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l Paper IF Citations

80 PopulationKgenomicsKofKvronzeKugeKyurasiaaKNatureXK2015XKheeXKdikYke 50.4 827

79 —umanKgeneticsaKTheKgeneticsKofKMexicoKrecapitulatesKNativeKumericanKsubstructureKandKaffectsK
biomedicalKtraitsaKScienceXK2014XKfggXKdelcYh 33.3 331

78 MolecularKevidenceKforKaKsingleKevolutionaryKoriginKofKdomesticatedKriceaKProceedingsqofqtheq
NationalqAcademyqofqSciencesqofqtheqUnitedqStatesqofqAmericaXK2011XKdclXKlfhdYi 11.5 314

77 NewKinsightsKintoKtheKTyroleanKIcemanSsKoriginKandKphenotypeKasKinferredKbyKwholeYgenomeK
sequencingaKNatureqCommunicationsXK2012XKfXKiml 17.4 301

76 yarlyKdivergentKstrainsKofKYersiniaKpestisKinKyurasiaKhXcccKyearsKagoaKCellXK2015XKdifXKhkdYle 56.2 294

75 uKgenomicKhistoryKofKuboriginalKuustraliaaKNatureXK2016XKhflXKeckYedg 50.4 268

74 PaleogenomicsaK’enomicKstructureKinKyuropeansKdatingKbackKatKleastKfiXeccKyearsaKScienceXK2014XK
fgiXKdddfYl 33.3 232

73 PullingKoutKtheKdPnKwholeYgenomeKcaptureKforKtheKtargetedKenrichmentKofKancientKxNuKsequencingK
librariesaKAmericanqJournalqofqHumanqGeneticsXK2013XKmfXKlheYig 11 221

72 dfkKancientKhumanKgenomesKfromKacrossKtheKyurasianKsteppesaKNatureXK2018XKhhkXKfimYfkg 50.4 197

71 TerminalKPleistoceneKulaskanKgenomeKrevealsKfirstKfoundingKpopulationKofKNativeKumericansaK
NatureXK2018XKhhfXKecfYeck 50.4 178

70 TheKprehistoricKpeoplingKofKSoutheastKusiaaKScienceXK2018XKfidXKllYme 33.3 174

69 uKnaturalKhistoryKofKzUTeKpolymorphismKinKhumansaKMolecularqBiologyqandqEvolutionXK2009XKeiXKdmmfYeccf8.3 169

68 TheKfirstKhorseKherdersKandKtheKimpactKofKearlyKvronzeKugeKsteppeKexpansionsKintoKusiaaKScienceXK
2018XKficXK 33.3 162

67 uncientKgenomesKshowKsocialKandKreproductiveKbehaviorKofKearlyKUpperKPaleolithicKforagersaK
ScienceXK2017XKfhlXKihmYiie 33.3 160

66 TheKancestryKandKaffiliationsKofKKennewickKManaKNatureXK2015XKhefXKghhYghl 50.4 157

65 valancingKselectionKisKtheKmainKforceKshapingKtheKevolutionKofKinnateKimmunityKgenesaKJournalqofq
ImmunologyXK2008XKdldXKdfdhYee 5.3 150

64 TheKpopulationKhistoryKofKnortheasternKSiberiaKsinceKtheKPleistoceneaKNatureXK2019XKhkcXKdleYdll 50.4 137
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63 yarlyKhumanKdispersalsKwithinKtheKumericasaKScienceXK2018XKfieXK 33.3 118

62 uncientKhepatitisKvKvirusesKfromKtheKvronzeKugeKtoKtheKMedievalKperiodaKNatureXK2018XKhhkXKgdlYgef 50.4 112

61 ReYtheorisingKmobilityKandKtheKformationKofKcultureKandKlanguageKamongKtheKwordedKWareKwultureK
inKyuropeaKAntiquityXK2017XKmdXKffgYfgk 1 108

60 uKfunctionalKuvwudKgeneKvariantKisKassociatedKwithKlowK—xLYcholesterolKlevelsKandKshowsKevidenceK
ofKpositiveKselectionKinKNativeKumericansaKHumanqMolecularqGeneticsXK2010XKdmXKelkkYlh 5.6 98

59 TypeKeKdiabetesKriskKallelesKdemonstrateKextremeKdirectionalKdifferentiationKamongKhumanK
populationsXKcomparedKtoKotherKdiseasesaKPLoSqGeneticsXK2012XKlXKedcceied 6 95

58 MelanesianKblondKhairKisKcausedKbyKanKaminoKacidKchangeKinKTYRPdaKScienceXK2012XKffiXKhhg 33.3 85

57 PhysiologicalKandK’eneticKudaptationsKtoKxivingKinKSeaKNomadsaKCellXK2018XKdkfXKhimYhlcaedh 56.2 82

56 ’enomeYwideKancestryKofKdkthYcenturyKenslavedKufricansKfromKtheKwaribbeanaKProceedingsqofqtheq
NationalqAcademyqofqSciencesqofqtheqUnitedqStatesqofqAmericaXK2015XKddeXKfiimYkf 11.5 82

55 PopulationKgenomicKanalysisKofKancientKandKmodernKgenomesKyieldsKnewKinsightsKintoKtheKgeneticK
ancestryKofKtheKTyroleanKIcemanKandKtheKgeneticKstructureKofKyuropeaKPLoSqGeneticsXK2014XKdcXKedccgfhf6 73

54 unalysisKofKtheKgeneticKbasisKofKdiseaseKinKtheKcontextKofKworldwideKhumanKrelationshipsKandK
migrationaKPLoSqGeneticsXK2013XKmXKedccfggk 6 58

53 yvidenceKofKhumanKoccupationKinKMexicoKaroundKtheKLastK’lacialKMaximumaKNatureXK2020XKhlgXKlkYme 50.4 58

52 UnravelingKancestryXKkinshipXKandKviolenceKinKaKLateKNeolithicKmassKgraveaKProceedingsqofqtheq
NationalqAcademyqofqSciencesqofqtheqUnitedqStatesqofqAmericaXK2019XKddiXKdckchYdckdc 11.5 56

51 PopulationKgeneticKanalysisKofKtheKxuRwKlocusKTxuffyUKrevealsKadaptationKfromKstandingKvariationK
associatedKwithKmalariaKresistanceKinKhumansaKPLoSqGeneticsXK2017XKdfXKedccihic 6 55

50 SelectionKinKyuropeansKonKzattyKucidKxesaturasesKussociatedKwithKxietaryKwhangesaKMolecularq
BiologyqandqEvolutionXK2017XKfgXKdfckYdfdl 8.3 50

49 uncientKviomoleculesKandKyvolutionaryKInferenceaKAnnualqReviewqofqBiochemistryXK2018XKlkXKdcemYdcic 29.1 47

48 OriginsKandKgeneticKlegaciesKofKtheKwaribbeanKTainoaKProceedingsqofqtheqNationalqAcademyqofq
SciencesqofqtheqUnitedqStatesqofqAmericaXK2018XKddhXKefgdYefgi 11.5 45

47 xiverseKvariolaKvirusKTsmallpoxUKstrainsKwereKwidespreadKinKnorthernKyuropeKinKtheKVikingKugeaK
ScienceXK2020XKfimXK 33.3 42

46 uncientKhumanKparvovirusKvdmKinKyurasiaKrevealsKitsKlongYtermKassociationKwithKhumansaK
ProceedingsqofqtheqNationalqAcademyqofqSciencesqofqtheqUnitedqStatesqofqAmericaXK2018XKddhXKkhhkYkhie 11.5 39
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45 PopulationKgenomicsKofKtheKVikingKworldaKNatureXK2020XKhlhXKfmcYfmi 50.4 35

44 —umanKxiseaseKVariationKinKtheKLightKofKPopulationK’enomicsaKCellXK2019XKdkkXKddhYdfd 56.2 34

43 uKhkccKyearYoldKhumanKgenomeKandKoralKmicrobiomeKfromKchewedKbirchKpitchaKNatureq
CommunicationsXK2019XKdcXKhhec 17.4 31

42 ’enomeYwideKuncestryKandKxemographicK—istoryKofKufricanYxescendantKMaroonKwommunitiesK
fromKzrenchK’uianaKandKSurinameaKAmericanqJournalqofqHumanqGeneticsXK2017XKdcdXKkehYkfi 11 29

41 uKgenomicKanalysisKidentifiesKaKnovelKcomponentKinKtheKgeneticKstructureKofKsubYSaharanKufricanK
populationsaKEuropeanqJournalqofqHumanqGeneticsXK2011XKdmXKlgYl 5.3 29

40 NetworkKevolutionnKrewiringKandKsignaturesKofKconservationKinKsignalingaKPLoSqComputationalq
BiologyXK2012XKlXKedccegdd 5 27

39 yxomeKcaptureKfromKsalivaKproducesKhighKqualityKgenomicKandKmetagenomicKdataaKBMCqGenomicsXK
2014XKdhXKeie 4.5 26

38 ’enomicKyvidenceKforKLocalKudaptationKofK—unterY’atherersKtoKtheKufricanKRainforestaKCurrentq
BiologyXK2019XKemXKemeiYemfhaeg 6.3 25

37 SequenceKvariationKandKgeneticKevolutionKatKtheKhumanKzdeKlocusnKmappingKquantitativeKtraitK
nucleotidesKthatKinfluenceKzXIIKplasmaKlevelsaKHumanqMolecularqGeneticsXK2010XKdmXKhdkYeh 5.6 24

36 veyondKbroadKstrokesnKsocioculturalKinsightsKfromKtheKstudyKofKancientKgenomesaKNatureqReviewsq
GeneticsXK2020XKedXKfhhYfii 30.1 23

35 uncientKpathogenKxNuKinKhumanKteethKandKpetrousKbonesaKEcologyqandqEvolutionXK2018XKlXKfhfgYfhge 2.8 23

34 MappingKhumanKmobilityKduringKtheKthirdKandKsecondKmillenniaKvwKinKpresentYdayKxenmarkaKPLoSq
ONEXK2019XKdgXKecedmlhc 3.7 22

33 ReplyKtoK’eKandKSangnKuKsingleKoriginKofKdomesticatedKriceaKProceedingsqofqtheqNationalqAcademyqofq
SciencesqofqtheqUnitedqStatesqofqAmericaXK2011XKdclXKykhiYykhi 11.5 22

32 NetworkYlevelKandKpopulationKgeneticsKanalysisKofKtheKinsulinbTORKsignalKtransductionKpathwayK
acrossKhumanKpopulationsaKMolecularqBiologyqandqEvolutionXK2012XKemXKdfkmYme 8.3 22

31 ’eneticKadaptationKofKtheKantibacterialKhumanKinnateKimmunityKnetworkaKBMCqEvolutionaryqBiologyXK
2011XKddXKece 3 20

30 InterrogatingKddKfastYevolvingKgenesKforKsignaturesKofKrecentKpositiveKselectionKinKworldwideK
humanKpopulationsaKMolecularqBiologyqandqEvolutionXK2009XKeiXKeelhYmk 8.3 20

29 uncientKJomonKgenomeKsequenceKanalysisKshedsKlightKonKmigrationKpatternsKofKearlyKyastKusianK
populationsaKCommunicationsqBiologyXK2020XKfXKgfk 6.7 19

28 xistributionKofKeventsKofKpositiveKselectionKandKpopulationKdifferentiationKinKaKmetabolicKpathwaynK
theKcaseKofKasparagineKNYglycosylationaKBMCqEvolutionaryqBiologyXK2012XKdeXKml 3 17
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27 xiversityKofKKIRXK—LuKwlassKIXKandKTheirKInteractionsKinKSevenKPopulationsKofKSubYSaharanKufricansaK
JournalqofqImmunologyXK2019XKeceXKeifiYeigk 5.3 16

26 TheKspatiotemporalKspreadKofKhumanKmigrationsKduringKtheKyuropeanK—oloceneaKProceedingsqofqtheq
NationalqAcademyqofqSciencesqofqtheqUnitedqStatesqofqAmericaXK2020XKddkXKlmlmYmccc 11.5 16

25 IsolatedKpopulationsKasKtreasureKtrovesKinKgeneticKepidemiologynKtheKcaseKofKtheKvasquesaKEuropeanq
JournalqofqHumanqGeneticsXK2009XKdkXKdgmcYg 5.3 16

24 uncientKnuclearKgenomesKenableKrepatriationKofKIndigenousKhumanKremainsaKScienceqAdvancesXK2018
XKgXKeaauhcig 14.3 16

23 SimilarityKinKrecombinationKrateKestimatesKhighlyKcorrelatesKwithKgeneticKdifferentiationKinKhumansaK
PLoSqONEXK2011XKiXKedkmdf 3.7 13

22 —umanKpseudogenesKofKtheKuvOKfamilyKshowKaKcomplexKevolutionaryKdynamicsKandKlossKofK
functionaKGlycobiologyXK2009XKdmXKhlfYmd 5.8 12

21 xiscussionnKureKtheKOriginsKofKIndoYyuropeanKLanguagesKyxplainedKbyKtheKMigrationKofKtheK
YamnayaKwultureKtoKtheKWestsaKEuropeanqJournalqofqArchaeologyXK2018XKedXKfYdk 0.7 10

20 uK’enomicKViewKofKtheKPleistoceneKPopulationK—istoryKofKusiaaKCurrentqAnthropologyXK2017XKhlXKSfmkYSgch2.1 9

19 uKvariantKinKtheKgeneKzUTmKisKassociatedKwithKsusceptibilityKtoKplacentalKmalariaKinfectionaKHumanq
MolecularqGeneticsXK2009XKdlXKfdfiYgg 5.6 9

18 —ighKYYchromosomalKxifferentiationKumongKythnicK’roupsKofKxirKandKSwatKxistrictsXKPakistanaK
AnnalsqofqHumanqGeneticsXK2017XKldXKefgYegl 2.2 6

17 LongYstandingKbalancingKselectionKinKtheKT—vSgKgenenKinfluenceKonKsexYspecificKbrainKexpressionK
andKgrayKmatterKvolumesKinKulzheimerKdiseaseaKHumanqMutationXK2013XKfgXKkgfYhf 4.7 6

16 yvolutionaryKanalysisKofKgenesKofKtwoKpathwaysKinvolvedKinKplacentalKmalariaKinfectionaKHumanq
GeneticsXK2008XKdefXKfgfYhk 6.3 6

15 uKtargetedKassociationKstudyKofKimmunityKgenesKandKnetworksKsuggestsKnovelKassociationsKwithK
placentalKmalariaKinfectionaKPLoSqONEXK2011XKiXKeegmmi 3.7 6

14 JomonKgenomeKshedsKlightKonKyastKusianKpopulationKhistory 6

13 ynvironmentalKgenomicsKofKLateKPleistoceneKblackKbearsKandKgiantKshortYfacedKbearsaKCurrentq
BiologyXK2021XKfdXKekelYekfiael 6.3 6

12 ufricanKsignaturesKofKrecentKpositiveKselectionKinKhumanKzOXIdaKBMCqEvolutionaryqBiologyXK2010XKdcXKeik 3 3

11 uncientKhumanKgenomesKandKenvironmentalKxNuKfromKtheKcementKattachingKeXcccKyearYoldKheadK
liceKnitsaaKMolecularqBiologyqandqEvolutionXK2021XK 8.3 3

10 uncientK’enomicsKRevealsKzourKPrehistoricKMigrationKWavesKintoKSoutheastKusia 2
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9 PopulationKgenomicsKofKtheKVikingKworld 2

8 SelectionKonKtheKzuxSKregionKinKyuropeans 2

7 ’enomicKSteppeKancestryKinKskeletonsKfromKtheKNeolithicKSingleK’raveKwultureKinKxenmarkaKPLoSq
ONEXK2021XKdiXKecegglke 3.7 2

6 TheKpopulationKhistoryKofKnortheasternKSiberiaKsinceKtheKPleistocene 1

5 uKgeostatisticalKapproachKtoKmodellingKhumanK—oloceneKmigrationsKinKyuropeKusingKancientKxNu 1

4 PopulationK’eneticKunalysisKofKtheKxuRwKLocusKTxuffyUKRevealsKudaptationKfromKStandingKVariationK
ussociatedKwithKMalariaKResistanceKinK—umans 1

3 whiquihuiteKwaveKandKumericaâ��sK—iddenKLimestoneKIndustriesnKuKReplyKtoKwhattersKetKalaaK
PaleoAmericaXdYde 1.3 0

2 ReYtheorisingKmobilityKandKtheKformationKofKcultureKandKlanguageKamongKtheKwordedKWareKwultureK
inKyuropeâ��wORRI’yNxUMaKAntiquityXK2020XKmgXKlfmYlfm 1

1 SeriousKchronicKdiseaseKofKtheKcervicalKspineKandKtraumaKinKaKyoungKfemaleKfromKtheKmiddleKagesK
TwzechKRepublicUaKInternationalqJournalqofqPaleopathologyXK2019XKegXKdlhYdmi 1.5
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