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Emerging Concept in DNA Methylation: Role of Transcription Factors in Shaping DNA Methylation a1 59
Patterns. Journal of Cellular Physiology, 2015, 230, 743-751. :
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Control of DNA replication: A new facet of Hox proteins?. BioEssays, 2010, 32, 800-807.

Mammalian methyl&€binding proteins: What might they do?. BioEssays, 2010, 32, 1025-1032. 2.5 19

HBO1 Histone Acetylase Activity Is Essential for DNA Replication Licensing and Inhibited by Geminin.
Molecular Cell, 2010, 37, 57-66.

HBOL1 histone acetylase is a coactivator of the replication licensing factor Cdt1. Genes and 5.9 143
Development, 2008, 22, 2633-2638. :

Chameau HAT and DRpd3 HDAC function as antagonistic cofactors of JNK/AP-1-dependent transcription
during Drosophila metamorphosis. Genes and Development, 2006, 20, 101-112.

Differential Gene Regulation by Selective Association of Transcriptional Coactivators and bZIP 9.3 38
DNA-Binding Domains. Molecular and Cellular Biology, 2006, 26, 5969-5982. :

The MYST Domain Acetyltransferase Chameau Functions in Epigenetic Mechanisms of Transcriptional

Repression. Current Biology, 2002, 12, 762-766.




