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ARTICLE IF CITATIONS

The allergy mediator histamine confers resistance to immunotherapy in cancer patients via activation

of the macrophage histamine receptor H1. Cancer Cell, 2022, 40, 36-52.e9.

Unconventional protein post-translational modifications: the helmsmen in breast cancer. Cell and 48 15
Bioscience, 2022, 12, 22. :

DNA Methylation of Imprinted Genes KCNQ1, KCNQ1OT1, and PHLDA?2 in Peripheral Blood Is Associated
with the Risk of Breast Cancer. Cancers, 2022, 14, 2652.

LncRNA TINCR favors tumorigenesis via STAT34€“TINCR&€“EGFR-feedback loop by recruiting DNMT1 and

acting as a competing endogenous RNA in human breast cancer. Cell Death and Disease, 2021, 12, 83. 6.3 24

Dual effects of N6-methyladenosine on cancer progression and immunotherapy. Molecular Therapy -
Nucleic Acids, 2021, 24, 25-39.

Circulating cell-free DNA-based methylation patterns for breast cancer diagnosis. Npj Breast Cancer,

2021, 7, 106. 5.2 17

Hypoxia-Mediated Complement 1q Binding Protein Regulates Metastasis and Chemoresistance in
Triple-Negative Breast Cancer and Modulates the PKC-NF-12B-VCAM-1 Signaling Pathway. Frontiers in Cell
and Developmental Biology, 2021, 9, 607142.

Long noncoding RNA FER1L4 acts as an oncogenic driver in human pana€eancer. Journal of Cellular

Physiology, 2020, 235, 1795-1807. 41 12

Isobaric Tags for Relative and Absolute Quantitation in Proteomic Analysis of Potential Biomarkers in
Invasive Cancer, Ductal Carcinoma In Situ, and Mammary Fibroadenoma. Frontiers in Oncology, 2020,
10, 574552.

Noncoding RNAs: the shot callers in tumor immune escape. Signal Transduction and Targeted Therapy, 171 37
2020, 5, 102. ’

<p>DNA Methylation in <em>RAR</em>12 Gene as a Mediator of the Association Between Healthy Lifestyle
and Breast Cancer: A Case&€“Control Study</p>. Cancer Management and Research, 2020, Volume 12,
4677-4684.

Long noncoding RNA PVT1 acts as an oncogenic driver in human pand€eancer. Journal of Cellular

Physiology, 2020, 235, 7923-7932. 41 o

Identification of long-term survival-associated gene in breast cancer. Aging, 2020, 12, 20332-20349.

The transcriptional landscape of IncRNAs reveals the oncogenic function of LINCO0511 in ER-negative

breast cancer. Cell Death and Disease, 2019, 10, 599. 63 49

LINCO0673 is activated by YY1 and promotes the proliferation of breast cancer cells via the
miR-515-5p/MARK4/Hippo signaling pathway. Journal of Experimental and Clinical Cancer Research, 2019,
38, 418.

Ai-IncRNA EGOT enhancing autophagy sensitizes paclitaxel cytotoxicity via upregulation of ITPR1

expression by RNA-RNA and RNA-protein interactions in human cancer. Molecular Cancer, 2019, 18, 89. 19.2 95

Modulation of autophagy in human diseases strategies to foster strengths and circumvent

weaknesses. Medicinal Research Reviews, 2019, 39, 1953-1999.

The emergence of noncoding RNAs as Heracles in autophagy. Autophagy, 2017, 13, 1004-1024. 9.1 85
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Long Noncoding RNA Linc00152 Functions as a Tumor Propellant in Pan-Cancer. Cellular Physiology

and Biochemistry, 2017, 44, 2476-2490.

20  Oncogenic long noncoding RNA landscape in breast cancer. Molecular Cancer, 2017, 16, 129. 19.2 205

Bisphosphonate and risk of cancer recurrence: protocol for a systematic review, meta-analysis and
trial sequential analysis of randomised controlled trials. BMJ Open, 2015, 5, e€007215-e007215.

Downregulation of Ras GTPase-activating protein 1 is associated with poor survival of breast invasive

22 ductal carcinoma patients. Oncology Reports, 2015, 33, 119-124.
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Downregulation of the long noncoding RNA EGOT correlates with malignant status and poor

prognosis in breast cancer. Tumor Biology, 2015, 36, 9807-9812.

Association of FGFR3 and FGFR4 gene polymorphisms with breast cancer in Chinese women of
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