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4.4 11
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molecularMandMmorphologicalMdatadMPhytotaxabM2015bMhfkbMgln 0.7 11

61 TaxonomicMrevisionMofMtheMgenusMLactariusMURussulalesbMxasidiomycotaVMinMKoreadMFungalnDiversitybM
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60 NewMrecordMandMenzymeMactivityMofMfourMspeciesMinMPenicilliumMsectionMyitrinaMfromMmarineM
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55 PhylogenyMandMtaxonomyMofMandMotherMrelatedMtaxaMandMdescriptionMofMthreeMnewMspeciesdMMycologia
bM2020bMgghbMljcnh 2.4 10
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ITSMpolymorphismsdMAntonienVannLeeuwenhoekbM2008bMoibMoocggf 2.1 9

53 FungalMdiversityMandMenzymeMactivityMassociatedMwithMsailfinMsandfishMeggMmassesMinMKoreadMFungaln
EcologybM2018bMijbMgco 4.1 8

52 MolecularMTaxonomicalMRecclassificationMofMtheMGenusMSuillusMMicheliMexMSdMFdMGrayMinMSouthMKoreadM
MycobiologybM2014bMjhbMhhgcn 1.7 8
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morphologicalMcharacteristicsdMForestnPathologybM2018bMjnbMeghjjm 1.2 7
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46 FungalMziversityMandM–nzymeMwctivityMwssociatedMwithMtheMMacroalgaebdMMycobiologybM2019bMjmbMkfckn 1.7 6

45 ziversityMofMTrichodermaMsppdMinMMarineM–nvironmentsMandMTheirMxiologicalMPotentialMforMSustainableM
IndustrialMwpplicationsdMSustainabilitybM2020bMghbMjihm 3.6 6

44 RevisionMofMtheMtaxonomicMstatusMofMtheMgenusMGloeoporusMUPolyporalesbMxasidiomycotaVMrevealsM
twoMnewMspeciesdMMycologicalnProgressbM2018bMgmbMnkkcnli 1.9 6
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42 wMchecklistMofMtheMbasidiomycetousMmacrofungiMandMaMrecordMofMfiveMnewMspeciesMfromMmtdMOseoMinM
KoreadMMycobiologybM2014bMjhbMgihco 1.7 6

41 TheMInfluenceMofMMicrofungiMonMtheMMycelialMGrowthMofM–ctomycorrhizalMFungusdMMicroorganismsbM
2019bMmbM 4.9 5

40 SuccessionalMVariationMinMtheMSoilMMicrobialMyommunityMinMOdaesanMNationalMParkbMKoreadM
SustainabilitybM2020bMghbMjmok 3.6 5

39 FourMNewMSpeciesMofMwmanitaMinMInjeMyountybMKoreadMMycobiologybM2015bMjibMjfncgj 1.7 5
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37 TaxonomicMrevisionMofMRussulaMsubsectionMwmoeninaeMfromMSouthMKoreadMMycoKeysbM2020bMmkbMgcho 2.4 5

36 fromMRhizosphereMSoilMinMTerrestrialMandMyoastalM–nvironmentsMinMSouthMKoreadMMycobiologybM2020bM
jnbMjigcjjh 1.7 5

35 NewMReportMofMThreeMUnrecordedMSpeciesMinMSpeciesMyomplexMinMKoreadMMycobiologybM2018bMjlbMgmmcgnj 1.7 5
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MycobiologybM2018bMjlbMgichi 1.7 4

33 TenMNewMRecordedMSpeciesMofMMacrofungiMonMUlleungMIslandbMKoreadMMycobiologybM2017bMjkbMhnlchol 1.7 4
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23 ziversityMandMabundanceMofMhumancpathogenicMfungiMassociatedMwithMpigeonMfaecesMinMurbanM
environmentsdMMolecularnEcologybM2017bMhlbMjkmjcjknk 5.7 2
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andMVdMFrontiersninnMicrobiologybM2020bMggbMkmhmfl 5.7 2

21 ThreeMNewMRecordedMSpeciesMofMtheMPhysalacriaceaeMonMUlleungMIslandbMKoreadMMycobiologybM2017bM
jkbMocgj 1.7 2

20 yyclohumulanoidMSesquiterpenesMInducedMbyMtheMNoncompetitiveMyocultureMofMandMddMJournalnofn
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FungalnEcologybM2021bMkfbMgfgfin 4.1 1
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13 FirstMReportMofMUxoletaceaeVbMaMPotentiallyM–ndangeredMxasidiomyceteMSpeciesbMinMSouthMKoreadM
MycobiologybM2019bMjmbMkhgckhl 1.7 1
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11
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10 NoteMofMFiveMUnrecordedMMushroomsMIncludingMThreeMRareMSpeciesMonMMountMJuwangMinMKoreadM
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9 SeventeenMUnrecordedMSpeciesMfromMGayasanMNationalMParkMinMKoreadMMycobiologybM2020bMjnbMgnjcgoj 1.7 0

8 InfluenceMofMcelluloseMnanocrystalMadditionMonMtheMproductionMandMcharacterizationMofMbacterialM
nanocellulosedMInternationalnJournalnofnBiologicalnMacromoleculesbM2021bMgoibMhlochmk 7.9 0

7 –ctomycorrhizalMFungiMwssociatedMwithMPinusMdensifloraMSeedlingsMunderMFloodingMStressdM
SustainabilitybM2021bMgibMjilm 3.6 0

6 wdditionMofMVariousMyellulosicMyomponentsMtoMxacterialMNanocellulosepMwMyomparisonMofMSurfaceM
QualitiesMandMyrystallineMPropertiesdMJournalnofnMicrobiologynandnBiotechnologybM2021bMigbMgillcgimh 3.3 0

5 TaxonomicMRevisionMofMtheMGenusMURussulalesbMxasidiomycotaVMofMSouthMKoreadMMycobiologybM2021bM
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4 InvestigationMofMtheMFungalMziversityMofMtheMFederatedMStatesMofMMicronesiaMandMtheMyonstructionMofM
anMUpdatedMFungalMInventoryddMMycobiologybM2021bMjobMkkgckkn 1.7

3 zeterminationMofMziversitybMzistributionMandMHostMSpecificityMofMKoreanMUsingMFourMwpproachesdM
MycobiologybM2021bMjobMjlgcjln 1.7

2 TaxonomicMevaluationMofMUHymenochaetalesbMxasidiomycotaVMinMKoreaMandMsequenceMverificationMofM
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