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BioSystems, 2013, 9, 1736-42

Protein profiles in Tc1 mice implicate novel pathway perturbations in the Down syndrome brain.
Human Molecular Genetics, 2013, 22, 1709-24

Is SOD1 loss of function involved in amyotrophic lateral sclerosis?. Brain, 2013, 136, 2342-58 11.2 178

An unusual presentation for SOD1-ALS: isolated facial diplegia. Muscle and Nerve, 2013, 48, 994-5

Massively parallel sequencing reveals the complex structure of an irradiated human chromosome 6
on a mouse background in the Tc1 model of Down syndrome. PLoS ONE, 2013, 8, e60482 37 9

Alterations to dendritic spine morphology, but not dendrite patterning, of cortical projection
neurons in Tc1 and Ts1Rhr mouse models of Down syndrome. PLoS ONE, 2013, 8, e78561

C90rf72 hexanucleotide repeat associated with amyotrophic lateral sclerosis and frontotemporal 5
dementia forms RNA G-quadruplexes. Scientific Reports, 2012, 2, 1016 49 34

Altered regulation of tau phosphorylation in a mouse model of down syndrome aging. Neurobiology
of Aging, 2012, 33, 828.e31-44

A motor-driven mechanism for cell-length sensing. Cell Reports, 2012, 1, 608-16 10.6 41

Genetic Insights into Mammalian Cytoplasmic Dynein Function Provided by Novel Mutations in the
Mouse 2012, 482-503

Mouse models of aneuploidy. Scientific World Journal, The, 2012, 2012, 214078 22 9

A novel phenotype for the dynein heavy chain mutation Loa: altered dendritic morphology,

organelle density, and reduced numbers of trigeminal motoneurons. Journal of Comparative
Neurology, 2012, 520, 2757-73




(2010-2012)

Analysis of European case-control studies suggests that common inherited variation in
135 mitochondrial DNA is not involved in susceptibility to amyotrophic lateral sclerosis. Amyotrophic 9
Lateral Sclerosis and Other Motor Neuron Disorders, 2012, 13, 341-6

Overexpression of the Hspa13 (Stch) gene reduces prion disease incubation time in mice.
Proceedings of the National Academy of Sciences of the United States of America, 2012, 109, 13722-7

Progressive neuronal inclusion formation and axonal degeneration in CHMP2B mutant transgenic

133 mice. Brain, 2012, 135, 819-32 112 80

Genomically humanized mice: technologies and promises. Nature Reviews Genetics, 2011, 13, 14-20

121 Structural correlates of active-staining following magnetic resonance microscopy in the mouse 5
3 brain. Neurolmage, 2011, 56, 974-83 79 5

The telomeric part of the human chromosome 21 from Cstb to Prmt2 is not necessary for the

locomotor and short-term memory deficits observed in the Tc1 mouse model of Down syndrome.

Behavioural Brain Research, 2011, 217, 271-81
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