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Searching for New Z-DNA/Z-RNA Binding Proteins Based on Structural Similarity to Experimentally

Validated Zi+ Domain. International Journal of Molecular Sciences, 2022, 23, 768. 1.8 1
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G-quadruplexes in helminth parasites. Nucleic Acids Research, 2022, 50, 2719-2735. 6.5 10

Unheeded SARS-CoV-2 proteins? A deep look into negative-sense RNA. Briefings in Bioinformatics, 2022,
23,.

Interaction of Proteins with Inverted Repeats and Cruciform Structures in Nucleic Acids.

International Journal of Molecular Sciences, 2022, 23, 6171. 1.8 13

Evaluating the Influence of a G-Quadruplex Prone Sequence on the Transactivation Potential by
Wild-Type and/or Mutant P53 Family Proteins through a Yeast-Based Functional Assay. Genes, 2021, 12,
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Tracing dsDNA Virusa€“Host Coevolution through Correlation of Their G-Quadruplex-Forming

Sequences. International Journal of Molecular Sciences, 2021, 22, 3433. 18 1

Letter to the Editor: Significant mutation enrichment in inverted repeat sites of new SARS-CoV-2
strains. Briefings in Bioinformatics, 2021, 22, .

Analysis of putative quadruplex-forming sequences in fungal genomes: novel antifungal targets?. 10 6
Microbial Genomics, 2021, 7, . )

Extraordinary diversity of telomeres, telomerase RNAs and their template regions in
Saccharomycetaceae. Scientific Reports, 2021, 11, 12784.

Analyses of viral genomes for G-quadruplex forming sequences reveal their correlation with the type 13 33
of infection. Biochimie, 2021, 186, 13-27. )

Toll-Like Receptor 9-Mediated Neuronal Innate Immune Reaction Is Associated with Initiating a
Pro-Regenerative State in Neurons of the Dorsal Root Ganglia Non-Associated with Sciatic Nerve
Lesion. International Journal of Molecular Sciences, 2021, 22, 7446.

Evolution of Diverse Strategies for Promoter Regulation. Trends in Genetics, 2021, 37, 730-744. 2.9 30

The Changes in the p53 Protein across the Animal Kingdom Point to Its Involvement in Longevity.
International Journal of Molecular Sciences, 2021, 22, 8512.

Novel G-quadruplex prone sequences emerge in the complete assembly of the human X chromosome. 13 13
Biochimie, 2021, 191, 87-90. ’

G-quadruplexes in HIN1 influenza genomes. BMC Genomics, 2021, 22, 77.

SARS-CoV-2 hot-spot mutations are significantly enriched within inverted repeats and CpG island loci. 3.9 20
Briefings in Bioinformatics, 2021, 22, 1338-1345. :
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R-Loop Tracker: Web Access-Based Tool for R-Loop Detection and Analysis in Genomic DNA Sequences.

International Journal of Molecular Sciences, 2021, 22, 12857.

Divergent distributions of inverted repeats and G-quadruplex forming sequences in Saccharomyces 13 21
cerevisiae. Genomics, 2020, 112, 1897-1901. :

Characterization of p53 Family Homologs in Evolutionary Remote Branches of Holozoa. International
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The Influence of Quadruplex Structure in Proximity to P53 Target Sequences on the Transactivation
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In-Depth Bioinformatic Analyses of Nidovirales Including Human SARS-CoV-2, SARS-CoV, MERS-CoV
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Global analysis of inverted repeat sequences in human gene promoters reveals their non-random

distribution and association with specific biological pathways. Genomics, 2020, 112, 2772-2777. 1.3 8

GA4Killer web application: a tool to design G-quadruplex mutations. Bioinformatics, 2020, 36, 3246-3247.

Structures and stability of simple DNA repeats from bacteria. Biochemical Journal, 2020, 477, 325-339. 1.7 30

The Rich World of p53 DNA Binding Targets: The Role of DNA Structure. International Journal of
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The Presence and Localization of G-Quadruplex Forming Sequences in the Domain of Bacteria.
Molecules, 2019, 24, 1711.

A Conditioning Sciatic Nerve Lesion Triggers a Pro-regenerative State in Primary Sensory Neurons Also
of Dorsal Root Ganglia Non-associated With the Damaged Nerve. Frontiers in Cellular Neuroscience, 1.8 16
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Interleukin-6 contributes to initiation of neuronal regeneration program in the remote dorsal root
ganglia neurons after sciatic nerve injury. Histochemistry and Cell Biology, 2019, 152, 109-117.

G4Hunter web application: a web server for G-quadruplex prediction. Bioinformatics, 2019, 35,
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Complex analyses of inverted repeats in mitochondrial genomes revealed their importance and
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Bilateral activation of STAT3 b{ phosphorylation at the tyrosine-705 (Y705) and serine-727 (S727)
positions and its nuclear translocation in primary sensory neurons following unilateral sciatic 0.8 17
nerve injury. Histochemistry and Cell Biology, 2018, 150, 37-47.
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Liver regeneration during the associating liver partition and portal vein ligation for staged
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The Amino Acid Composition of Quadruplex Binding Proteins Reveals a Shared Motif and Predicts New
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Early inflammatory profiling of schwannoma cells induced by lipopolysaccharide. Histochemistry and
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Spatio-temporal changes of SDF1 and its CXCR4 receptor in the dorsal root ganglia following
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