
Amos Bairoch

ListhofhPublicationshbyhYearhinh
DescendinghOrder

Source:hhttps:yyexalyxcomyauthorvpdfy8534428yamosvbairochvpublicationsvbyvyearxpdf

Version:h2024v04v24h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyxcomxhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex

192
papers

48,523
citations

89
h-index

207
g-index

207
ext. papers

54,632
ext. citations

11.4
avg, IF

7.59
L-index



k Paper IF Citations

192
yunctionathonmMaMmanualMdataMminingMworkflowMtoMgenerateMfunctionalMhypothesesMforM
uncharacterizedMhumanMproteinsMandMitsMapplicationMbyMundergraduateMstudentsaMDatabase:htheh
JournalhofhBiologicalhDatabaseshandhCurationYM2021YMecedYM

5 2

191 TheMyeatureZViewermMaMvisualizationMtoolMforMpositionalMannotationsMonMaMsequenceaMBioinformaticsYM
2020YMfiYMfeggZfegh 7.2 8

190 TheMneXtProtMknowledgebaseMinMececmMdataYMtoolsMandMusabilityMimprovementsaMNucleichAcidsh
ResearchYM2020YMgkYMwfekZwffg 20.1 67

189 tMhighZstringencyMblueprintMofMtheMhumanMproteomeaMNaturehCommunicationsYM2020YMddYMhfcd 17.4 59

188 TheMtuvwMdatabasemMaMrepositoryMforMchemicallyMdefinedMantibodiesaMNucleichAcidshResearchYM2020YM
gkYMweidZweig 20.1 15

187 vLtSTRmMTheMvellosaurusMSTRMsimilarityMsearchMtoolMZMtMpreciousMhelpMforMcellMlineMauthenticationaM
InternationalhJournalhofhCancerYM2020YMdgiYMdellZdfci 7.5 21

186 vellMLinesMasMuiologicalMModelsmMPracticalMStepsMforMMoreMReliableMResearchaMChemicalhResearchhinh
ToxicologyYM2019YMfeYMdjffZdjfi 4 6

185 IncidencesMofMproblematicMcellMlinesMareMlowerMinMpapersMthatMuseMRRIwsMtoMidentifyMcellMlinesaMELifeYM
2019YMkYM 8.9 11

184 tMStandardMNomenclatureMforMReferencingMandMtuthenticationMofMPluripotentMStemMvellsaMStemhCellh
ReportsYM2018YMdcYMdZi 8 39

183 tMnewMbioinformaticsMtoolMtoMhelpMassessMtheMsignificanceMofMuRvtdMvariantsaMHumanhGenomicsYM2018
YMdeYMfi 6.8 7

182 uiocurationmMwistillingMdataMintoMknowledgeaMPLoShBiologyYM2018YMdiYMeeccekgi 9.7 42

181 TheMvellosaurusYMaMvellZLineMKnowledgeMResourceaMJournalhofhBiomolecularhTechniquesYM2018YMelYMehZfk 1.1 212

180 xxploringMtheMUncharacterizedM—umanMProteomeMUsingMneXtProtaMJournalhofhProteomehResearchYM
2018YMdjYMgeddZgeei 5.6 17

179 LargeZScaleMReanalysisMofMPubliclyMtvailableM—eLaMvellMProteomicsMwataMinMtheMvontextMofMtheM—umanM
ProteomeMProjectaMJournalhofhProteomehResearchYM2018YMdjYMgdicZgdjc 5.6 10

178 tnnotationMofMfunctionalMimpactMofMvoltageZgatedMsodiumMchannelMmutationsaMHumanhMutationYM
2017YMfkYMgkhZglf 4.7 10

177 TheMneXtProtMknowledgebaseMonMhumanMproteinsmMecdjMupdateaMNucleichAcidshResearchYM2017YMghYMwdjjZwdke20.1 123

176 TriageMbyMrankingMtoMsupportMtheMcurationMofMproteinMinteractionsaMDatabase:hthehJournalhofhBiologicalh
DatabaseshandhCurationYM2017YMecdjYM 5 7

Amos Bairoch

2



175 TheMSIuMSwissMInstituteMofMuioinformaticsTMresourcesmMfocusMonMcuratedMdatabasesaMNucleichAcidsh
ResearchYM2016YMggYMwejZfj 20.1 41

174 IvxPOmMtheMionMchannelMelectrophysiologyMontologyaMDatabase:hthehJournalhofhBiologicalhDatabasesh
andhCurationYM2016YMecdiYM 5 7

173 MissingMProteinMLandscapeMofM—umanMvhromosomesMeMandMdgmMProgressMandMvurrentMStatusaMJournalh
ofhProteomehResearchYM2016YMdhYMfljdZfljk 5.6 12

172 vddorfkfYMaMmitochondrialMcardiolipinZbindingMproteinMinvolvedMinMbcdMcomplexMassemblyMandM
supercomplexMstabilizationaMMolecularhandhCellularhBiologyYM2015YMfhYMddflZhi 4.8 44

171 vonvertingMneXtProtMintoMLinkedMwataMandMnanopublicationsaMSemantichWebYM2015YMiYMdgjZdhf 2.4 10

170
vreatingMaMspecialistMproteinMresourceMnetworkmMaMmeetingMreportMforMtheMproteinMbioinformaticsMandM
communityMresourcesMretreataMDatabase:hthehJournalhofhBiologicalhDatabaseshandhCurationYM2015YM
ecdhYMbavcif

5 5

169 NZterminomeManalysisMofMtheMhumanMmitochondrialMproteomeaMProteomicsYM2015YMdhYMehdlZeg 4.8 43

168 weepMQuestionMtnsweringMforMproteinMannotationaMDatabase:hthehJournalhofhBiologicalhDatabaseshandh
CurationYM2015YMecdhYM 5 12

167 TheMneXtProtMknowledgebaseMonMhumanMproteinsmMcurrentMstatusaMNucleichAcidshResearchYM2015YMgfYMwjigZjc20.1 76

166 MetricsMforMtheM—umanMProteomeMProjectMecdfZecdgMandMstrategiesMforMfindingMmissingMproteinsaM
JournalhofhProteomehResearchYM2014YMdfYMdhZec 5.6 113

165 QueryingMneXtProtMnanopublicationsMandMtheirMvalueMforMinsightsMonMsequenceMvariantsMandMtissueM
expressionaMWebhSemanticsYM2014YMelYMfZdd 2.9 11

164 wxRtMisMtheMhumanMdeoxyriboseMphosphateMaldolaseMandMisMinvolvedMinMstressMresponseaMBiochimicah
EthBiophysicahActahxhMolecularhCellhResearchYM2014YMdkgfYMeldfZeh 4.9 19

163 StandardsMforMReportingMxnzymeMwatamMTheMSTRxNwtMvonsortiummMWhatMitMaimsMtoMdoMandMwhyMitM
shouldMbeMhelpfulaMPerspectiveshinhScienceYM2014YMdYMdfdZdfj 0.8 47

162 veorfieMandMTTvdjMareMinvolvedMinMactinMorganizationMandMciliogenesisMinMzebrafishMandMhumanaMPLoSh
ONEYM2014YMlYMekigji 3.7 13

161 yifteenMyearsMSIuMSwissMInstituteMofMuioinformaticsmMlifeMscienceMdatabasesYMtoolsMandMsupportaMNucleich
AcidshResearchYM2014YMgeYMWgfiZgd 20.1 12

160 tMchromosomeZcentricMhumanMproteomeMprojectMUvZ—PPVMtoMcharacterizeMtheMsetsMofMproteinsM
encodedMinMchromosomeMdjaMJournalhofhProteomehResearchYM2013YMdeYMghZhj 5.6 31

159 neXtProtmMorganizingMproteinMknowledgeMinMtheMcontextMofMhumanMproteomeMprojectsaMJournalhofh
ProteomehResearchYM2013YMdeYMelfZk 5.6 110

158 tMlargeZscaleMevaluationMofMcomputationalMproteinMfunctionMpredictionaMNaturehMethodsYM2013YMdcYMeedZj 21.6 587

(2013-2016)
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157 StandardMguidelinesMforMtheMchromosomeZcentricMhumanMproteomeMprojectaMJournalhofhProteomeh
ResearchYM2012YMddYMecchZdf 5.6 121

156 TheMvhromosomeZventricM—umanMProteomeMProjectMforMcatalogingMproteinsMencodedMinMtheM
genomeaMNaturehBiotechnologyYM2012YMfcYMeedZf 44.5 244

155 UniPathwaymMaMresourceMforMtheMexplorationMandMannotationMofMmetabolicMpathwaysaMNucleichAcidsh
ResearchYM2012YMgcYMwjidZl 20.1 76

154 neXtProtmMaMknowledgeMplatformMforMhumanMproteinsaMNucleichAcidshResearchYM2012YMgcYMwjiZkf 20.1 142

153 yunctionalMidentificationMofMtPIPMasMhumanMmtnuYMaMkeyMenzymeMinMtheMmethionineMsalvageMpathwayaM
PLoShONEYM2012YMjYMehekjj 3.7 19

152 TheMhumanMproteomeMprojectmMcurrentMstateMandMfutureMdirectionaMMolecularhandhCellularhProteomicsYM
2011YMdcYMMdddacclllf 7.6 249

151 ViralZonemMaMknowledgeMresourceMtoMunderstandMvirusMdiversityaMNucleichAcidshResearchYM2011YMflYMwhjiZke20.1 216

150 OngoingMandMfutureMdevelopmentsMatMtheMUniversalMProteinMResourceaMNucleichAcidshResearchYM2011YM
flYMwedgZl 20.1 592

149 TheMhumanMproteomeMprojectmMvurrentMstateMandMfutureMdirectionaMMolecularhandhCellularhProteomicsYM
2011YM 7.6 28

148 tMPreliminaryMStudyMonMtheMPredictionMofM—umanMProteinMyunctionsaMLecturehNoteshinhComputerh
ScienceYM2011YMffgZfgf 0.9 1

147 tMlargeZscaleMproteinZfunctionMdatabaseaMNaturehChemicalhBiologyYM2010YMiYMjkh 11.7 17

146 MassMspectrometryMinMhighZthroughputMproteomicsmMreadyMforMtheMbigMtimeaMNaturehMethodsYM2010YMjYMikdZh21.6 390

145 uioinformaticsMforM—umanMProteomicsmMvurrentMStateMandMyutureMStatusaMNaturehPrecedingsYM2010YM 2

144 tnimalMToxinsmM—owMisMvomplexityMRepresentedMinMwatabasesraMToxinsYM2010YMeYMeieZeke 4.9 18

143 PROSITxYMaMproteinMdomainMdatabaseMforMfunctionalMcharacterizationMandMannotationaMNucleichAcidsh
ResearchYM2010YMfkYMwdidZi 20.1 600

142 TheMzeneMOntologyMinMecdcmMextensionsMandMrefinementsaMNucleichAcidshResearchYM2010YMfkYMwffdZh 20.1 367

141 OpenyluwuYMaMdatabaseMforMhumanMandManimalMinfluenzaMvirusaMDatabase:hthehJournalhofhBiologicalh
DatabaseshandhCurationYM2010YMecdcYMbaqccg 5 29

140 TheMUniversalMProteinMResourceMUUniProtVMinMecdcaMNucleichAcidshResearchYM2010YMfkYMwdgeZk 20.1 1035
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139 tnimalMToxinsmM—owMisMvomplexityMRepresentedMinMwatabasesraMToxinsYM2010YMeYMeieZke 4.9 6

138 vTdatabasemMaMknowledgeZbaseMofMhighZthroughputMandMcuratedMdataMonMcancerZtestisMantigensaM
NucleichAcidshResearchYM2009YMfjYMwkdiZl 20.1 257

137 —tMtPmMaMdatabaseMofMcompletelyMsequencedMmicrobialMproteomeMsetsMandMmanuallyMcuratedM
microbialMproteinMfamiliesMinMUniProtKubSwissZProtaMNucleichAcidshResearchYM2009YMfjYMwgjdZk 20.1 117

136 TheMUniversalMProteinMResourceMUUniProtVMecclaMNucleichAcidshResearchYM2009YMfjYMwdilZjg 20.1 509

135 TheMfutureMofMannotationbbiocurationaMNaturehPrecedingsYM2009YM 5

134 InterPromMtheMintegrativeMproteinMsignatureMdatabaseaMNucleichAcidshResearchYM2009YMfjYMweddZh 20.1 1379

133 vollaborativeMannotationMofMgenesMandMproteinsMbetweenMUniProtKubSwissZProtMandMdictyuaseaM
Database:hthehJournalhofhBiologicalhDatabaseshandhCurationYM2009YMecclYMbapcdi 5 9

132 InfrastructureMforMtheMlifeMsciencesmMdesignMandMimplementationMofMtheMUniProtMwebsiteaMBMCh
BioinformaticsYM2009YMdcYMdfi 3.6 366

131 TheMUniProtKubSwissZProtMknowledgebaseMandMitsMPlantMProteomeMtnnotationMProgramaMJournalhofh
ProteomicsYM2009YMjeYMhijZjf 3.9 63

130 —umanMaldehydeMdehydrogenaseMgenesmMalternativelyMsplicedMtranscriptionalMvariantsMandMtheirM
suggestedMnomenclatureaMPharmacogeneticshandhGenomicsYM2009YMdlYMklfZlce 1.9 46

129 UniProtKubSwissZProtMManualMandMtutomatedMtnnotationMofMvompleteMProteomesmMTheM
wictyosteliumMdiscoideumMvaseMStudyM2009YMdglZdik

128 ReviewMofMtheMselectedMproceedingsMofMtheMyifthMInternationalMWorkshopMonMwataMIntegrationMinMtheM
LifeMSciencesMecckaMBMChBioinformaticsYM2008YMlMSupplMkYMSd 3.6 1

127 vallingMonMaMmillionMmindsMforMcommunityMannotationMinMWikiProteinsaMGenomehBiologyYM2008YMlYMRkl 18.3 101

126 tnnotatingMsingleMaminoMacidMpolymorphismsMinMtheMUniProtbSwissZProtMknowledgebaseaMHumanh
MutationYM2008YMelYMfidZi 4.7 87

125 TheMecMyearsMofMPROSITxaMNucleichAcidshResearchYM2008YMfiYMweghZl 20.1 375

124 TheMImpactMofMfwMStructuresMonMaMProteinMKnowledgebasemMyromMProteinsMtoMSystemsM2008YMhdZjj

123 UniProtKubSwissZProtmMNewMandMyutureMwevelopmentsaMLecturehNoteshinhComputerhScienceYM2008YMecgZeci0.9 1

122 UniProtKubSwissZProtaMMethodshinhMolecularhBiologyYM2007YMgciYMklZdde 1.4 405

(2007-2010)
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121 NewMdevelopmentsMinMtheMInterProMdatabaseaMNucleichAcidshResearchYM2007YMfhYMweegZk 20.1 397

120 TheMUniversalMProteinMResourceMUUniProtVmManMexpandingMuniverseMofMproteinMinformationaMNucleich
AcidshResearchYM2006YMfgYMwdkjZld 20.1 839

119 ScanPrositemMdetectionMofMPROSITxMsignatureMmatchesMandMProRuleZassociatedMfunctionalMandM
structuralMresiduesMinMproteinsaMNucleichAcidshResearchYM2006YMfgYMWfieZh 20.1 1055

118 TheMPROSITxMdatabaseaMNucleichAcidshResearchYM2006YMfgYMweejZfc 20.1 649

117 ProteinMvarietyMandMfunctionalMdiversitymMSwissZProtMannotationMinMitsMbiologicalMcontextaMComptesh
RendushxhBiologiesYM2005YMfekYMkkeZll 1.4 80

116 ToxZProtYMtheMtoxinMproteinMannotationMprogramMofMtheMSwissZProtMproteinMknowledgebaseaMToxiconYM
2005YMghYMelfZfcd 2.8 79

115 ProteinMIdentificationMandMtnalysisMToolsMonMtheMxxPtSyMServerM2005YMhjdZicj 3376

114 InterProYMprogressMandMstatusMinMecchaMNucleichAcidshResearchYM2005YMffYMwecdZh 20.1 426

113 TheMUniversalMProteinMResourceMUUniProtVaMNucleichAcidshResearchYM2005YMffYMwdhgZl 20.1 1231

112 PlantMproteinMannotationMinMtheMUniProtMKnowledgebaseaMPlanthPhysiologyYM2005YMdfkYMhlZii 6.6 38

111 ProRulemMaMnewMdatabaseMcontainingMfunctionalMandMstructuralMinformationMonMPROSITxMprofilesaM
BioinformaticsYM2005YMedYMgcicZi 7.2 54

110 ProteinMVariationsmMResourcesMandMToolsM2004YMfklZgee

109 IntxnzYMtheMintegratedMrelationalMenzymeMdatabaseaMNucleichAcidshResearchYM2004YMfeYMwgfgZj 20.1 134

108 SwissZProtmMjugglingMbetweenMevolutionMandMstabilityaMBriefingshinhBioinformaticsYM2004YMhYMflZhh 13.4 287

107 InttctmManMopenMsourceMmolecularMinteractionMdatabaseaMNucleichAcidshResearchYM2004YMfeYMwgheZh 20.1 670

106 TheMSwissZProtMproteinMknowledgebaseMandMxxPtSymMprovidingMtheMplantMcommunityMwithMhighM
qualityMproteomicMdataMandMtoolsaMPlanthPhysiologyhandhBiochemistryYM2004YMgeYMdcdfZed 5.4 54

105 IndustrialZscaleMproteomicsmMfromMlitersMofMplasmaMtoMchemicallyMsynthesizedMproteinsaMProteomicsYM
2004YMgYMedehZhc 4.8 97

104 tnnotationMofMpostZtranslationalMmodificationsMinMtheMSwissZProtMknowledgeMbaseaMProteomicsYM2004YM
gYMdhfjZhc 4.8 87
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103 TheMSwissZProtMvariantMpageMandMtheMModSNPMdatabasemMaMresourceMforMsequenceMandMstructureM
informationMonMhumanMproteinMvariantsaMHumanhMutationYM2004YMefYMgigZjc 4.7 116

102 ProteinMsequenceMdatabasesaMCurrenthOpinionhinhChemicalhBiologyYM2004YMkYMjiZkc 9.7 173

101 UniProtmMtheMUniversalMProteinMknowledgebaseaMNucleichAcidshResearchYM2004YMfeYMwddhZl 20.1 2195

100 RecentMimprovementsMtoMtheMPROSITxMdatabaseaMNucleichAcidshResearchYM2004YMfeYMwdfgZj 20.1 299

99 tutomatedMannotationMofMmicrobialMproteomesMinMSWISSZPROTaMComputationalhBiologyhandh
ChemistryYM2003YMejYMglZhk 3.6 112

98 xxPtSymMTheMproteomicsMserverMforMinZdepthMproteinMknowledgeMandManalysisaMNucleichAcidshResearchYM
2003YMfdYMfjkgZk 20.1 2989

97 NxWTYMaMnewMtaxonomyMportalaMNucleichAcidshResearchYM2003YMfdYMfkeeZf 20.1 31

96 TheMSWISSZPROTMproteinMknowledgebaseMandMitsMsupplementMTrxMuLMinMeccfaMNucleichAcidsh
ResearchYM2003YMfdYMfihZjc 20.1 2375

95 TheMInterProMwatabaseYMeccfMbringsMincreasedMcoverageMandMnewMfeaturesaMNucleichAcidshResearchYM
2003YMfdYMfdhZk 20.1 556

94 yindPeptYMaMtoolMtoMidentifyMunmatchedMmassesMinMpeptideMmassMfingerprintingMproteinM
identificationaMProteomicsYM2002YMeYMdgfhZgg 4.8 89

93 PROSITxmMaMdocumentedMdatabaseMusingMpatternsMandMprofilesMasMmotifMdescriptorsaMBriefingshinh
BioinformaticsYM2002YMfYMeihZjg 13.4 676

92 TheMPROSITxMdatabaseYMitsMstatusMinMecceaMNucleichAcidshResearchYM2002YMfcYMefhZk 20.1 787

91 InterPromManMintegratedMdocumentationMresourceMforMproteinMfamiliesYMdomainsMandMfunctionalMsitesaM
BriefingshinhBioinformaticsYM2002YMfYMeehZfh 13.4 137

90 —ighZqualityMproteinMknowledgeMresourcemMSWISSZPROTMandMTrxMuLaMBriefingshinhBioinformaticsYM
2002YMfYMejhZkg 13.4 206

89 TheMSulfinatormMpredictingMtyrosineMsulfationMsitesMinMproteinMsequencesaMBioinformaticsYM2002YMdkYMjilZjc 7.2 225

88 ScanPrositemMaMreferenceMimplementationMofMaMPROSITxMscanningMtoolaMAppliedhBioinformaticsYM2002YM
dYMdcjZk 275

87 ProteomeMtnalysisaMMethodshandhPrincipleshinhMedicinalhChemistryYM2001YMilZddk 0.4 1

86 tnnotationMofMglycoproteinsMinMtheMSWISSZPROTMdatabaseaMProteomicsYM2001YMdYMeieZk 4.8 45

(2001-2004)
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85 TheMhumanMproteomicsMinitiativeMU—PIVaMTrendshinhBiotechnologyYM2001YMdlYMdjkZkd 15.1 74

84 TheMInterProMdatabaseYManMintegratedMdocumentationMresourceMforMproteinMfamiliesYMdomainsMandM
functionalMsitesaMNucleichAcidshResearchYM2001YMelYMfjZgc 20.1 743

83 tMcomprehensiveMwebMresourceMonMRNtMhelicasesMfromMtheMbakerTsMyeastMSaccharomycesMcerevisiaeaM
YeastYM2000YMdiYMhcjZl 3.4 18

82 QualityMcontrolMinMdatabanksMforMmolecularMbiologyaMBioEssaysYM2000YMeeYMdcegZfg 4.1 10

81 TheMxNZYMxMdatabaseMinMecccaMNucleichAcidshResearchYM2000YMekYMfcgZh 20.1 707

80 TheMdlllMSWISSZewPtzxMdatabaseMupdateaMNucleichAcidshResearchYM2000YMekYMekiZk 20.1 70

79 TheMSWISSZPROTMproteinMsequenceMdatabaseMandMitsMsupplementMTrxMuLMinMecccaMNucleichAcidsh
ResearchYM2000YMekYMghZk 20.1 1933

78 vonstructingMaMeZwMdatabaseMforMtheMWorldMWideMWebaMMethodshinhMolecularhBiologyYM1999YMddeYMgddZi 1.4 6

77 ProteinMidentificationMandManalysisMtoolsMinMtheMxxPtSyMserveraMMethodshinhMolecularhBiologyYM1999YM
ddeYMhfdZhe 1.4 1209

76 eZwMdatabasesMonMtheMWorldMWideMWebaMMethodshinhMolecularhBiologyYM1999YMddeYMfkfZld 1.4 5

75 TheMSWISSZPROTMproteinMsequenceMdataMbankMandMitsMsupplementMTrxMuLMinMdlllaMNucleichAcidsh
ResearchYM1999YMejYMglZhg 20.1 424

74 TheMSWISSZewPtzxMdatabasemMwhatMhasMchangedMduringMtheMlastMyearaMNucleichAcidshResearchYM1999YM
ejYMeklZld 20.1 16

73 TheMPROSITxMdatabaseYMitsMstatusMinMdlllaMNucleichAcidshResearchYM1999YMejYMedhZl 20.1 1001

72 TheMxNZYMxMdataMbankMinMdlllaMNucleichAcidshResearchYM1999YMejYMfdcZd 20.1 30

71
tMtestisZspecificMgeneYMTPTxYMencodesMaMputativeMtransmembraneMtyrosineMphosphataseMandMmapsMtoM
theMpericentromericMregionMofMhumanMchromosomesMedMandMdfYMandMtoMchromosomesMdhYMeeYMandMYaM
HumanhGeneticsYM1999YMdchYMfllZgcl

6.3 58

70 ImprovingMproteinMidentificationMfromMpeptideMmassMfingerprintingMthroughMaMparameterizedM
multiZlevelMscoringMalgorithmMandManMoptimizedMpeakMdetectionaMElectrophoresisYM1999YMecYMfhfhZhc 3.6 117

69 tMmolecularMscannerMtoMautomateMproteomicMresearchMandMtoMdisplayMproteomeMimagesaMAnalyticalh
ChemistryYM1999YMjdYMglkdZk 7.8 118

68 —ighZthroughputMmassMspectrometricMdiscoveryMofMproteinMpostZtranslationalMmodificationsaMJournalh
ofhMolecularhBiologyYM1999YMeklYMighZhj 6.5 266
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67 ProteinMannotationmMdetectiveMworkMforMfunctionMpredictionaMTrendshinhGeneticsYM1998YMdgYMegkZhc 8.5 59

66 LowMmolecularMweightMproteinsmMaMchallengeMforMpostZgenomicMresearchaMElectrophoresisYM1998YMdlYMhfiZgg3.6 56

65 TwoZdimensionalMgelMelectrophoresisMforMproteomeMprojectsmMtheMeffectsMofMproteinMhydrophobicityM
andMcopyMnumberaMElectrophoresisYM1998YMdlYMdhcdZh 3.6 176

64 TlkMxscherichiaMcoliMSWISSZewPtzxMdatabaseMupdateaMElectrophoresisYM1998YMdlYMdlicZjd 3.6 81

63 MultipleMparameterMcrossZspeciesMproteinMidentificationMusingMMultiIdentZZaMworldZwideMwebM
accessibleMtoolaMElectrophoresisYM1998YMdlYMfdllZeci 3.6 51

62 tMsuperfamilyMofMmetalloenzymesMunifiesMphosphopentomutaseMandMcofactorZindependentM
phosphoglycerateMmutaseMwithMalkalineMphosphatasesMandMsulfatasesaMProteinhScienceYM1998YMjYMdkelZfh 6.3 134

61 ProteinMidentificationMwithMNMandMvZterminalMsequenceMtagsMinMproteomeMprojectsaMJournalhofh
MolecularhBiologyYM1998YMejkYMhllZick 6.5 88

60 vurrentMstatusMofMtheMSWISSZewPtzxMdatabaseaMNucleichAcidshResearchYM1998YMeiYMffeZf 20.1 19

59 TheMSWISSZPROTMproteinMsequenceMdataMbankMandMitsMsupplementMTrxMuLMinMdllkaMNucleichAcidsh
ResearchYM1998YMeiYMfkZge 20.1 180

58 NewMinsulinZlikeMproteinsMwithMatypicalMdisulfideMbondMpatternMcharacterizedMinMvaenorhabditisM
elegansMbyMcomparativeMsequenceManalysisMandMhomologyMmodelingaMGenomehResearchYM1998YMkYMfgkZhf 9.7 122

57 zPvRwumManMinformationMsystemMforMzMproteinZcoupledMreceptorsaMNucleichAcidshResearchYM1998YMeiYMejhZl20.1 311

56 TheMPROSITxMdatabaseYMitsMstatusMinMdlljaMNucleichAcidshResearchYM1997YMehYMedjZed 20.1 742

55 TheMSWISSZPROTMproteinMsequenceMdataMbankMandMitsMsupplementMTrxMuLaMNucleichAcidshResearchYM
1997YMehYMfdZi 20.1 325

54 TheMUwPMglycosyltransferaseMgeneMsuperfamilymMrecommendedMnomenclatureMupdateMbasedMonM
evolutionaryMdivergenceaMPharmacogeneticshandhGenomicsYM1997YMjYMehhZil 927

53 SequencesMandMtopologymMPredictingMevolutionaMCurrenthOpinionhinhStructuralhBiologyYM1997YMjYMfijZk 8.1 8

52 MolecularMbasisMofMsymbiosisMbetweenMRhizobiumMandMlegumesaMNatureYM1997YMfkjYMflgZgcd 50.4 661

51 wetailedMpeptideMcharacterizationMusingMPxPTIwxMtSSZZaMWorldZWideZWebZaccessibleMtoolaM
ElectrophoresisYM1997YMdkYMgcfZk 3.6 294

50 ProteomeMwatabasesaMPrincipleshandhPracticeYM1997YMlfZdgk 6

(1997-1998)
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49 TheMSWISSZPROTMproteinMsequenceMdatabasemMitsMrelevanceMtoMhumanMmolecularMmedicalMresearchaM
JournalhofhMolecularhMedicineYM1997YMjhYMfdeZi 5.5 57

48 UpdatingMtheMsequenceZbasedMclassificationMofMglycosylMhydrolasesaMBiochemicalhJournalYM1996YMfdiMUM
PtMeVYMilhZi 3.8 1175

47
NewMdevelopmentsMinMlinkingMofMbiologicalMdatabasesMandMcomputerZgenerationMofMannotationmM
SWISSZPROTMandMitsMcomputerZannotatedMsupplementMTRxMuLaMLecturehNoteshinhComputerhScienceYM
1996YMggZhd

0.9

46 zoMhuntingMinMsequenceMdatabasesMbutMwatchMoutMforMtheMtrapsaMTrendshinhGeneticsYM1996YMdeYMgehZj 8.5 87

45 IntegratingMtwoZdimensionalMgelMdatabasesMusingMtheMMelanieMIIMsoftwareaMTrendshinhBiochemicalh
SciencesYM1996YMedYMgliZj 10.3 25

44 yederatedMtwoZdimensionalMelectrophoresisMdatabasemMaMsimpleMmeansMofMpublishingM
twoZdimensionalMelectrophoresisMdataaMElectrophoresisYM1996YMdjYMhgcZi 3.6 133

43 TwoZdimensionalMgelMelectrophoresisMofMxscherichiaMcoliMhomogenatesmMtheMxscherichiaMcoliM
SWISSZewPtzxMdatabaseaMElectrophoresisYM1996YMdjYMhgjZhh 3.6 73

42 TheMyeastMSWISSZewPtzxMdatabaseaMElectrophoresisYM1996YMdjYMhhiZih 3.6 36

41 TheMSWISSZPROTMproteinMsequenceMdataMbankMandMitsMnewMsupplementMTRxMuLaMNucleichAcidsh
ResearchYM1996YMegYMedZh 20.1 290

40 TheMSWISSZewPtzxMdatabaseMofMtwoZdimensionalMpolyacrylamideMgelMelectrophoresisYMitsMstatusMinM
dllhaMNucleichAcidshResearchYM1996YMegYMdkcZd 20.1 18

39
LISTtYMLISTtZ—OPMandMLISTtZ—ONmMaMcomprehensiveMcompilationMofMproteinMencodingMsequencesM
andMitsMassociatedMhomologyMdatabasesMfromMtheMyeastMSaccharomycesaMNucleichAcidshResearchYM1996
YMegYMhcZe

20.1 4

38 TheMPROSITxMdatabaseYMitsMstatusMinMdllhaMNucleichAcidshResearchYM1996YMegYMdklZli 20.1 211

37 TheMxNZYMxMdataMbankMinMdllhaMNucleichAcidshResearchYM1996YMegYMeedZe 20.1 42

36 InsideMSWISSZewPtzxMdatabaseaMElectrophoresisYM1995YMdiYMddfdZhd 3.6 222

35
LISTtYMLISTtZ—OPMandMLISTtZ—ONmMaMcomprehensiveMcompilationMofMproteinMencodingMsequencesM
andMitsMassociatedMhomologyMdatabasesMfromMtheMyeastMSaccharomycesaMNucleichAcidshResearchYM1994
YMeeYMfghlZid

20.1 4

34 tMnovelMzincZbindingMmotifMfoundMinMtwoMubiquitousMdeaminaseMfamiliesaMProteinhScienceYM1994YMfYMkhfZi 6.3 15

33 ProposalsMforMtheMnamingMofMchloroplastMgenesaMIIIaMNomenclatureMforMopenMreadingMframesMencodedM
inMchloroplastMgenomesaMPlanthMolecularhBiologyhReporterYM1994YMdeYMSelZSfc 1.7 26

32 tMnewMgenerationMofMinformationMretrievalMtoolsMforMbiologistsmMtheMexampleMofMtheMxxPtSyMWWWM
serveraMTrendshinhBiochemicalhSciencesYM1994YMdlYMehkZic 10.3 511
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31 TheMxNZYMxMdataMbankaMNucleichAcidshResearchYM1994YMeeYMfieiZfiej 20.1 168

30 tMdiverseMtransketolaseMfamilyMthatMincludesMtheMRecPMproteinMofMStreptococcusMpneumoniaeYMaM
proteinMimplicatedMinMgeneticMrecombinationaMResearchhinhMicrobiologyYM1993YMdggYMfgdZj 4 23

29 TheMxNZYMxMdataMbankaMNucleichAcidshResearchYM1993YMedYMfdhhZi 20.1 60

28 tMpossibleMmechanismMforMmetalZionMinducedMwNtZproteinMdissociationMinMaMfamilyMofMprokaryoticM
transcriptionalMregulatorsaMNucleichAcidshResearchYM1993YMedYMehdh 20.1 26

27 TheMSWISSZPROTMproteinMsequenceMdataMbankYMrecentMdevelopmentsaMNucleichAcidshResearchYM1993YM
edYMfclfZi 20.1 142

26 TheMPROSITxMdictionaryMofMsitesMandMpatternsMinMproteinsYMitsMcurrentMstatusaMNucleichAcidshResearchYM
1993YMedYMfcljZdcf 20.1 316

25 —umanMliverMproteinMmapmMupdateMdllfaMElectrophoresisYM1993YMdgYMdediZee 3.6 73

24 PlasmaMandMredMbloodMcellMproteinMmapsmMupdateMdllfaMElectrophoresisYM1993YMdgYMdeefZfd 3.6 124

23 SWISSZewPtzxmMaMdatabaseMofMtwoZdimensionalMgelMelectrophoresisMimagesaMElectrophoresisYM1993YM
dgYMdefeZk 3.6 118

22 vomplementationMofMtheMwNtMrepairMdefectMinMxerodermaMpigmentosumMgroupMzMcellsMbyMaMhumanM
cwNtMrelatedMtoMyeastMRtweaMNatureYM1993YMfifYMdkeZh 50.4 197

21 TheMSWISSZPROTMproteinMsequenceMdataMbankaMNucleichAcidshResearchYM1992YMecMSupplYMecdlZee 20.1 208

20 ProtoZvavMandMgeneMexpressionaMNatureYM1992YMfhkYMddf 50.4 34

19
cisZdiolMdehydrogenasesMencodedMbyMtheMTOLMpWWcMplasmidMxylLMgeneMandMtheMtcinetobacterM
calcoaceticusMchromosomalMbenwMgeneMareMmembersMofMtheMshortZchainMalcoholMdehydrogenaseM
superfamilyaMFEBShJournalYM1992YMecgYMddfZec

70

18 —umanMliverMproteinMmapmMaMreferenceMdatabaseMestablishedMbyMmicrosequencingMandMgelM
comparisonaMElectrophoresisYM1992YMdfYMlleZdccd 3.6 127

17 InterleukinZdZinducibleMgenesMinMendothelialMcellsaMvloningMofMaMnewMgeneMrelatedMtoMvZreactiveM
proteinMandMserumMamyloidMPMcomponentaMJournalhofhBiologicalhChemistryYM1992YMeijYMeedlcZj 5.4 284

16 TheMSWISSZPROTMproteinMsequenceMdataMbankaMNucleichAcidshResearchYM1991YMdlMSupplYMeegjZl 20.1 370

15 PROSITxmMaMdictionaryMofMsitesMandMpatternsMinMproteinsaMNucleichAcidshResearchYM1991YMdlMSupplYMeegdZh 20.1 571

14 SxQtNtLRxymMaMsequenceManalysisMbibliographicMreferenceMdatabankaMBioinformaticsYM1991YMjYMeik 7.2 4

(1991-1994)
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13
PotentialMwNtMslippageMstructuresMacquiredMduringMevolutionaryMdivergenceMofMtcinetobacterM
calcoaceticusMchromosomalMbentuvMandMPseudomonasMputidaMTOLMpWWcMplasmidMxylXYZYMgenesM
encodingMbenzoateMdioxygenasesaMJournalhofhBacteriologyYM1991YMdjfYMjhgcZk

3.5 125

12
NucleotideMsequencesMofMtheMtcinetobacterMcalcoaceticusMbentuvMgenesMforMbenzoateM
dYeZdioxygenaseMrevealMevolutionaryMrelationshipsMamongMmulticomponentMoxygenasesaMJournalhofh
BacteriologyYM1991YMdjfYMhfkhZlh

3.5 192

11 xyZhandMmotifsMinMinositolMphospholipidZspecificMphospholipaseMvaMFEBShLettersYM1990YMeilYMghgZi 3.8 50

10 tMuniqueMsignatureMidentifiesMaMfamilyMofMzincZdependentMmetallopeptidasesaMFEBShLettersYM1989YM
egeYMeddZg 3.8 375

9 SequenceMpatternsMinMproteinMkinasesaMNatureYM1988YMffdYMee 50.4 37

8 SequenceMsimilaritiesMinMcalciumZbindingMproteinsaMNatureYM1988YMffdYMgld 50.4 21

7
xvolutionaryMrelationshipsMbetweenMcatabolicMpathwaysMforMaromaticsmMconservationMofMgeneMorderM
andMnucleotideMsequencesMofMcatecholMoxidationMgenesMofMpWWcMandMNt—jMplasmidsaMMolecularh
GeneticshandhGenomicsYM1987YMedcYMegdZj

89

6
TheMxylSMgeneMpositiveMregulatorMofMTOLMplasmidMpWWOmMidentificationYMsequenceManalysisMandM
overproductionMleadingMtoMconstitutiveMexpressionMofMmetaMcleavageMoperonaMMolecularhGeneticshandh
GenomicsYM1987YMecjYMfglZhg

58

5 tminoMacidMsequenceMdeterminationMbyMgasMchromatographyâ��massMspectrometryMofM
permethylatedMpeptidesaMJournalhofhChromatographyhAYM1983YMeikYMdljZeci 4.5 4

4 xvidenceMforMtheMexistenceMofMaMmutatedMenkephalinMsequenceMinMpreproenkephalinaMFEBShLettersYM
1982YMdghYMdedZe 3.8

3 QueryingMNeXtProtMNanopublicationsMandMTheirMValueMforMInsightsMonMSequenceMVariantsMandMTissueM
xxpressionaMSSRNhElectronichJournalY 1 2

2 ProteinMSequenceMVariantsmMResourcesMandMToolsfkl

1 InternetMResourcesMforMProteinMIdentificationMandMvharacterizationejjZell 6
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