNpathogenNmethicillinbresistantN
StaphylococcusNaureusNVMRSwWcNMicrobialfPathogenesisaN2017aNfemaNfmbgn 3.8 55

79 TranscriptomicNanalysisNonNtheNformationNofNtheNviableNputativeNnonbculturableNstateNofN
beerbspoilageNLactobacillusNacetotoleranscNScientificfReportsaN2016aNlaNhlmkh 4.9 54

78 ylinicalNfeaturesNandNantimicrobialNresistanceNprofilesNofNimportantNβnterobacteriaceaeNpathogensN
inNGuangzhouNrepresentativeNofNSouthernNyhinaaNgeefbgefkcNMicrobialfPathogenesisaN2017aNfemaNgelbgff 3.8 48

77 βffectNofNpolymyxinNresistanceNVpmrWNonNbiofilmNformationNofNyronobacterNsakazakiicNMicrobialf
PathogenesisaN2017aNfelaNflbfo 3.8 45

76 FirstNstudyNonNtheNformationNandNresuscitationNofNviableNbutNnonculturableNstateNandNbeerNspoilageN
capabilityNofNLactobacillusNlindnericNMicrobialfPathogenesisaN2017aNfemaNgfobggi 3.8 44

75 yhromogenicNmediaNforNMRSwNdiagnosticscNMolecularfBiologyfReportsaN2016aNihaNfgekbfgfg 2.8 44

74
FirstNreportNofNnovelNgeneticNarrayNaacwibblaIMPbgkboxahebcatxhNandNidentificationNofNnovelN
metallob˛†blactamaseNgeneNblaIMPgkpNwNRetrospectiveNStudyNofNantibioticNresistanceNsurveillanceNonN
PsuedomonasNaeruginosaNinNGuangzhouNofNSouthNyhinaaNgeehbgeemcNMicrobialfPathogenesisaN2016aN
okaNlgblm

3.8 43

73 SolventbfreeNenzymaticNsynthesisNofNfaNhbdiacylglycerolsNbyNdirectNesterificationNofNglycerolNwithN
saturatedNfattyNacidscNLipidsfinfHealthfandfDiseaseaN2013aNfgaNlk 4.4 42

72 zraftNgenomeNsequenceNandNannotationNofNLactobacillusNacetotoleransNxMbLwfikgmaNaN
beerbspoilageNbacteriacNFEMSfMicrobiologyfLettersaN2016aNhlhaN 2.9 39

71 StudyNonNspoilageNcapabilityNandNVxNyNstateNformationNandNrecoveryNofNLactobacillusNplantarumcN
MicrobialfPathogenesisaN2017aNffeaNgkmbglf 3.8 36

70
wnalysisNonNpathogenicNandNvirulentNcharacteristicsNofNtheNyronobacterNsakazakiiNstrainNxwwbnoiNbyN
wholeNgenomeNsequencingNandNitsNdemonstrationNinNbasicNbiologyNsciencecNMicrobialfPathogenesisaN
2017aNfeoaNgnebgnl

3.8 35

69
wNflbyearNretrospectiveNsurveillanceNreportNonNtheNpathogenicNfeaturesNandNantimicrobialN
susceptibilityNofNPseudomonasNaeruginosaNisolatesNfromNFwHJUNinNGuangzhouNrepresentativeNofN
SouthernNyhinacNMicrobialfPathogenesisaN2017aNffeaNhmbif

3.8 34

68 yobsurfactantNfreeNmicroemulsionspNPreparationaNcharacterizationNandNstabilityNevaluationNforNfoodN
applicationcNFoodfChemistryaN2016aNgeiaNfoibgee 8.5 34

67 yompleteNsequenceNofNpxMifhaNaNnovelNmultidrugNresistanceNmegaplasmidNcarryingNqnrVylNandNblaN
fromNpseudomonasNaeruginosacNInternationalfJournalfoffAntimicrobialfAgentsaN2018aNkfaNfikbfke 14.3 32

66 xiofilmNFormationNofNStaphylococcusNaureusNunderNFoodNHeatNProcessingNyonditionspNFirstNReportN
onNyMLNProductionNwithinNxiofilmcNScientificfReportsaN2019aNoaNfhfg 4.9 30
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65 VirulentNandNpathogenicNfeaturesNonNtheNyronobacterNsakazakiiNpolymyxinNresistantNpmrNmutantN
strainNsbhcNMicrobialfPathogenesisaN2017aNffeaNhkobhli 3.8 29

64 TranscriptomicsNStudyNonNxiofilmNUnderNLowNyoncentrationNofNwmpicillincNFrontiersfinfMicrobiologyaN
2018aNoaNgifh 5.7 29

63 StudyNtheNFeaturesNofNkmNyonfirmedNyRISPRNLociNinNhnNStrainsNofcNFrontiersfinfMicrobiologyaN2018aNoaNfkof 5.7 28

62
βvaluationNandNapplicationNofNmolecularNgenotypingNonNnosocomialNpathogenbmethicillinbresistantN
StaphylococcusNaureusNisolatesNinNGuangzhouNrepresentativeNofNSouthernNyhinacNMicrobialf
PathogenesisaN2017aNfemaNhombieh

3.8 27

61 TheNviableNbutNnonculturableNstateNinductionNandNgenomicNanalysesNofNLactobacillusNcaseiN
xMbLyfilfmaNaNbeerbspoilageNbacteriumcNMicrobiologyOpenaN2017aNlaNeeekel 3.4 27

60 InductionNandNRecoveryNofNtheNViableNbutNNonculturableNStateNofNHopbResistancecNFrontiersfinf
MicrobiologyaN2018aNoaNgeml 5.7 27

59 ziscoveryNandNcontrolNofNculturableNandNviableNbutNnonbculturableNcellsNofNaNdistinctiveNLactobacillusN
harbinensisNstrainNfromNspoiledNbeercNScientificfReportsaN2018aNnaNffiil 4.9 26

58 PolymicrobialNinteractionNandNbiofilmsNbetweenNStaphylococcusNaureusNandNPseudomonasN
aeruginosapNanNunderestimatedNconcernNinNfoodNsafetycNCurrentfOpinionfinfFoodfScienceaN2019aNglaNkmbli 9.8 25

57 PathogenicNfeaturesNandNcharacteristicsNofNfoodNborneNpathogensNbiofilmpNxiomassaNviabilityNandN
matrixcNMicrobialfPathogenesisaN2017aNfffaNgnkbgof 3.8 25

56 βffectNofNultrasoundNtreatmentNconditionsNonNSaccharomycesNcerevisiaeNbyNresponseNsurfaceN
methodologycNMicrobialfPathogenesisaN2017aNfffaNiombkeg 3.8 24

55 WholebgenomeNresequencingNofNxacillusNcereusNandNexpressionNofNgenesNfunctioningNinNsodiumN
chlorideNstresscNMicrobialfPathogenesisaN2017aNfeiaNginbgkh 3.8 23

54 βffectNofNaminoglycosidesNonNtheNpathogenicNcharacteristicsNofNmicrobiologycNMicrobialfPathogenesis
aN2017aNffhaNhkmbhli 3.8 20

53 βxpressionNandNpurificationNofNgpifbgphlNfusionNproteinNandNapplicationNinNserologicalNscreeningN
assayNofNHIVbfNandNHIVbgcNAfricanfJournalfoffMicrobiologyfResearchaN2012aNlaN 0.5 20

52 MolecularNepidemiologyNandNevolutionNofNHaemophilusNinfluenzaecNInfectionufGeneticsfandfEvolutionaN
2020aNneaNfeigek 4.5 19

51 InhibitoryNeffectsNofNtwoNtypesNofNfoodNadditivesNonNbiofilmNformationNbyNfoodborneNpathogenscN
MicrobiologyOpenaN2019aNnaNeeenkh 3.4 18

50 yompleteNgenomeNsequenceNandNbioinformaticsNanalysesNofNxacillusNthuringiensisNstrainN
xMbxTfkiglcNMicrobialfPathogenesisaN2017aNfenaNkkble 3.8 17

49 FormationNandNeliminationNofNpyrralineNinNtheNMaillardNreactionNinNaNsaccharideblysineNmodelNsystemcN
JournalfoffthefSciencefoffFoodfandfAgricultureaN2016aNolaNgkkkbli 4.3 17

48 yorrelationNandNinNvitroNmechanismNofNbactericidalNactivityNonNβcNcoliNwithNwheyNproteinNisolateN
duringNultrasonicNtreatmentcNMicrobialfPathogenesisaN2018aNffkaNfkibfkn 3.8 15
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47 yompleteNSequenceNofNpyYbyTXaNaNPlasmidNyarryingNaNPhagebLikeNRegionNandNanNISβcpfbMediatedN
TngNβlementNfromNβnterobacterNcloacaecNMicrobialfDrugfResistanceaN2018aNgiaNhembhfh 2.9 15

46 PhysicalNrelationNandNmechanismNofNultrasonicNbactericidalNactivityNonNpathogenicNβcNcoliNwithNWPIcN
MicrobialfPathogenesisaN2018aNffmaNmhbmo 3.8 14

45 TheNfingerprintNmappingNandNgenotypingNsystemsNapplicationNonNmethicillinbresistantN
StaphylococcusNaureuscNMicrobialfPathogenesisaN2018aNfgkaNgilbgkf 3.8 13

44
IdentificationNofNtheNKPyNplasmidNpyTbKPyhhipNNewNinsightsNonNtheNevolutionaryNpathwayNofN
epidemicNplasmidsNharboringNfoswhbblaNgenescNInternationalfJournalfoffAntimicrobialfAgentsaN2018aN
kgaNkfebkff

14.3 12

43 PhenotypicNcharacterizationNofNpathogenicNyronobacterNsppcNstrainscNMicrobialfPathogenesisaN2018aN
fgfaNghgbghm 3.8 12

42 βmergingNresistanceNmechanismsNforNiNtypesNofNcommonNantibMRSwNantibioticsNinNStaphylococcusN
aureuspNwNcomprehensiveNreviewcNMicrobialfPathogenesisaN2021aNfklaNfeiofk 3.8 12

41 SpoilageNLacticNwcidNxacteriaNinNtheNxrewingNIndustrycNJournalfoffMicrobiologyfandfBiotechnologyaN
2020aNheaNokkbolf 3.3 10

40 RapidNzetectionNofNFoodbxorneNβscherichiaNcoliNOfkmpHmNwithNVisualNInspectionNbyNyrossingNPrimingN
wmplificationNVyPwWcNFoodfAnalyticalfMethodsaN2020aNfhaNimibinf 3.4 10

39 FormationNofNPeptideNxoundNPyrralineNinNtheNMaillardNModelNSystemsNwithNzifferentNLysbyontainingN
zipeptidesNandNTripeptidescNMoleculesaN2016aNgfaNilh 4.8 10

38 InvestigationNofNFormationNofNxacterialNxiofilmNuponNzeadNSiblingscNLangmuiraN2019aNhkaNmiekbmifh 4 9

37 zeterminationNofNFreebFormNandNPeptideNxoundNPyrralineNinNtheNyommercialNzrinksNβnrichedNwithN
zifferentNProteinNHydrolysatescNInternationalfJournalfoffMolecularfSciencesaN2016aNfmaN 6.3 9

36 yompleteNgenomicNanalysisNofNmultidrugbresistanceNPseudomonasNaeruginosaNGuangzhoubPaelfmaN
theNhostNofNmegaplasmidNpxMifhcNMicrobialfPathogenesisaN2018aNffmaNglkbglo 3.8 8

35
zetectionNofNculturableNandNviableNbutNnonbculturableNcellsNofNbeerNspoilageNlacticNacidNbacteriaNbyN
combinedNuseNofNpropidiumNmonoazideNandNhorwbspecificNpolymeraseNchainNreactioncNJournalfoffthef
InstitutefoffBrewingaN2016aNfggaNgobhh

2 8

34
MicrobialNvirulenceaNmolecularNepidemiologyNandNpathogenicNfactorsNofNfluoroquinolonebresistantN
HaemophilusNinfluenzaeNinfectionsNinNGuangzhouaNyhinacNAnnalsfoffClinicalfMicrobiologyfandf
AntimicrobialsaN2018aNfmaNif

6.2 8

33 PolymicrobialNinteractionNbetweenNandNpNcoexistencebrelevantNmechanismscNCriticalfReviewsfinf
MicrobiologyaN2021aNimaNhnlbhol 7.8 7

32 zevelopmentNofNaNpropidiumNmonoazidebpolymeraseNchainNreactionNassayNforNdetectionNofNviableN
LactobacillusNbrevisNinNbeercNBrazilianfJournalfoffMicrobiologyaN2017aNinaNmiebmil 2.2 6

31 βffectNofNultrasonicNfieldNonNtheNenzymeNactivitiesNandNionNbalanceNofNpotentialNpathogenN
SaccharomycesNcerevisiaecNMicrobialfPathogenesisaN2018aNffoaNgflbgge 3.8 6

30 yompleteNSequenceNofNaNNovelNMultidrugbResistantNPseudomonasNputidaNStrainNyarryingNTwoN
yopiesNofNqnrVylcNMicrobialfDrugfResistanceaN2019aNgkaNfbm 2.9 6

(2019-2018)

5



29 wNvariantNβyβfNalleleNcontributesNtoNreducedNpathogenicityNofNyandidaNalbicansNduringNvulvovaginalN
candidiasiscNPLoSfPathogensaN2021aNfmaNefeeonni 7.6 6

28 βffectsNofNmagneticNfieldsNonNtheNenzymaticNsynthesisNofNnaringinNpalmitateccNRSCfAdvancesaN2018aNnaNfhhlibfhhlo3.7 5

27 βmergenceNofNylinicalNIsolateNGuangzhoubPaeymoNyarryingNaNaNandNinNGuangzhouNofNyhinacNMicrobialf
DrugfResistanceaN2021aNgmaNolkbome 2.9 5

26 LithiumNHydroxideNHydrolysisNyombinedNwithNMwLzINTOFNMassNSpectrometryNforNRapidNSphingolipidN
zetectioncNJournalfoffthefAmericanfSocietyfforfMassfSpectrometryaN2021aNhgaNgnobhee 3.5 5

25
MicrobialNinfectionNpatternaNpathogenicNfeaturesNandNresistanceNmechanismNofN
carbapenembresistantNGramNnegativeNbacilliNduringNlongbtermNhospitalizationcNMicrobialf
PathogenesisaN2018aNffmaNhklbhle

3.8 4

24 SheaoleinbbasedNcoldbsolubleNpowderNfatsNwithNmediumbNandNlongbchainNtriacylglycerolpNproductionN
viaNchemicalNinteresterificationNusingNsheaoleinNandNpalmNkernelNstearincNRSCfAdvancesaN2016aNlaNfnlhgbfnlie3.7 4

23
wntibioticNSusceptibilityaNxiofilmbFormingNwbilityaNandNIncidenceNofNylassNfNIntegronNofNsppcaNaNandN
IsolatedNfromNVariousNFoodsNinNaNSchoolNyanteenNinNyhinacNFoodbornefPathogensfandfDiseaseaN2020aN
fmaNglobgmk

3.8 4

22 yomparativeNgenomicNanalysesNofNtwoNnovelNqnrVylNcarryingNmultidrugbresistantNPseudomonascN
sppNstrainscNMicrobialfPathogenesisaN2018aNfghaNglobgmi 3.8 3

21 LowbTemperatureNyhemicalNGlycerolysispNwnNβvaluationNofNSubstratesNMiscibilityNonNReactionNRatecN
JAOCSufJournalfoffthefAmericanfOilfChemistsofSocietyaN2011aNnnaNfemmbfemo 1.8 3

20
zevelopmentNandNevaluationNofNreversebtranscriptionNloopbmediatedNisothermalNamplificationNforN
rapidNdetectionNofNhumanNimmunodeficiencyNvirusNtypeNfcNIndianfJournalfoffMedicalfMicrobiologyaN
2012aNheaNhofbl

1.3 3

19 GenomicNanalysisNofNaNhopbresistanceNLactobacillusNbrevisNstrainNresponsibleNforNfoodNspoilageNandN
capableNofNenteringNintoNtheNVxNyNstatecNMicrobialfPathogenesisaN2020aNfikaNfeifnl 3.8 3

18 yhromosomeNandNPlasmidNFeaturesNofNTwoNSThmNStrainsNIsolatedNinNyhinaNRevealNzistinctNMultidrugN
ResistanceNandNVirulenceNzeterminantscNMicrobialfDrugfResistanceaN2020aNglaNfkehbfken 2.9 2

17 StaphylococcalNFoodNPoisoningNandNNovelNPerspectivesNinNFoodNSafetyN2016aN 2

16 ImpactNofNpmrwNonNyronobacterNsakazakiiNplanktonicNandNbiofilmNcellspNwNcomprehensiveN
transcriptomicNstudycNFoodfMicrobiologyaN2021aNonaNfehmnk 6 2

15 IntenseNpulsedNlightNforNinactivationNofNfoodborneNgrambpositiveNbacteriaNinNplanktonicNculturesNandN
bacterialNbiofilmscNLWTfvfFoodfSciencefandfTechnologyaN2021aNfkgaNffghmi 5.4 2

14 RegulatoryNnetworkNcontrolsNmicrobialNbiofilmNdevelopmentaNwithNasNaNrepresentativepNfromN
adhesionNtoNdispersalcNBioengineeredaN2021aN 5.7 1

13 wdaptiveNbehaviorsNofNplanktonicNPseudomonasNaeruginosaNinNresponseNtoNtheNsurfacebdepositedN
deadNsiblingscNColloidsfandfSurfacesfB:fBiointerfacesaN2021aNfomaNfffien 6 1

12 ResistomeNandNvirulomeNstudyNonNpathogenicNStreptococcusNagalactiaeNGuangzhoubSwGehlcN
MicrobialfPathogenesisaN2020aNfimaNfeigkn 3.8 0
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11 wntioxidantNProfileNofNfbMonocaffeoylNGlycerolNinNLipophobicdLipophilicNMediacNJournalfoffFoodf
ScienceaN2019aNniaNgeofbgfee 3.4 0

10
wNnovelNprocedureNinNcombinationNofNgenomicNsequencingaNflowNcytometryNandNroutineNculturingNforN
confirmationNofNbeerNspoilageNcausedNbyNPediococcusNdamnosusNinNviableNbutNnonculturableNstatecN
LWTfvfFoodfSciencefandfTechnologyaN2022aNfkiaNffglgh

5.4 0

9 UnderstandingNofNfoodNbiofilmsNbyNtheNapplicationNofNomicsNtechniquescNFuturefMicrobiologyaN2021aN
flaNgkmbglo 2.9 0

8 FourNNovelNTypesNofNGeneNyassettesNfromNyarbapenembResistantNinNSouthernNyhinabFirstNReportNofcN
MicrobialfDrugfResistanceaN2021aNgmaNfeffbfefg 2.9 0

7
SignificantNdowntrendNofNantimicrobialNresistanceNrateNandNrareN˛†blactamaseNgenesNandNplasmidN
repliconsNcarriageNinNclinicalNPseudomonasNaeruginosaNinNSouthernNyhinacNMicrobialfPathogenesisaN
2021aNfkoaNfekfgi

3.8 0

6 βstablishmentNandNapplicationNofNaNrapidNvisualNdetectionNmethodNforNbasedNonNpolymeraseNspiralN
reactionNVPSRWccNBioengineeredaN2022aNfhaNmnlebmnlm 5.7 0

5 VerificationNandNapplicationNofNaNmodifiedNcarbapenemNinactivationNmethodNVmyIMWNonNpNaNpotentialN
screeningNmethodologyNonNcarbapenemasesNphenotypeNinNccNBioengineeredaN2022aNfhaNfgennbfgeon 5.7 0

4 wntimicrobialNsusceptibilityNandNgeneticNfeaturesNofNaNheterogeneousNvancomycinN
intermediatebresistantNStaphylococcusNaureusNstraincNInfectionufGeneticsfandfEvolutionaN2020aNnkaNfeiklk 4.5

3 FoodNpathogensN2021aNgokbhgf

2 wNstrategyNdesignNbasedNonNantibioticbresistanceNandNplasmidNrepliconsNgenesNofNclinicalNβscherichiaN
coliNstrainsccNBioengineeredaN2022aNfhaNmkeebmkfi 5.7

1 xiofilmNFormationNofNFoodbxorneNPathogensN2022aNilfbiom
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