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j Paper IF Citations

648 ®nderUspecificationHasHtheHsourceHofHambiguityHandHvaguenessHinHnarrativeHphenotypeHalgorithmH
definitionsVVHBMCWMedicalWInformaticsWandWDecisionWMakingTH2022THZZTHZa 3.6 0

647 ueneticHassociationHofHprimaryHnonresponseHtoHantiU }t˛–HtherapyHinHpatientsHwithHinflammatoryH
bowelHdiseaseVHPharmacogeneticsWandWGenomicsTH2022THaZTHYUg 1.9 0

646  heHreckoninghH heHreturnHofHgenomicHresultsHtoHYbbbHparticipantsHacrossHtheHe{s“usaH}etworkVVH
GeneticsWinWMedicineTH2022TH 8.1 2

645 oHnovelHunbalancedHtranslocationHbetweenHchromosomesHcpHandHYfqHleadingHtoHdysmorphologyH
andHglobalHdevelopmentalHdelayVVHMolecularWGeneticsWeamp;WGenomicWMedicineTH2022THeYgXX 2.3 1

644 sxpansionHofH”chizophreniaHueneH}etworkHynowledgeH®singH{achineHzearningH”electedH”ignalsH
tromHrorsolateralHPrefrontalHqortexHandHomygdalaH“}oUseqHrataVVHFrontiersWinWPsychiatryTH2022THYaTHegeaZg5 0

643
q”tUYHmaintainsHpathogenicHbutHnotHhomeostaticHmyeloidHcellsHinHtheHcentralHnervousHsystemHduringH
autoimmuneHneuroinflammationVVHProceedingsWofWtheWNationalWAcademyWofWSciencesWofWtheWUnitedW
StatesWofWAmericaTH2022THYYgTHeZYYYfXbYYg

11.5 0

642 ristinctHdiagnosticHtrajectoriesHinH}po”UassociatedHacuteHliverHfailureHhighlightsHtheHneedHforHtimelyH
functionalHstudiesVVHJIMDWReportsTH2022THdaTHZbXUZbg 1.9

641
oncestralHdiversityHimprovesHdiscoveryHandHfineUmappingHofHgeneticHlociHforHanthropometricH
traitsU heHvispanicWzatinoHonthropometryHqonsortiumVVHHumanWGeneticsWandWGenomicsWAdvancesTH
2022THaTHYXXXgg

0.8 0

640 {aternalHeffectHgenesHasHriskHfactorsHforHcongenitalHheartHdefectsVVHHumanWGeneticsWandWGenomicsW
AdvancesTH2022THaTHYXXXgf 0.8 0

639 {anifestationsHofHolzheimerOsHdiseaseHgeneticHriskHinHtheHbloodHareHevidentHinHaHmultiomicHanalysisH
inHhealthyHadultsHagedHYfHtoHgXVVHScientificWReportsTH2022THYZTHdYYe 4.9 1

638 ossociationHofHPathogenicHVariantsHinHvereditaryHqancerHuenesH₂ithH{ultipleHriseasesVVHJAMAW
OncologyTH2022TH 13.4 2

637 purdenHofHrareHcodingHvariantsHrevealsHgeneticHheterogeneityHbetweenHobeseHandHnonUobeseH
asthmaHpatientsHinHtheHofricanHomericanHpopulationVVHRespiratoryWResearchTH2022THZaTHYYd 7.3 0

636 ”audiHorabianHq{zHpatientHwithHaHnovelHfourUwayHtranslocationHatHtPgiZZiciZQPqabiqYYVZipYaiqbbQVVH
MolecularWGeneticsWeamp;WGenomicWMedicineTH2022THeYfdc 2.3

635 {endelianHrandomizationHanalysisHofHplasmaHlevelsHofHqrZXgHandH{wqpHproteinsHandHtheHriskHofH
varicoseHveinsHofHlowerHextremitiesVVHPLoSWONETH2022THYeTHeXZdfeZc 3.7

634  heHpowerHofHgeneticHdiversityHinHgenomeUwideHassociationHstudiesHofHlipidsVHNatureTH2021TH 50.4 24

633 ®singHcommonHgeneticHvariantsHtoHfindHdrugsHforHcommonHepilepsiesVVHBrainWCommunicationsTH2021TH
aTHfcabZfe 4.5 0

632 “areHvariantHanalysisHinHeczemaHidentifiesHexonicHvariantsHinHr®”PYTH}~ qvbHandH”zqgobVHNatureW
CommunicationsTH2021THYZTHddYf 17.4 2
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631
“areHneurologicalHmanifestationsHinHaH”audiHorabianHpatientHwithHshlersUranlosHsyndromeHandHaH
novelHhomozygousHvariantHinHtheH }αpHgeneVHAmericanWJournalWofWMedicalWGeneticskWPartWATH2021TH
YffTHdYf

2.5

630 }oqHblocksHqystatinHqHamyloidHcomplexHaggregationHinHaHcellHsystemHandHinHskinHofHvqqooHpatientsVH
NatureWCommunicationsTH2021THYZTHYfZe 17.4 1

629 sxpandingHtheHgenotypicHandHphenotypicHspectrumHinHaHdiverseHcohortHofHYXbHindividualsHwithH
₂iedemannU”teinerHsyndromeVHAmericanWJournalWofWMedicalWGeneticskWPartWATH2021THYfcTHYdbgUYddc 2.5 0

628 “esponseHtoHziHandHvopperVHAmericanWJournalWofWHumanWGeneticsTH2021THYXfTHcZeUcZg 11 1

627 {acrophagesHinH”vvHsubgroupHmedulloblastomaHdisplayHdynamicHheterogeneityHthatHvariesHwithH
treatmentHmodalityVHCellWReportsTH2021THabTHYXfgYe 10.6 7

626
{achineHzearningH“educedHueneW}onUqodingH“}oHteaturesH hatHqlassifyH”chizophreniaHPatientsH
occuratelyHandHvighlightHwnsightfulHueneHqlustersVHInternationalWJournalWofWMolecularWSciencesTH2021TH
ZZTH

6.3 1

625 uenomeUwideHassociationHanalysisHinHdilatedHcardiomyopathyHrevealsHtwoHnewHplayersHinHsystolicH
heartHfailureHonHchromosomesHapZcVYHandHZZqYYVZaVHEuropeanWHeartWJournalTH2021THbZTHZXXXUZXYY 9.5 14

624 {odelUbasedHdeepHembeddingHforHconstrainedHclusteringHanalysisHofHsingleHcellH“}oUseqHdataVH
NatureWCommunicationsTH2021THYZTHYfea 17.4 7

623 qommonHVariationHinHqytoskeletalHuenesHisHossociatedHwithHqonotruncalHveartHrefectsVHGenesTH
2021THYZTH 4.2 1

622 riscoveryHandHfineUmappingHofHheightHlociHviaHhighUdensityHimputationHofHu₂o”sHinHindividualsHofH
ofricanHancestryVHAmericanWJournalWofWHumanWGeneticsTH2021THYXfTHcdbUcfZ 11 7

621 PathogenicHvariantsHinHqrvYYHimpairHcellHadhesionHandHcauseH eebiHhypertelorismHsyndromeVH
HumanWGeneticsTH2021THYbXTHYXdYUYXed 6.3 1

620 wnducibleHknockoutHofHqlecYdaHinHmiceHresultsHinHsensoryHneurodegenerationVHScientificWReportsTH
2021THYYTHgaYg 4.9 2

619 xoyW” o HinhibitorHtherapyHpartiallyHrescuesHtheHlipodystrophicHautoimmuneHphenotypeHinHqlecYdaH
y~HmiceVHScientificWReportsTH2021THYYTHeaeZ 4.9 1

618 }ewHinsightsHintoHhalluxHvalgusHbyHwholeHexomeHsequencingHstudyVHExperimentalWBiologyWandW
MedicineTH2021THZbdTHYdXeUYdYd 3.7 0

617
oHnewHsyndromeHofHmoyamoyaHdiseaseTHkidneyHdysplasiaTHaminotransferaseHelevationTHandHskinH
diseaseHassociatedHwith´ deHnovoHvariantsHinH“}tZYaVHAmericanWJournalWofWMedicalWGeneticskWPartWATH
2021THYfcTHZYdfUZYeb

2.5 2

616 slevationHofHqirculatingHzwuv HP }t”tYbQHandHwnterleukinUYfHzevelsHinH”epsisUwnducedH{ultiU~rganH
wnjuriesH2021TH 1

615 “®}αUYHhaploinsufficiencyHcausesHaHmarkedHdeficiencyHofHmegakaryocyteUbiasedHhematopoieticH
progenitorHcellsVHBloodTH2021THYaeTHZddZUZdec 2.2 6

614 ”erumHlevelsHofHtheHwgoHisotypeHswitchHfactorH utU˛†YHareHelevatedHinHpatientsHwithHq~VwrUYgVHFEBSW
LettersTH2021THcgcTHYfYgUYfZb 3.8 4

(2021-2021)

3



613 o}y“rYYHvariantshHypuHsyndromeHandHbeyondVHClinicalWGeneticsTH2021THYXXTHYfeUZXX 4 4

612 zargeHtransUethnicHmetaUanalysisHidentifiesHoy“YqbHasHaHnovelHgeneHassociatedHwithHageHatH
menarcheVHHumanWReproductionTH2021THadTHYgggUZXYX 5.7 1

611 qonstrainedHchromatinHaccessibilityHinHP®VYUmutatedHagammaglobulinemiaHpatientsVHJournalWofW
ExperimentalWMedicineTH2021THZYfTH 16.6 6

610 ”ubUgenicHintoleranceTHqlinVarTHandHtheHepilepsieshHoHwholeUexomeHsequencingHstudyHofHZgTYdcH
individualsVHAmericanWJournalWofWHumanWGeneticsTH2021THYXfTHgdcUgfZ 11 6

609 }ovelHsrusHencodingHmethodHenhancesHabilityHtoHidentifyHgeneticHinteractionsVHPLoSWGeneticsTH2021
THYeTHeYXXgcab 6 0

608 qombinedHapplicationHofHgeneticHandHpolygenicHriskHscoresHforHtypeHYHdiabetesHriskHpredictionVH
DiabeteskWObesityWandWMetabolismTH2021THZaTHZXXYUZXXa 6.7

607 uenomicHconsiderationsHforHtvw“´fiiHe{s“usHimplementationHlessonsVHJournalWofWBiomedicalW
InformaticsTH2021THYYfTHYXaegc 10.2 5

606
oH{endelianH“andomizationHopproachH®singHaUv{uUqoenzymeUoH“eductaseHueneHVariationHtoH
svaluateHtheHossociationHofH”tatinUwnducedHzowUrensityHzipoproteinHqholesterolHzoweringH₂ithH
}oncardiovascularHriseaseHPhenotypesVHJAMAWNetworkWOpenTH2021THbTHeZYYZfZX

10.4 5

605 oHunifiedHframeworkHidentifiesHnewHlinksHbetweenHplasmaHlipidsHandHdiseasesHfromHelectronicH
medicalHrecordsHacrossHlargeUscaleHcohortsVHNatureWGeneticsTH2021THcaTHgeZUgfY 36.3 2

604 sxpandingHtheHgeneticHlandscapeHofHoralUfacialUdigitalHsyndromeHwithHtwoHnovelHgenesVHAmericanW
JournalWofWMedicalWGeneticskWPartWATH2021THYfcTHZbXgUZbYd 2.5 1

603 qleftHpalateHmorphologyTHgeneticHetiologyTHandHriskHofHmortalityHinHinfantsHwithH“obinHsequenceVH
AmericanWJournalWofWMedicalWGeneticskWPartWATH2021THYfcTHadgbUaeXX 2.5

602 reepHlearningHpredictionHofHattentionUdeficitHhyperactivityHdisorderHinHofricanHomericansHbyHcopyH
numberHvariationVHExperimentalWBiologyWandWMedicineTH2021THZbdTHZaYeUZaZa 3.7 2

601 }eptunehHanHenvironmentHforHtheHdeliveryHofHgenomicHmedicineVHGeneticsWinWMedicineTH2021THZaTHYfafUYfbd8.1 1

600 ”haredHgeneticHriskHbetweenHeatingHdisorderUHandHsubstanceUuseUrelatedHphenotypeshHsvidenceH
fromHgenomeUwideHassociationHstudiesVHAddictionWBiologyTH2021THZdTHeYZffX 4.6 12

599 {appingHtheHYeqYZUZYVYHzocusHforHVariantsHossociatedHwithHsarlyU~nsetHosthmaHinHofricanH
omericansVHAmericanWJournalWofWRespiratoryWandWCriticalWCareWMedicineTH2021THZXaTHbZbUbad 10.2 5

598 ossociationHofHrzzYHwithHtypeHYHdiabetesHinHpatientsHcharacterizedHbyHlowHpolygenicHriskHscoreVH
MetabolismzWClinicalWandWExperimentalTH2021THYYbTHYcbbYf 12.7 4

597
“iskHofHpreUeclampsiaHinHpatientsHwithHaHmaternalHgeneticHpredispositionHtoHcommonHmedicalH
conditionshHaHcaseUcontrolHstudyVHBJOGzWanWInternationalWJournalWofWObstetricsWandWGynaecologyTH2021TH
YZfTHccUdc

3.7 3

596 ®nsupervisedHmodelingHandHgenomeUwideHassociationHidentifyHnovelHfeaturesHofHallergicHmarchH
trajectoriesVHJournalWofWAllergyWandWClinicalWImmunologyTH2021THYbeTHdeeUdfcVeYX 11.5 6
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595 reHnovoHlossUofUfunctionHvariantsHinHαUlinkedH{srYZHareHassociatedHwithHvardikarHsyndromeHinH
femalesVHGeneticsWinWMedicineTH2021THZaTHdaeUdbb 8.1 7

594 }ovelHolzheimerHriseaseH“iskHzociHandHPathwaysHinHofricanHomericanHwndividualsH®singHtheHofricanH
uenomeH“esourcesHPanelhHoH{etaUanalysisVHJAMAWNeurologyTH2021THefTHYXZUYYa 17.2 32

593 svaluationHofHtheH{qb“HgeneHacrossHe{s“usHnetworkHidentifiesHmanyHunreportedH
obesityUassociatedHvariantsVHInternationalWJournalWofWObesityTH2021THbcTHYccUYdg 5.5 5

592 zociHidentifiedHbyHaHgenomeUwideHassociationHstudyHofHcarotidHarteryHstenosisHinHtheHe{s“usH
networkVHGeneticWEpidemiologyTH2021THbcTHbUYc 2.6 5

591 zosslessHintegrationHofHmultipleHelectronicHhealthHrecordsHforHidentifyingHpleiotropyHusingHsummaryH
statisticsVHNatureWCommunicationsTH2021THYZTHYdf 17.4 1

590 ossociationHofHnovelHrareHcodingHvariantsHwithHjuvenileHidiopathicHarthritisVHAnnalsWofWtheWRheumaticW
DiseasesTH2021THfXTHdZdUdaY 2.4 2

589 uenomeUwideHassociationHstudyHimplicatesHnovelHlociHandHrevealsHcandidateHeffectorHgenesHforH
longitudinalHpediatricHboneHaccrualVHGenomeWBiologyTH2021THZZTHY 18.3 58

588 sxpandedHphenotypicHspectrumHofHxouYUassociatedHdiseaseshHqentralHconductingHlymphaticH
anomalyHwithHaHpathogenicHvariantHinHxouYVHClinicalWGeneticsTH2021THggTHebZUeba 4 2

587 wntegrativeHanalysisHofHgenomeUwideHassociationHstudiesHidentifiesHnovelHlociHassociatedHwithH
neuropsychiatricHdisordersVHTranslationalWPsychiatryTH2021THYYTHdg 8.6 5

586 spigeneticsHinHchildHpsychiatryH2021THccaUcea

585 oHnovelHheterotaxyHgenehHsxpansionHofHtheHphenotypeHofH  qZYpUspectrumHdiseaseVHAmericanW
JournalWofWMedicalWGeneticskWPartWATH2021THYfcTHYZddUYZdg 2.5 1

584
“areH“ecurrentHVariantsHinH}oncodingH“egionsHwmpactHottentionUreficitHvyperactivityHrisorderH
PorvrQHueneH}etworksHinHqhildrenHofHbothHofricanHomericanHandHsuropeanHomericanHoncestryVH
GenesTH2021THYZTH

4.2 2

583 uenomeUwideHassociationHstudiesHofHlowHbackHpainHandHlumbarHspinalHdisordersHusingHelectronicH
healthHrecordHdataHidentifyHaHlocusHassociatedHwithHlumbarHspinalHstenosisVHPainTH2021THYdZTHZZdaUZZeZ 8 2

582 {~} oushHaHnewHtoolHforHhighUthroughputHdetectionHofHmosaicHcopyHnumberHvariationVHBMCW
GenomicsTH2021THZZTHYaa 4.5 0

581 qopyH}umberHVariantHonalysisHandHuenomeUwideHossociationH”tudyHwdentifyHzociHwithHzargeHsffectH
forHVesicoureteralH“efluxVHJournalWofWtheWAmericanWSocietyWofWNephrologyzWJASNTH2021TH 12.7 5

580 PerformanceHofHmodelUbasedHmultifactorHdimensionalityHreductionHmethodsHforHepistasisHdetectionH
byHcontrollingHpopulationHstructureVHBioDataWMiningTH2021THYbTHYd 4.3 1

579 ueneticHarchitectureHofHtypeHYHdiabetesHwithHlowHgeneticHriskHscoreHinformedHbyHbYHunreportedHlociVH
CommunicationsWBiologyTH2021THbTHgXf 6.7 1

578 wnsightsHintoHnonUautoimmuneHtypeHYHdiabetesHwithHYaHnovelHlociHinHlowHpolygenicHriskHscoreH
patientsVHScientificWReportsTH2021THYYTHYdXYa 4.9 1

(2021-2021)
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577 qommonHueneticHVariationHondHogeHatH~nsetH~fHonorexiaH}ervosaVHBiologicalWPsychiatryWGlobalW
OpenWScienceTH2021TH 3

576 sffectHofHmicroUosteoperforationsHonHtheHgeneHexpressionHprofileHofHtheHperiodontalHligamentHofH
orthodonticallyHmovedHhumanHteethVHClinicalWOralWInvestigationsTH2021THY 4.2 1

575 oHgenomeUwideHassociationHmetaUanalysisHidentifiesHnewHeosinophilicHesophagitisHlociVHJournalWofW
AllergyWandWClinicalWImmunologyTH2021TH 11.5 1

574 vwtUY˛–HPulmonaryHPhenotypeH₂ideHossociationH”tudyH®nveilsHaHzinkHtoHwnflammatoryHoirwayH
qonditionsVHFrontiersWinWGeneticsTH2021THYZTHecddbc 4.5 3

573 reepq}VhHaHdeepHlearningHapproachHforHauthenticatingHcopyHnumberHvariationsVHBriefingsWinW
BioinformaticsTH2021THZZTH 13.4 1

572 qiliopathieshHqoloringHoutsideHofHtheHlinesVHAmericanWJournalWofWMedicalWGeneticskWPartWATH2021THYfcTHdfeUdgb2.5 2

571 orrhythmiaHVariantHossociationsHandH“eclassificationsHinHtheHe{s“usUwwwH”equencingH”tudyVVH
CirculationTH2021TH 16.7 2

570 {itochondrialHr}oHhaplogroupsHandHriskHofHattentionHdeficitHandHhyperactivityHdisorderHinHsuropeanH
omericansVHTranslationalWPsychiatryTH2020THYXTHaeX 8.6 0

569 q~VwrUYghHzookHtoHtheHtutureTHzearnHfromHtheHPastVHVirusesTH2020THYZTH 6.2 5

568 zungHtunctionHinHofricanHomericanHqhildrenHwithHosthmaHwsHossociatedHwithH}ovelH“egulatoryH
VariantsHofHtheHyw HzigandHandHueneUpyUoirUPollutionHwnteractionVHGeneticsTH2020THZYcTHfdgUffd 4 3

567 VariantsHinHtheHyisspeptinUun“vHPathwayH{odulateHtheHvormonalHProfileHandH“eproductiveH
~utcomesVHDNAWandWCellWBiologyTH2020THagTHYXYZUYXZZ 3.6 2

566 ristinctHfeaturesHofH”o“”UqoVUZUspecificHwgoHresponseHinHq~VwrUYgHpatientsVHEuropeanWRespiratoryW
JournalTH2020THcdTH 13.6 192

565  heHpolygenicHarchitectureHofHleftHventricularHmassHmirrorsHtheHclinicalHepidemiologyVHScientificW
ReportsTH2020THYXTHecdY 4.9 3

564 trequencyHofHgenomicHsecondary´ findingsHamongHZYTgYcHe{s“usHnetworkHparticipantsVHGeneticsWinW
MedicineTH2020THZZTHYbeXUYbee 8.1 23

563 spilepsyHsubtypeUspecificHcopyHnumberHburdenHobservedHinHaHgenomeUwideHstudyHofHYeHbcfH
subjectsVHBrainTH2020THYbaTHZYXdUZYYf 11.2 14

562 PredictiveH®tilityHofHPolygenicH“iskH”coresHforHqoronaryHveartHriseaseHinH hreeH{ajorH“acialHandH
sthnicHuroupsVHAmericanWJournalWofWHumanWGeneticsTH2020THYXdTHeXeUeYd 11 37

561 octivatingHvariantsHinHPrut“pHresultHinHaHspectrumHofHdisordersHresponsiveHtoHimatinibH
monotherapyVHAmericanWJournalWofWMedicalWGeneticskWPartWATH2020THYfZTHYcedUYcgY 2.5 11

560 opplicationHofHexomeHsequencingHtoHdiagnoseHaHnovelHpresentationHofHtheHqorneliaHdeHzangeH
syndromeHinHanHofroUqaribbeanHfamilyVHMolecularWGeneticsWeamp;WGenomicWMedicineTH2020THfTHeYaYf 2.3 2
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559 ueneUbasedHanalysesHofHtheHmaternalHgenomeHimplicateHmaternalHeffectHgenesHasHriskHfactorsHforH
conotruncalHheartHdefectsVHPLoSWONETH2020THYcTHeXZabace 3.7 5

558 }euroinflammationHandHswtZH”ignalingHPersistHdespiteHontiretroviralH reatmentHinHanHhiP”qH
 riUcultureH{odelHofHvwVHwnfectionVHStemWCellWReportsTH2020THYbTHeXaUeYd 8 14

557 oHhomozygousHtruncatingH}ozq}HvariantHinHtwoHofroUqaribbeanHsiblingsHwithHhypotoniaHandH
dolichocephalyVHAmericanWJournalWofWMedicalWGeneticskWPartWATH2020THYfZTHYfeeUYffX 2.5 1

556 retectionHofHmaternalHαHchromosomeHabnormalitiesHusingHsingleHnucleotideHpolymorphismUbasedH
noninvasiveHprenatalHtestingVHAmericanWJournalWofWObstetricsWeamp;WGynecologyWMFMTH2020THZTHYXXYcZ 7.4 3

555 {itochondrialHr}oHvaplogroupsHandH”usceptibilityHtoH}euroblastomaVHJournalWofWtheWNationalW
CancerWInstituteTH2020THYYZTHYZcgUYZdd 9.7 5

554 vomozygousHspliceUvariantsHinHhumanHo“VYHcauseHuPwUanchorHsynthesisHdeficiencyVHMolecularW
GeneticsWandWMetabolismTH2020THYaXTHbgUce 3.7 11

553 “areHcopyHnumberHvariantsHinHoverHYXXTXXXHsuropeanHancestryHsubjectsHrevealHmultipleHdiseaseH
associationsVHNatureWCommunicationsTH2020THYYTHZcc 17.4 17

552  ypeHwHwt}HresponseHassociatedHwithHm ~“HactivationHinHtheH ot“~HsubtypeHofHidiopathicH
multicentricHqastlemanHdiseaseVHJCIWInsightTH2020THcTH 9.9 13

551
osthmaHandHitsHrelationshipHtoHmitochondrialHcopyHnumberhH“esultsHfromHtheHosthmaH ranslationalH
uenomicsHqollaborativeHPo uqQHofHtheH ransU~micsHforHPrecisionH{edicineHP ~P{edQHprogramVHPLoSW
ONETH2020THYcTHeXZbZadb

3.7 2

550 yaposiformHlymphangiomatosisHeffectivelyHtreatedHwithH{syHinhibitionVHEMBOWMolecularWMedicineTH
2020THYZTHeYZaZb 12 16

549 sxomeHsequencingHidentifiesHmutationsHinHthreeHcasesHdiagnosedHwithH“etinitisHPigmentosaHandH
hearingHimpairmentVHMolecularWVisionTH2020THZdTHZYdUZZc 2.3 2

548 “areHueneticHVariantsHofHzargeHsffectHwnfluenceH“iskHofH ypeHYHriabetesVHDiabetesTH2020THdgTHefbUegc 0.9 14

547 ueneticHarchitectureHstudyHofHrheumatoidHarthritisHandHjuvenileHidiopathicHarthritisVHPeerJTH2020THfTHefZab3.1 2

546 wntragenicHreletionsHofHu}o”HinHPseudohypoparathyroidismH ypeHYoHwdentifyHaH}ewH“egionH
offectingH{ethylationHofHsxonHoWpVHJournalWofWClinicalWEndocrinologyWandWMetabolismTH2020THYXcTH 5.6 3

545  heHwnfectionH“ateHofHq~VwrUYgHinH₂uhanTHqhinahHqombinedHonalysisHofHPopulationH”amplesVHJournalW
ofWMedicalWInternetWResearchTH2020THZZTHeZXgYb 7.6 0

544
wnterpretationHofH{aturityU~nsetHriabetesHofHtheHβoungHueneticHVariantsHpasedHonHomericanH
qollegeHofH{edicalHueneticsHandHuenomicsHqriteriahH{achineUzearningH{odelHrevelopmentVHJMIRW
BiomedicalWEngineeringTH2020THcTHeZXcXd

1.3 0

543  }towPfHcontrolsHmurineHintestinalHstemHcellHhomeostasisHandHregenerationHbyHregulatingH
microbiomeUinducedHoktHsignalingVHNatureWCommunicationsTH2020THYYTHZcgY 17.4 7

542 ueneticH®nderpinningsHofHosthmaHandH“elatedH raitsH2020THabYUadX

(2020-2020)

7



541 svaluatingHsequenceHdataHqualityHfromHtheH”wiftHoccelUompliconHqt “HPanelVHScientificWDataTH2020TH
eTHf 8.2 0

540 oHPolygenicHandHPhenotypicH“iskHPredictionHforHPolycysticH~varyH”yndromeHsvaluatedHbyH
PhenomeU₂ideHossociationH”tudiesVHJournalWofWClinicalWEndocrinologyWandWMetabolismTH2020THYXcTH 5.6 17

539 oreHserumHbrainUderivedHneurotrophicHfactorHconcentrationsHrelatedHtoHbrainHstructureHandH
psychopathologyHinHlateHchildhoodHandHearlyHadolescencemVHCNSWSpectrumsTH2020THZcTHegXUegd 1.8 1

538 αUchromosomeHassociationHstudiesHofHcongenitalHheartHdefectsVHAmericanWJournalWofWMedicalW
GeneticskWPartWATH2020THYfZTHZcXUZcb 2.5 0

537 ueneticHriscriminationHpetweenHzoroHandHqhildhoodU~nsetH ypeHYHriabetesH₂ithinHtheH{vqVH
DiabetesWCareTH2020THbaTHbYfUbZc 14.6 15

536 ueneticHorchitectureHofHobdominalHoorticHoneurysmHinHtheH{illionHVeteranHProgramVHCirculationTH
2020THYbZTHYdaaUYdbd 16.7 24

535  heH{ultiU~micsHorchitectureHofHxuvenileHwdiopathicHorthritisVHCellsTH2020THgTH 7.9 7

534 oHdistinctHu{Uq”tH HhelperHcellHsubsetHrequiresH UbetHtoHadoptHaH YHphenotypeHandHpromoteH
neuroinflammationVHScienceWImmunologyTH2020THcTH 28 7

533 }ovelHlociHforHchildhoodHbodyHmassHindexHandHsharedHheritabilityHwithHadultHcardiometabolicHtraitsVH
PLoSWGeneticsTH2020THYdTHeYXXfeYf 6 25

532 suropeanHgeneticHancestryHassociatedHwithHriskHofHchildhoodHependymomaVHNeurolOncologyTH2020TH
ZZTHYdaeUYdbd 1 5

531 ”evereHzymphaticHrisorderH“esolvedH₂ithH{syHwnhibitionHinHaHPatientH₂ithH}oonanH”yndromeHandH
”~”YH{utationVHPediatricsTH2020THYbdTH 7.4 11

530 vistoneHvaVaHbeyondHcancerhHuermlineHmutationsHinHcauseHaHpreviouslyHunidentifiedH
neurodegenerativeHdisorderHinHbdHpatientsVHScienceWAdvancesTH2020THdTH 14.3 12

529 piliaryUotresiaUossociatedH{annosidaseUYUolphaUZHueneH“egulatesHpiliaryHandHqiliaryH
{orphogenesisHandHzateralityVHFrontiersWinWPhysiologyTH2020THYYTHcafeXY 4.6 4

528 uenomeUwideH{odelingHofHPolygenicH“iskH”coreHinHqolorectalHqancerH“iskVHAmericanWJournalWofW
HumanWGeneticsTH2020THYXeTHbaZUbbb 11 31

527 ParticipantHchoicesHforHreturnHofHgenomicHresultsHinHtheHe{s“usH}etworkVHGeneticsWinWMedicineTH
2020THZZTHYfZYUYfZg 8.1 14

526 ueneticHpredispositionHtoHlongerHtelomereHlengthHandHriskHofHchildhoodTHadolescentHandHadultUonsetH
ependymomaVHActaWNeuropathologicaWCommunicationsTH2020THfTHYea 7.3 9

525 }onUcodingHstructuralHvariationHdifferentiallyHimpactsHattentionUdeficitHhyperactivityHdisorderH
PorvrQHgeneHnetworksHinHofricanHomericanHvsHqaucasianHchildrenVHScientificWReportsTH2020THYXTHYcZcZ 4.9 4

524 uenomicHriskHscoresHforHjuvenileHidiopathicHarthritisHandHitsHsubtypesVHAnnalsWofWtheWRheumaticW
DiseasesTH2020THegTHYceZUYceg 2.4 3
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523 ueneticH”tudiesHofHzeptinHqoncentrationsHwmplicateHzeptinHinHtheH“egulationHofHsarlyHodiposityVH
DiabetesTH2020THdgTHZfXdUZfYf 0.9 10

522 }euralHcrestUderivedHtumorHneuroblastomaHandHmelanomaHshareHYpYaVZHasHsusceptibilityHlocusHthatH
showsHaHlongUrangeHinteractionHwithHtheH”zqYdoYHgeneVHCarcinogenesisTH2020THbYTHZfbUZgc 4.6 11

521 ossociationHofHueneticH“iskHofH~besityHwithHPostoperativeHqomplicationsH®singH{endelianH
“andomizationVHWorldWJournalWofWSurgeryTH2020THbbTHfbUgb 3.3 1

520 q}VHossociationHofHriverseHqlinicalHPhenotypesHfromHe{s“usHrevealsHnovelHdiseaseHbiologyH
underlyingHcardiovascularHdiseaseVHInternationalWJournalWofWCardiologyTH2020THZgfTHYXeUYYa 3.2 2

519 oHgenomeUwideHassociationHstudyHofHpolycysticHovaryHsyndromeHidentifiedHfromHelectronicHhealthH
recordsVHAmericanWJournalWofWObstetricsWandWGynecologyTH2020THZZaTHccgVeYUccgVeZY 6.4 20

518 “oleHofHtheHorqβgHgeneHinHcardiacHabnormalitiesHofHtheH“ubinsteinU aybiHsyndromeVHOrphanetW
JournalWofWRareWDiseasesTH2020THYcTHYXY 4.2 1

517  argetHuenesHofHoutismH“iskHzociHinHprainHtrontalHqortexVHFrontiersWinWGeneticsTH2019THYXTHeXe 4.5 8

516 opplicationHofHoq{uHcriteriaHtoHclassifyHvariantsHinHtheHhumanHgeneHmutationHdatabaseVHJournalWofW
HumanWGeneticsTH2019THdbTHYXgYUYXgc 4.3 7

515 u₂o”HonHlongitudinalHgrowthHtraitsHrevealsHdifferentHgeneticHfactorsHinfluencingHinfantTHchildTHandH
adultHp{wVHScienceWAdvancesTH2019THcTHeaawaXgc 14.3 39

514 uermlineHYdpYYVZH{icrodeletionHPredisposesHtoH}euroblastomaVHAmericanWJournalWofWHumanW
GeneticsTH2019THYXcTHdcfUddf 11 12

513 VariantsHinHtheHfetalHgenomeHnearHproUinflammatoryHcytokineHgenesHonHZqYaHassociateHwithH
gestationalHdurationVHNatureWCommunicationsTH2019THYXTHagZe 17.4 21

512 ossociationHofH“areH“ecurrentHqopyH}umberHVariantsH₂ithHqongenitalHveartHrefectsHpasedHonH
}extUuenerationH”equencingHrataHtromHtamilyH riosVHFrontiersWinWGeneticsTH2019THYXTHfYg 4.5 6

511 varmonizingHqlinicalH”equencingHandHwnterpretationHforHtheHe{s“usHwwwH}etworkVHAmericanWJournalW
ofWHumanWGeneticsTH2019THYXcTHcffUdXc 11 63

510 {ultipleHsclerosisHgenomicHmapHimplicatesHperipheralHimmuneHcellsHandHmicrogliaHinHsusceptibilityVH
ScienceTH2019THadcTH 33.3 309

509  heHoutoimmuneHrisorderH”usceptibilityHueneH“estrainsH}yHqellHtunctionHinHβ ”H}yHqellHzineHandH
ynockoutH{iceVHFrontiersWinWImmunologyTH2019THYXTHdf 8.4 11

508 ossociationHofH hyroidHtunctionHueneticHPredictorsH₂ithHotrialHtibrillationhHoHPhenomeU₂ideH
ossociationH”tudyHandHwnverseUVarianceH₂eightedHoverageH{etaUanalysisVHJAMAWCardiologyTH2019THbTHYadUYba16.2 20

507 qrossUdisorderHanalysisHofHschizophreniaHandHYgHimmuneUmediatedHdiseasesHidentifiesHsharedH
geneticHriskVHHumanWMolecularWGeneticsTH2019THZfTHabgfUacYa 5.6 37

506 qopyHnumberHvariationsHinHindividualsHwithHconotruncalHheartHdefectsHrevealHsomeHsharedH
developmentalHpathwaysHirrespectiveHofHZZqYYVZHdeletionHstatusVHBirthWDefectsWResearchTH2019THYYYTHfffUgXc2.9 2

(2019-2020)
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505 ramagingHVariantsHinHProangiogenicHuenesHwmpairHurowthHinHtetusesHwithHqardiacHrefectsVHJournalW
ofWPediatricsTH2019THZYaTHYXaUYXg 3.6 11

504 qharacterizationHofH“areHVariantsHinH{qb“HinHofricanHomericanHandHzatinoHqhildrenH₂ithH”evereH
sarlyU~nsetH~besityVHJournalWofWClinicalWEndocrinologyWandWMetabolismTH2019THYXbTHZgdYUZgeX 5.6 12

503 rrugUresistantHepilepsyHclassifiedHbyHaHphenotypingHalgorithmHassociatesHwithH} “yZVHActaW
NeurologicaWScandinavicaTH2019THYbXTHYdgUYed 3.8 4

502
ossociationsHpetweenHottentionUreficitWvyperactivityHrisorderHandHVariousHsatingHrisordershHoH
”wedishH}ationwideHPopulationH”tudyH®singH{ultipleHueneticallyHwnformativeHopproachesVH
BiologicalWPsychiatryTH2019THfdTHceeUcfd

7.9 24

501 {aternalHandHfetalHgeneticHeffectsHonHbirthHweightHandHtheirHrelevanceHtoHcardioUmetabolicHriskH
factorsVHNatureWGeneticsTH2019THcYTHfXbUfYb 36.3 181

500 veritabilityHandHgenomeUwideHassociationHstudyHofHbenignHprostaticHhyperplasiaHPpPvQHinHtheH
e{s“usHnetworkVHScientificWReportsTH2019THgTHdXee 4.9 11

499 {ultipleHspistasisHwnteractionsH₂ithinH{vqHoreHossociatedH₂ithH®lcerativeHqolitisVHFrontiersWinW
GeneticsTH2019THYXTHZce 4.5 6

498 otlasUq}VhHaHvalidatedHapproachHtoHcallHsingleUexonHq}VsHinHtheHe{s“us”eqHgeneHpanelVHGeneticsWinW
MedicineTH2019THZYTHZYacUZYbb 8.1 13

497 wdentificationHofH argetHuenesHatHxuvenileHwdiopathicHorthritisHu₂o”HzociHinHvumanH}eutrophilsVH
FrontiersWinWGeneticsTH2019THYXTHYfY 4.5 3

496 {icroduplicationsHatHtheHYcqYYVZHpPYUpPZHlocusHareHenrichedHinHpatientsHwithHanorexiaHnervosaVH
JournalWofWPsychiatricWResearchTH2019THYYaTHabUaf 5.2 6

495 {utationsHinHtopoisomeraseHww˛†HresultHinHaHpHcellHimmunodeficiencyVHNatureWCommunicationsTH2019TH
YXTHadbb 17.4 24

494 sffectHofHparentalHoriginHofHdamagingHvariantsHinHproUangiogenicHgenesHonHfetalHgrowthHinHpatientsH
withHcongenitalHheartHdefectshHrataHandHanalysesVHDataWinWBriefTH2019THZcTHYXbaYY 1.2 2

493 ®ltraU“areHueneticHVariationHinHtheHspilepsieshHoH₂holeUsxomeH”equencingH”tudyHofHYeTdXdH
wndividualsVHAmericanWJournalWofWHumanWGeneticsTH2019THYXcTHZdeUZfZ 11 104

492 u₂o”HandHenrichmentHanalysesHofHnonUalcoholicHfattyHliverHdiseaseHidentifyHnewHtraitUassociatedH
genesHandHpathwaysHacrossHe{s“usH}etworkVHBMCWMedicineTH2019THYeTHYac 11.4 53

491 ueneUbasedHgenomeUwideHassociationHstudiesHandHmetaUanalysesHofHconotruncalHheartHdefectsVH
PLoSWONETH2019THYbTHeXZYggZd 3.7 5

490 uenomeUwideHassociationHstudyHidentifiesHeightHriskHlociHandHimplicatesHmetaboUpsychiatricHoriginsH
forHanorexiaHnervosaVHNatureWGeneticsTH2019THcYTHYZXeUYZYb 36.3 303

489 ueneticHriskHforHolzheimerOsHdiseaseHandHfunctionalHbrainHconnectivityHinHchildrenHandHadolescentsVH
NeurobiologyWofWAgingTH2019THfZTHYXUYe 5.6 7

488 oHtransUancestralHmetaUanalysisHofHgenomeUwideHassociationHstudiesHrevealsHlociHassociatedHwithH
childhoodHobesityVHHumanWMolecularWGeneticsTH2019THZfTHaaZeUaaaf 5.6 30
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487 ueneticHcomparisonHofHsickleHcellHanaemiaHcohortsHfromHprazilHand´ theH®nitedH”tatesHrevealsHhighH
levelsHofHdivergenceVHScientificWReportsTH2019THgTHYXfgd 4.9 4

486 o“otHrecurrentHmutationHcausesHcentralHconductingHlymphaticHanomalyHtreatableHwithHaH{syH
inhibitorVHNatureWMedicineTH2019THZcTHYYYdUYYZZ 50.5 70

485 spistasisHretectionHinHuenomeU₂ideH”creeningHforHqomplexHvumanHriseasesHinH”tructuredH
PopulationsVHSystemsWMedicineWgNewWRochellekWNWYWhTH2019THZTHYgUZe 1.6 5

484 PhenomeUwideHassociationHanalysisHofHzrzUcholesterolHloweringHgeneticHvariantsHinHPq”ygVHBMCW
CardiovascularWDisordersTH2019THYgTHZbX 2.3 8

483  heHueneticHqontributionHtoH ypeHYHriabetesVHCurrentWDiabetesWReportsTH2019THYgTHYYd 5.6 23

482 ossociationsHofHautozygosityHwithHaHbroadHrangeHofHhumanHphenotypesVHNatureWCommunicationsTH
2019THYXTHbgce 17.4 40

481 retectingHmultipleHdifferentiallyHmethylatedHqpuHsitesHandHregionsHrelatedHtoHdimensionalH
psychopathologyHinHyouthsVHClinicalWEpigeneticsTH2019THYYTHYbd 7.7 8

480
retectingHpotentialHpleiotropyHacrossHcardiovascularHandHneurologicalHdiseasesHusingHunivariateTH
bivariateTHandHmultivariateHmethodsHonHbaTfeXHindividualsHfromHtheHe{s“usHnetworkVHPacificW
SymposiumWonWBiocomputingWPacificWSymposiumWonWBiocomputingTH2019THZbTHZeZUZfa

1.3 6

479 ueneticHmetaUanalysisHofHdiagnosedHolzheimerOsHdiseaseHidentifiesHnewHriskHlociHandHimplicatesHo˛†TH
tauTHimmunityHandHlipidHprocessingVHNatureWGeneticsTH2019THcYTHbYbUbaX 36.3 917

478
qandidateHgeneHanalysesHforHacuteHpainHandHmorphineHanalgesiaHafterHpediatricHdayHsurgeryhHofricanH
omericanHversusHsuropeanHqaucasianHancestryHandHdoseHpredictionHlimitsVHPharmacogenomicsW
JournalTH2019THYgTHceXUcfY

3.5 9

477 sxpandingHtheHueneticHzandscapeHofH®sherUzikeHPhenotypesH2019THdXTHbeXYUbeYX 5

476 uenomicH“elationshipsTH}ovelHzociTHandHPleiotropicH{echanismsHacrossHsightHPsychiatricHrisordersVH
CellTH2019THYegTHYbdgUYbfZVeYY 56.2 402

475 zinked”VHforHdetectionHofHmosaicHstructuralHvariantsHfromHlinkedUreadHexomeHandHgenomeH
sequencingHdataVHNatureWCommunicationsTH2019THYXTHccfc 17.4 7

474 qrypticHintronicH}po”HvariantHrevealsHtheHgeneticHbasisHofHrecurrentHliverHfailureHinHaHchildVHMolecularW
GeneticsWandWMetabolismTH2019THYZdTHeeUfZ 3.7 11

473 }ovelHlocusHforHatopicHdermatitisHinHofricanHomericansHandHreplicationHinHsuropeanHomericansVH
JournalWofWAllergyWandWClinicalWImmunologyTH2019THYbaTHYZZgUYZaY 11.5 4

472  heHcopyHnumberHvariationHlandscapeHofHcongenitalHanomaliesHofHtheHkidneyHandHurinaryHtractVH
NatureWGeneticsTH2019THcYTHYYeUYZe 36.3 68

471 riscoveryHofHtheHfirstHgenomeUwideHsignificantHriskHlociHforHattentionHdeficitWhyperactivityHdisorderVH
NatureWGeneticsTH2019THcYTHdaUec 36.3 826

470
PhenotypicHspectrumHassociatedHwithH”PsqqYzHpathogenicHvariantshHnewHfamiliesHandHcriticalHreviewH
ofHtheHnosologyHofH eebiTH~pitzHupppTHandHparaitserU₂interHsyndromesVHEuropeanWJournalWofW
MedicalWGeneticsTH2019THdZTHYXacff

2.6 10

(2019-2019)
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469 ®nfoldingHofHhiddenHwhiteHbloodHcellHcountHphenotypesHforHgeneHdiscoveryHusingHlatentHclassHmixedH
modelingVHGenesWandWImmunityTH2019THZXTHcccUcdc 4.4 2

468 ParoxysmalHdyskinesiasHwithHdrowsinessHandHthalamicHlesionsHinHuopoHtransaminaseHdeficiencyVH
NeurologyTH2019THgZTHgbUge 6.5 6

467  heHe{s“usHgenotypeHsetHofHfaTeYeHsubjectsHimputedHtoH~bXHmillionHvariantsHgenomeHwideHandH
associationHwithHtheHherpesHzosterHmedicalHrecordHphenotypeVHGeneticWEpidemiologyTH2019THbaTHdaUfY 2.6 32

466 ₂holeUuenomeH”equencingHofHPharmacogeneticHrrugH“esponseHinH“aciallyHriverseHqhildrenHwithH
osthmaVHAmericanWJournalWofWRespiratoryWandWCriticalWCareWMedicineTH2018THYgeTHYccZUYcdb 10.2 65

465 toodHallergenHtriggersHareHincreasedHinHchildrenHwithHtheH ”zPHriskHalleleHandHeosinophilicH
esophagitisVHClinicalWandWTranslationalWGastroenterologyTH2018THgTHYag 4.2 17

464
uenomeUwideHassociationHstudyHofHoffspringHbirthHweightHinHfdHceeHwomenHidentifiesHfiveHnovelHlociH
andHhighlightsHmaternalHgeneticHeffectsHthatHareHindependentHofHfetalHgeneticsVHHumanWMolecularW
GeneticsTH2018THZeTHebZUecd

5.6 98

463 PolygenicH“iskH”coreHforHolzheimerOsHriseasehHwmplicationsHforH{emoryHPerformanceHandH
vippocampalHVolumesHinHsarlyHzifeVHAmericanWJournalWofWPsychiatryTH2018THYecTHcccUcda 11.9 35

462 reepPolyohHoHqonvolutionalH}euralH}etworkHopproachHforHPolyadenylationH”iteHPredictionVHIEEEW
AccessTH2018THdTHZbabXUZbabg 3.5 22

461
qombiningHtargetedHpanelUbasedHresequencingHandHcopyUnumberHvariationHanalysisHforHtheH
diagnosisHofHinheritedHsyndromicHretinopathiesHandHassociatedHciliopathiesVHScientificWReportsTH2018TH
fTHcZfc

4.9 17

460 }onUcodingH“}oHdysregulationHinHtheHamygdalaHregionHofHschizophreniaHpatientsHcontributesHtoHtheH
pathogenesisHofHtheHdiseaseVHTranslationalWPsychiatryTH2018THfTHbb 8.6 36

459 zearningUdependentHchromatinHremodelingHhighlightsHnoncodingHregulatoryHregionsHlinkedHtoH
autismVHScienceWSignalingTH2018THYYTH 8.8 13

458 tasoracetamHinHadolescentsHwithHorvrHandHglutamatergicHgeneHnetworkHvariantsHdisruptingHmulu“H
neurotransmitterHsignalingVHNatureWCommunicationsTH2018THgTHb 17.4 45

457 sffectsHofHtheHbrainUderivedHneurotropicHfactorHvariantHValdd{etHonHcorticalHstructureHinHlateH
childhoodHandHearlyHadolescenceVHJournalWofWPsychiatricWResearchTH2018THgfTHcYUcf 5.2 8

456
outosomalHdominantHmannoseUbindingHlectinHdeficiencyHisHassociatedHwithHworseH
neurodevelopmentalHoutcomesHafterHcardiacHsurgeryHinHinfantsVHJournalWofWThoracicWandW
CardiovascularWSurgeryTH2018THYccTHYYagUYYbeVeZ

1.5 7

455 onalysisHofHsharedHheritabilityHinHcommonHdisordersHofHtheHbrainVHScienceTH2018THadXTH 33.3 666

454 oHgenomeUwideHassociationHstudyHidentifiesHaHsusceptibilityHlocusHforHbiliaryHatresiaHonHZpYdVYHwithinH
theHgeneHsts{PYVHPLoSWGeneticsTH2018THYbTHeYXXecaZ 6 23

453  heHzongH}oncodingH“}oHzandscapeHinHomygdalaH issuesHfromH”chizophreniaHPatientsVH
EBioMedicineTH2018THabTHYeYUYfY 8.8 18

452 PathogenicHvariantHinHsPvpbHresultsHinHcentralHconductingHlymphaticHanomalyVHHumanWMolecularW
GeneticsTH2018THZeTHaZaaUaZbc 5.6 42
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451 qβPaobHmutationHcausesHvitaminHrUdependentHricketsHtypeHaVHJournalWofWClinicalWInvestigationTH2018TH
YZfTHYgYaUYgYf 15.9 46

450 ProteinUalteringHvariantsHassociatedHwithHbodyHmassHindexHimplicateHpathwaysHthatHcontrolHenergyH
intakeHandHexpenditureHinHobesityVHNatureWGeneticsTH2018THcXTHZdUbY 36.3 186

449
oHvascularHendothelialHgrowthHfactorHoHgeneticHvariantHisHassociatedHwithHimprovedHventricularH
functionHandHtransplantUfreeHsurvivalHafterHsurgeryHforHnonUsyndromicHqvrVHCardiologyWinWtheWYoungTH
2018THZfTHagUbc

1 6

448 payesianHanalysisHofHgenomeUwideHinflammatoryHbowelHdiseaseHdataHsetsHrevealsHnewHriskHlociVH
EuropeanWJournalWofWHumanWGeneticsTH2018THZdTHZdcUZeb 5.3 12

447 oHueneticHwnvestigationHofH”exHpiasHinHtheHPrevalenceHofHottentionUreficitWvyperactivityHrisorderVH
BiologicalWPsychiatryTH2018THfaTHYXbbUYXca 7.9 93

446 t“}oUrzhHoHreepHzearningHopproachHtoHwmproveHt“}oscanU”sHPredictionH“esultsVHHumanWHeredityTH
2018THfaTHYdaUYeZ 1.1 4

445 zeveragingHelectronicHhealthHrecordsHtoHassessHtheHroleHofHor“pZHsingleHnucleotideHpolymorphismsH
inHpredictingHexacerbationHfrequencyHinHasthmaHpatientsVHPharmacogeneticsWandWGenomicsTH2018THZfTHZcdUZcg1.9 4

444 veterozygousH{utationsHinH pαYHasHaHqauseHofHwsolatedHvypoparathyroidismVHJournalWofWClinicalW
EndocrinologyWandWMetabolismTH2018THYXaTHbXZaUbXaZ 5.6 10

443 qzsqYdoHregulatesHsplenocyteHandH}yHcellHfunctionHinHpartHthroughH{syHsignalingVHPLoSWONETH2018TH
YaTHeXZXagcZ 3.7 11

442 tirstHuenomeU₂ideHossociationH”tudyHofHzatentHoutoimmuneHriabetesHinHodultsH“evealsH}ovelH
wnsightsHzinkingHwmmuneHandH{etabolicHriabetesVHDiabetesWCareTH2018THbYTHZagdUZbXa 14.6 57

441 ueneticHcorrelationsHamongHpsychiatricHandHimmuneUrelatedHphenotypesHbasedHonHgenomeUwideH
associationHdataVHAmericanWJournalWofWMedicalWGeneticsWPartWBzWNeuropsychiatricWGeneticsTH2018THYeeTHdbYUdce3.5 75

440 PhenomeUwideHassociationHstudiesHacrossHlargeHpopulationHcohortsHsupportHdrugHtargetHvalidationVH
NatureWCommunicationsTH2018THgTHbZfc 17.4 76

439 qommonHandH“areHueneticH“iskHtactorsHqonvergeHinHProteinHwnteractionH}etworksH®nderlyingH
”chizophreniaVHFrontiersWinWGeneticsTH2018THgTHbab 4.5 19

438 zowUtrequencyHandH“areUqodingHVariationHqontributesHtoH{ultipleH”clerosisH“iskVHCellTH2018THYecTHYdegUYdfeVee56.2 72

437 ueneUqentricHonalysisHofHPreeclampsiaHwdentifiesH{aternalHossociationHatVHHypertensionTH2018THeZTHbXfUbYd8.5 20

436 ueneticHrriversHofHyidneyHrefectsHinHtheHriueorgeH”yndromeVHNewWEnglandWJournalWofWMedicineTH
2017THaedTHebZUecb 59.2 83

435 ueneticHanalysisHofHimpairedHtrimethylamineHmetabolismHusingHwholeHexomeHsequencingVHBMCW
MedicalWGeneticsTH2017THYfTHYY 2.1 8

434 zossUofUtunctionH{utationsHinHywtYcH®nderlyingHaHpraddockUqareyHuenocopyVHHumanWMutationTH
2017THafTHcXeUcYX 4.7 6

(2017-2018)
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433
oHuenomewideHossociationH”tudyHwdentifiesH woH”exU”pecificHzociTHatH”P pHandHwZ®{~aTHwnfluencingH
PediatricHponeH{ineralHrensityHatH{ultipleH”keletalH”itesVHJournalWofWBoneWandWMineralWResearchTH
2017THaZTHYZebUYZfY

6.3 24

432  ransethnicHgenomeUwideHscanHidentifiesHnovelHolzheimerOsHdiseaseHlociVHAlzheimerfsWandWDementiaTH
2017THYaTHeZeUeaf 1.2 106

431 “areHcopyHnumberHvariantsHinHpatientsHwithHcongenitalHconotruncalHheartHdefectsVHBirthWDefectsW
ResearchTH2017THYXgTHZeYUZgc 2.9 13

430 ogeU“elatedHsffectsHandH”exHrifferencesHinHurayH{atterHrensityTHVolumeTH{assTHandHqorticalH
 hicknessHfromHqhildhoodHtoHβoungHodulthoodVHJournalWofWNeuroscienceTH2017THaeTHcXdcUcXea 6.6 152

429 ”ignificantHzocusHandH{etabolicHueneticHqorrelationsH“evealedHinHuenomeU₂ideHossociationH”tudyH
ofHonorexiaH}ervosaVHAmericanWJournalWofWPsychiatryTH2017THYebTHfcXUfcf 11.9 276

428 qoncordanceHbetweenH“esearchH”equencingHandHqlinicalHPharmacogeneticHuenotypingHinHtheH
e{s“usUPuxH”tudyVHJournalWofWMolecularWDiagnosticsTH2017THYgTHcdYUcdd 5.1 14

427 uenomeU₂ideHossociationH”tudiesHandH{etaUonalysesHforHqongenitalHveartHrefectsVHCirculationzW
CardiovascularWGeneticsTH2017THYXTHeXXYbbg 22

426 Pq”ygHgeneticHvariantsHandHriskHofHtypeHZHdiabeteshHaHmendelianHrandomisationHstudyVHLancetW
DiabetesWandWEndocrinologyktheTH2017THcTHgeUYXc 18.1 225

425 votspotsHofHmissenseHmutationHidentifyHneurodevelopmentalHdisorderHgenesHandHfunctionalH
domainsVHNatureWNeuroscienceTH2017THZXTHYXbaUYXcY 25.5 94

424 oHgenomeUwideHassociationHstudyHofHanorexiaHnervosaHsuggestsHaHriskHlocusHimplicatedHinH
dysregulatedHleptinHsignalingVHScientificWReportsTH2017THeTHafbe 4.9 16

423 sxomeH”equencingH“evealsH{utationsHinHow“sHasHaHqauseHofHwsolatedHvypoparathyroidismVHJournalW
ofWClinicalWEndocrinologyWandWMetabolismTH2017THYXZTHYeZdUYeaa 5.6 28

422 qopyHnumberHvariationHmetaUanalysisHrevealsHaHnovelHduplicationHatHgpZbHassociatedHwithHmultipleH
neurodevelopmentalHdisordersVHGenomeWMedicineTH2017THgTHYXd 14.4 27

421 ₂holeHsxomeH”equencingHwdentifiesHtheHueneticHpasisHofHzateU~nsetHzeighH”yndromeHinHaHPatientH
withH{“wHbutHzittleHpiochemicalHsvidenceHofHaH{itochondrialHrisorderVHJIMDWReportsTH2017THaZTHYYeUYZb 1.9 7

420 ossociationHpetweenH{itochondrialHr}oHvaplogroupHVariationHandHoutismH”pectrumHrisordersVH
JAMAWPsychiatryTH2017THebTHYYdYUYYdf 14.5 33

419 qommonHvariantsHinH{{PZXHatHYYqZZVZHpredisposeHtoHYYqHdeletionHandHneuroblastomaHriskVHNatureW
CommunicationsTH2017THfTHcdg 17.4 19

418 PainHversusHanalgesiahH o~yaHasHaHpharmacogeneVHPainTH2017THYcfTHYdZZUYdZa 8 3

417 “areHcodingHvariantsHinHPzquZTHopwaTHandH “s{ZHimplicateHmicroglialUmediatedHinnateHimmunityHinH
olzheimerOsHdiseaseVHNatureWGeneticsTH2017THbgTHYaeaUYafb 36.3 508

416 {utationsHinHcauseHautosomalHrecessiveHretinitisHpigmentosaHwithHintellectualHdisabilityVHJournalWofW
MedicalWGeneticsTH2017THcbTHdgfUeXb 5.8 18
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415
{onoallelicHp{PZHVariantsHPredictedHtoH“esultHinHvaploinsufficiencyHqauseHqraniofacialTH”keletalTH
andHqardiacHteaturesH~verlappingH hoseHofHZXpYZHreletionsVHAmericanWJournalWofWHumanWGeneticsTH
2017THYXYTHgfcUggb

11 27

414 “elativeHcontributionHofHtypeHYHandHtypeHZHdiabetesHlociHtoHtheHgeneticHetiologyHofHadultUonsetTH
nonUinsulinUrequiringHautoimmuneHdiabetesVHBMCWMedicineTH2017THYcTHff 11.4 52

413 qβPaobHwnductionHbyH“ifampinhHonHolternativeHPathwayHforHVitaminHrHwnactivationHinHPatientsH₂ithH
qβPZboYH{utationsVHJournalWofWClinicalWEndocrinologyWandWMetabolismTH2017THYXZTHYbbXUYbbd 5.6 47

412 qopyHnumberHvariationHanalysisHrevealsHadditionalHvariantsHcontributingHtoHendometriosisH
developmentVHJournalWofWAssistedWReproductionWandWGeneticsTH2017THabTHYYeUYZb 3.4 9

411 wdentificationHofHtourH}ovelHzociHinHosthmaHinHsuropeanHomericanHandHofricanHomericanH
PopulationsVHAmericanWJournalWofWRespiratoryWandWCriticalWCareWMedicineTH2017THYgcTHbcdUbda 10.2 59

410 uenomeU₂ideHossociationH”tudyHwdentifiesHofricanU”pecificH”usceptibilityHzociHinHofricanHomericansH
₂ithHwnflammatoryHpowelHriseaseVHGastroenterologyTH2017THYcZTHZXdUZYeVeZ 13.3 85

409
riscoveryHandHfineUmappingHofHadiposityHlociHusingHhighHdensityHimputationHofHgenomeUwideH
associationHstudiesHinHindividualsHofHofricanHancestryhHofricanHoncestryHonthropometryHueneticsH
qonsortiumVHPLoSWGeneticsTH2017THYaTHeYXXdeYg

6 60

408 qommonHvariantsHupstreamHofH{ztYHatHaqZcHandHwithinHqPZHatHbpYdHassociatedHwithH
neuroblastomaVHPLoSWGeneticsTH2017THYaTHeYXXdefe 6 40

407 sxomeUwideHassociationHstudyHrevealsHnovelHsusceptibilityHgenesHtoHsporadicHdilatedH
cardiomyopathyVHPLoSWONETH2017THYZTHeXYeZggc 3.7 66

406 urtYcHisHaHheartUderivedHhormoneHthatHregulatesHbodyHgrowthVHEMBOWMolecularWMedicineTH2017THgTHYYcXUYYdb12 51

405 ueneticsHofHwnflammatoryHpowelHriseasesH2017THaUYb 1

404 wnheritedHdeterminantsHofHqrohnOsHdiseaseHandHulcerativeHcolitisHphenotypeshHaHgeneticHassociationH
studyVHLancetkWTheTH2016THafeTHYcdUde 40 449

403  heHPhiladelphiaH}eurodevelopmentalHqohorthHoHpubliclyHavailableHresourceHforHtheHstudyHofHnormalH
andHabnormalHbrainHdevelopmentHinHyouthVHNeuroImageTH2016THYZbTHYYYcUYYYg 7.9 173

402 oHnovelHolzheimerHdiseaseHlocusHlocatedHnearHtheHgeneHencodingHtauHproteinVHMolecularWPsychiatryTH
2016THZYTHYXfUYe 15.1 175

401 oHgenomeUwideHassociationHmetaUanalysisHofHdiarrhoealHdiseaseHinHyoungHchildrenHidentifiesHt® ZH
locusHandHprovidesHplausibleHbiologicalHpathwaysVHHumanWMolecularWGeneticsTH2016THZcTHbYZeUbYbZ 5.6 24

400 uenomeUwideHassociationHstudyHforHacuteHotitisHmediaHinHchildrenHidentifiesHt}rqYHasHdiseaseH
contributingHgeneVHNatureWCommunicationsTH2016THeTHYZegZ 17.4 26

399 onHintegrativeHapproachHtoHinvestigateHtheHrespectiveHrolesHofHsingleUnucleotideHvariantsHandH
copyUnumberHvariantsHinHottentionUreficitWvyperactivityHrisorderVHScientificWReportsTH2016THdTHZZfcY 4.9 10

398 tromHschizophreniaHriskHlocusHtoHschizophreniaHgenesVHNatureWMedicineTH2016THZZTHcfaUb 50.5 3
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397 ®nderstandingHtheHgeneticHandHepigeneticHbasisHofHcommonHvariableHimmunodeficiencyHdisorderH
throughHomicsHapproachesVHBiochimicaWEtWBiophysicaWActaWlWGeneralWSubjectsTH2016THYfdXTHZdcdUda 4 13

396  heHoddedHValueHofHtamilyH{aterialHinHtheHriscoveryHofH{ultipleH”clerosisHuenesVHNeuronTH2016THgXTHgXcUd13.9 2

395 VariantsHinHqαq“bHassociateHwithHjuvenileHidiopathicHarthritisHsusceptibilityVHBMCWMedicalWGeneticsTH
2016THYeTHZb 2.1 15

394 ”ystematicHdataUqueryingHofHlargeHpediatricHbiorepositoryHidentifiesHnovelHshlersUranlosH”yndromeH
variantVHBMCWMusculoskeletalWDisordersTH2016THYeTHfX 2.8 2

393 qommonHandHrissociableH{echanismsHofHsxecutiveH”ystemHrysfunctionHocrossHPsychiatricH
risordersHinHβouthVHAmericanWJournalWofWPsychiatryTH2016THYeaTHcYeUZd 11.9 125

392
purdenHofHpotentiallyHpathologicHcopyHnumberHvariantsHisHhigherHinHchildrenHwithHisolatedHcongenitalH
heartHdiseaseHandHsignificantlyHimpairsHcovariateUadjustedHtransplantUfreeHsurvivalVHJournalWofW
ThoracicWandWCardiovascularWSurgeryTH2016THYcYTHYYbeUcYVeb

1.5 35

391 ”tructuralHprainHobnormalitiesHinHβouthH₂ithHPsychosisH”pectrumH”ymptomsVHJAMAWPsychiatryTH2016
THeaTHcYcUZb 14.5 79

390 ueneticHsvidenceHforHqausalH“elationshipsHpetweenH{aternalH~besityU“elatedH raitsHandHpirthH
₂eightVHJAMAWlWJournalWofWtheWAmericanWMedicalWAssociationTH2016THaYcTHYYZgUbX 27.4 149

389 ossociationHofHorrhythmiaU“elatedHueneticHVariantsH₂ithHPhenotypesHrocumentedHinHslectronicH
{edicalH“ecordsVHJAMAWlWJournalWofWtheWAmericanWMedicalWAssociationTH2016THaYcTHbeUce 27.4 115

388 uenomeUwideHassociationHanalysisHidentifiesHthreeHnewHsusceptibilityHlociHforHchildhoodHbodyHmassH
indexVHHumanWMolecularWGeneticsTH2016THZcTHafgUbXa 5.6 202

387 zipidsTHobesityHandHgallbladderHdiseaseHinHwomenhHinsightsHfromHgeneticHstudiesHusingHtheH
cardiovascularHgeneUcentricHcXyH”}PHarrayVHEuropeanWJournalWofWHumanWGeneticsTH2016THZbTHYXdUYZ 5.3 20

386  heHimpactHofHqualityHassuranceHassessmentHonHdiffusionHtensorHimagingHoutcomesHinHaHlargeUscaleH
populationUbasedHcohortVHNeuroImageTH2016THYZcTHgXaUgYg 7.9 128

385 {achineHlearningHderivedHriskHpredictionHofHanorexiaHnervosaVHBMCWMedicalWGenomicsTH2016THgTHb 3.7 11

384
wnvestigatingHtheHqausalH“elationshipHofHqU“eactiveHProteinHwithHaZHqomplexH”omaticHandH
PsychiatricH~utcomeshHoHzargeU”caleHqrossUqonsortiumH{endelianH“andomizationH”tudyVHPLoSW
MedicineTH2016THYaTHeYXXYged

11.6 100

383 pw~twz s“Ho”HoHt®}q w~}ozHo}}~ o w~}HPwPszw}sHt~“Hq~{{~}Ho}rH“o“sHq~PβH}®{ps“H
p®“rs}VHPacificWSymposiumWonWBiocomputingWPacificWSymposiumWonWBiocomputingTH2016THZYTHaceUdf 1.3 2

382 opplicationHofHcomputationalHmethodsHinHgeneticHstudyHofHinflammatoryHbowelHdiseaseVHWorldW
JournalWofWGastroenterologyTH2016THZZTHgbgUdX 5.6 2

381 ossociationHbetweenHueneticHPolymorphismsHandH“esponseHtoHontiU }tsHinHPatientsHwithH
wnflammatoryHpowelHriseaseVHInternationalWJournalWofWMolecularWSciencesTH2016THYeTHZZc 6.3 17

380 {ethylationH{icroarrayH”tudiesHvighlightHPrutoHsxpressionHasHaHtactorHinHpiliaryHotresiaVHPLoSWONETH
2016THYYTHeXYcYcZY 3.7 12
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379 PathwayUbasedHuenomeUwideHossociationH”tudiesH“evealHtheHossociationHpetweenHurowthHtactorH
octivityHandHwnflammatoryHpowelHriseaseVHInflammatoryWBowelWDiseasesTH2016THZZTHYcbXUcY 4.5 6

378 oHtrameshiftHinHq”tZ“pHPredominantHomongHoshkenaziHxewsHwncreasesH“iskHforHqrohnOsHriseaseH
andH“educesH{onocyteH”ignalingHviaHu{Uq”tVHGastroenterologyTH2016THYcYTHeYXUeZaVeZ 13.3 40

377 oreHgeneticHtestsHinformativeHinHpredictingHfoodHallergymVHCurrentWOpinionWinWAllergyWandWClinicalW
ImmunologyTH2016THYdTHZceUdb 3.3 16

376 oorticHcoarctationHandHcarotidHarteryHaneurysmHinHaHpatientHwithHvardikarHsyndromehHqardiovascularH
implicationsHforHaffectedHindividualsVHAmericanWJournalWofWMedicalWGeneticskWPartWATH2016THYeXoTHbfZUbfd 2.5 1

375 uenomicHcopyHnumberHvariationHassociationHstudyHinHqaucasianHpatientsHwithHnonsyndromicH
cryptorchidismVHBMCWUrologyTH2016THYdTHdZ 2.2 4

374 zossHofHsut“Uo”oPYHsignalingHinHmetastaticHandHunresectableHhepatoblastomaVHScientificWReportsTH
2016THdTHafabe 4.9 12

373 ossociationHofHaHrareH}~ qvbHcodingHvariantHwithHsystemicHsclerosishHaHfamilyUbasedHwholeHexomeH
sequencingHstudyVHBMCWMusculoskeletalWDisordersTH2016THYeTHbdZ 2.8 8

372 {utationHinHw“tZpPZHisHresponsibleHforHaHfamilialHformHofHcommonHvariableHimmunodeficiencyH
disorderVHJournalWofWAllergyWandWClinicalWImmunologyTH2016THYafTHcbbUccXVeb 11.5 37

371 ossessmentHofHtheHgeneticHvarianceHofHlateUonsetHolzheimerOsHdiseaseVHNeurobiologyWofWAgingTH2016TH
bYTHZXXVeYaUZXXVeZX 5.6 119

370 {utationsHinH pqyTHsncodingH pqYUromainUqontainingHyinaseTHzeadHtoHaH“ecognizableH”yndromeHofH
wntellectualHrisabilityHandHvypotoniaVHAmericanWJournalWofWHumanWGeneticsTH2016THgfTHefZUf 11 33

369 ossociationHofH{utationsHinH”zqYZoYHsncodingHtheH}yqqZHqotransporterH₂ithH}eonatalHPrimaryH
vyperparathyroidismVHJournalWofWClinicalWEndocrinologyWandWMetabolismTH2016THYXYTHZYgdUZXX 5.6 20

368 u“w}ZrH“ecurrentHreH}ovoHrominantH{utationHqausesHaH”evereHspilepticHsncephalopathyH
 reatableHwithH}{roH“eceptorHqhannelHplockersVHAmericanWJournalWofWHumanWGeneticsTH2016THggTHfXZUfYd11 106

367 uenomeUwideHassociationsHforHbirthHweightHandHcorrelationsHwithHadultHdiseaseVHNatureTH2016THcafTHZbfUZcZ50.4 266

366 oHPleiotropicH{issenseHVariantHinH”zqagofHwsHossociatedH₂ithHqrohnOsHriseaseHandHvumanHuutH
{icrobiomeHqompositionVHGastroenterologyTH2016THYcYTHeZbUaZ 13.3 77

365 oHcurrentHsnapshotHofHcommonHgenomicHvariantsHcontributionHinHpsychiatricHdisordersVHAmericanW
JournalWofWMedicalWGeneticsWPartWBzWNeuropsychiatricWGeneticsTH2016THYeYTHggeUYXXc 3.5 5

364 ”haredHgeneticHcontributionHtoHwschaemicH”trokeHandHolzheimerOsHriseaseVHAnnalsWofWNeurologyTH
2016THegTHeagUebe 9.4 42

363 {utationHinHmitochondrialHribosomalHproteinH”eHP{“P”eQHcausesHcongenitalHsensorineuralHdeafnessTH
progressiveHhepaticHandHrenalHfailureHandHlacticHacidemiaVHHumanWMolecularWGeneticsTH2015THZbTHZZgeUaXe 5.6 48

362 odultUonsetHautosomalHrecessiveHataxiaHassociatedHwithHneuronalHceroidHlipofuscinosisHtypeHcHgeneH
Pqz}cQHmutationsVHJournalWofWNeurologyTH2015THZdZTHYeaUf 5.5 23
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361 PhenotypeHspecificHassociationHofHtheH utp“aHlocusHwithHnonsyndromicHcryptorchidismVHJournalWofW
UrologyTH2015THYgaTHYdaeUbc 2.5 16

360 PathwayHanalysisHsupportsHassociationHofHnonsyndromicHcryptorchidismHwithHgeneticHlociHlinkedHtoH
cytoskeletonUdependentHfunctionsVHHumanWReproductionTH2015THaXTHZbagUcY 5.7 19

359 rirectionalHdominanceHonHstatureHandHcognitionHin´ diverseHhumanHpopulationsVHNatureTH2015THcZaTHbcgUbdZ50.4 119

358 oHtransUethnicHgenomeUwideHassociationHstudyHidentifiesHgenderUspecificHlociHinfluencingHpediatricH
ap{rHandHp{qHatHtheHdistalHradiusVHHumanWMolecularWGeneticsTH2015THZbTHcXcaUg 5.6 40

357 veritabilityHandHgenomeUwideHanalysesHofHproblematicHpeerHrelationshipsHduringHchildhoodHandH
adolescenceVHHumanWGeneticsTH2015THYabTHcagUcY 6.3 7

356 podyHmassHindexHPp{wQHtrajectoriesHinHinfancyHdifferHbyHpopulationHancestryHandHmayHpresageH
disparitiesHinHearlyHchildhoodHobesityVHJournalWofWClinicalWEndocrinologyWandWMetabolismTH2015THYXXTHYccYUdX5.6 37

355 tunctionalHneuroimagingHabnormalitiesHinHyouthHwithHpsychosisHspectrumHsymptomsVHJAMAW
PsychiatryTH2015THeZTHbcdUdc 14.5 66

354
 heHroleHofH “s{ZH“bevHasHaHriskHfactorHforHolzheimerOsHdiseaseTHfrontotemporalHlobarH
degenerationTHamyotrophicHlateralHsclerosisTHandHParkinsonOsHdiseaseVHAlzheimerfsWandWDementiaTH
2015THYYTHYbXeUYbYd

1.2 126

353 ossociationHofHqzsqYdoHwithHhumanHcommonHvariableHimmunodeficiencyHdisorderHandHroleHinH
murineHpHcellsVHNatureWCommunicationsTH2015THdTHdfXb 17.4 53

352 qomorbidityHofHphysicalHandHmentalHdisordersHinHtheHneurodevelopmentalHgenomicsHcohortHstudyVH
PediatricsTH2015THYacTHegZeUaf 7.4 67

351
qontributionHofHcommonHnonUsynonymousHvariantsHinHPq”yYHtoHbodyHmassHindexHvariationHandHriskH
ofHobesityhHaHsystematicHreviewHandHmetaUanalysisHwithHevidenceHfromHupHtoHaaYHYecHindividualsVH
HumanWMolecularWGeneticsTH2015THZbTHacfZUgb

5.6 34

350 {ultiUancestryHgenomeUwideHassociationHstudyHofHZYTXXXHcasesHandHgcTXXXHcontrolsHidentifiesHnewH
riskHlociHforHatopicHdermatitisVHNatureWGeneticsTH2015THbeTHYbbgUYbcd 36.3 329

349 ProgressHinHunderstandingHtypeHYHdiabetesHthroughHitsHgeneticHoverlapHwithHotherHautoimmuneH
diseasesVHCurrentWDiabetesWReportsTH2015THYcTHYXZ 5.6 11

348 ueneticHsharingHandHheritabilityHofHpaediatricHageHofHonsetHautoimmuneHdiseasesVHNatureW
CommunicationsTH2015THdTHfbbZ 17.4 46

347 {etaUanalysisHofHsharedHgeneticHarchitectureHacrossHtenHpediatricHautoimmuneHdiseasesVHNatureW
MedicineTH2015THZYTHYXYfUZe 50.5 143

346 qopyH}umberHVariationsHinHq }}oaHandH“pt~αYHossociateHwithHPediatricHtoodHollergyVHJournalWofW
ImmunologyTH2015THYgcTHYcggUdXe 5.3 16

345 ueneticHpredispositionHtoHneuroblastomaHmediatedHbyHaHz{~YHsuperUenhancerHpolymorphismVH
NatureTH2015THcZfTHbYfUZY 50.4 201

344 qonvergentHgeneticHandHexpressionHdataHimplicateHimmunityHinHolzheimerOsHdiseaseVHAlzheimerfsWandW
DementiaTH2015THYYTHdcfUeY 1.2 146
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343 oHnovelHcommonHvariantHinHrq” ZHisHassociatedHwithHlengthHinHearlyHlifeHandHheightHinHadulthoodVH
HumanWMolecularWGeneticsTH2015THZbTHYYccUdf 5.6 77

342 wmagingHpatternsHofHbrainHdevelopmentHandHtheirHrelationshipHtoHcognitionVHCerebralWCortexTH2015TH
ZcTHYdedUfb 5.1 133

341 zinkedH”exHrifferencesHinHqognitionHandHtunctionalHqonnectivityHinHβouthVHCerebralWCortexTH2015THZcTHZafaUgb5.1 209

340 sxomeHsequencingHrevealsHaHnonsenseHmutationHinH{{PYaHasHaHnewHcauseHofHautosomalHrecessiveH
metaphysealHanadysplasiaVHEuropeanWJournalWofWHumanWGeneticsTH2015THZaTHZdbUd 5.3 12

339 uenomeUwideHassociationHstudyHofHmaternalHandHinheritedHeffectsHonHleftUsidedHcardiacH
malformationsVHHumanWMolecularWGeneticsTH2015THZbTHZdcUea 5.6 18

338 spistasisHamongstHP P}ZHandHgenesHofHtheHvitaminHrHpathwayHcontributesHtoHriskHofHjuvenileH
idiopathicHarthritisVHJournalWofWSteroidWBiochemistryWandWMolecularWBiologyTH2015THYbcTHYYaUZX 5.1 15

337 v{uUcoenzymeHoHreductaseHinhibitionTHtypeHZHdiabetesTHandHbodyweighthHevidenceHfromHgeneticH
analysisHandHrandomisedHtrialsVHLancetkWTheTH2015THafcTHacYUdY 40 409

336 sxpandingHtheH”PsqqYzHmutationHphenotypicHspectrumHtoHincludeH eebiHhypertelorismHsyndromeVH
AmericanWJournalWofWMedicalWGeneticskWPartWATH2015THYdeoTHZbgeUcXZ 2.5 21

335 PsychometricHpropertiesHofHtheHPennHqomputerizedH}eurocognitiveHpatteryVHNeuropsychologyTH2015
THZgTHZacUbd 3.8 169

334 uenomeUwideHassociationHstudyHrevealsHtwoHlociHforHserumHmagnesiumHconcentrationsHinH
suropeanUomericanHchildrenVHScientificWReportsTH2015THcTHYfegZ 4.9 1

333 q}VHonalysisHossociatesHoy}orYHwithH ypeUZHriabetesHinHxordanH”ubpopulationsVHScientificWReports
TH2015THcTHYaagY 4.9 15

332 PathwayUpasedHuenomeUwideHossociationH”tudiesH“evealH hatHtheH“acYHPathwayHwsHossociatedHwithH
PlasmaHodiponectinHzevelsVHScientificWReportsTH2015THcTHYabZZ 4.9 10

331 wdentifyingHgeneUgeneHinteractionsHthatHareHhighlyHassociatedHwithHpodyH{assHwndexHusingH
QuantitativeH{ultifactorHrimensionalityH“eductionHPQ{r“QVHBioDataWMiningTH2015THfTHbY 4.3 12

330 qonceptHandHdesignHofHaHgenomeUwideHassociationHgenotypingHarrayHtailoredHforH
transplantationUspecificHstudiesVHGenomeWMedicineTH2015THeTHgX 14.4 38

329 uenomeUwideHassociationHstudyHofHserumHmineralsHlevelsHinHchildrenHofHdifferentHethnicHbackgroundVH
PLoSWONETH2015THYXTHeXYZabgg 3.7 8

328 PathwayUpasedHuenomeU₂ideHossociationH”tudiesHforHPlasmaH riglyceridesHinH~beseHtemalesHandH
}ormalU₂eightHqontrolsVHPLoSWONETH2015THYXTHeXYabgZa 3.7 10

327  heH“oleHofHo“tdHinHpiliaryHotresiaVHPLoSWONETH2015THYXTHeXYafafY 3.7 34

326 “arityHofHtheHolzheimerHdiseaseUprotectiveHoPPHodea HvariantHinHtheH®nitedH”tatesVHJAMAWNeurology
TH2015THeZTHZXgUYd 17.2 31

(2015-2015)

19



325 “areHvariantsHatHYdpYYVZHareHassociatedHwithHcommonHvariableHimmunodeficiencyVHJournalWofWAllergyW
andWClinicalWImmunologyTH2015THYacTHYcdgUee 11.5 17

324 ”tressHandHpronchodilatorH“esponseHinHqhildrenHwithHosthmaVHAmericanWJournalWofWRespiratoryWandW
CriticalWCareWMedicineTH2015THYgZTHbeUcd 10.2 71

323 uenomeUwideHassociationHstudiesHinHasthmahHprogressHandHpitfallsVHAdvancesWinWGenomicsWandW
GeneticsTH2015THYXe 1

322  heHPhiladelphiaH}eurodevelopmentalHqohorthHconstructingHaHdeepHphenotypingHcollaborativeVH
JournalWofWChildWPsychologyWandWPsychiatryWandWAlliedWDisciplinesTH2015THcdTHYacdUYadg 7.9 136

321 qopyHnumberHvariationHinHqsPcezYHpredisposesHtoHcongenitalHabsenceHofHbilateralHoqzHandHPqzH
ligamentsVHHumanWGenomicsTH2015THgTHaY 6.8 5

320  heHgeneticHbasisHofHeosinophilicHesophagitisVHBaillierefsWBestWPracticeWandWResearchWinWClinicalW
GastroenterologyTH2015THZgTHeXYUeXe 2.5 12

319
vzoUr“pYRYYHandHvariantsHofHtheH{vqHclassHwwHlocusHareHstrongHriskHfactorsHforHsystemicHjuvenileH
idiopathicHarthritisVHProceedingsWofWtheWNationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH
2015THYYZTHYcgeXUc

11.5 103

318
{utationsHinH”PsqqYzTHencodingHspermHantigenHwithHcalponinHhomologyHandHcoiledUcoilHdomainsH
YUlikeTHareHfoundHinHsomeHcasesHofHautosomalHdominantH~pitzHuWpppHsyndromeVHJournalWofWMedicalW
GeneticsTH2015THcZTHYXbUYX

5.8 26

317 reHnovoHheterozygousHmutationsHinH”{qaHcauseHaHrangeHofHqorneliaHdeHzangeH
syndromeUoverlappingHphenotypesVHHumanWMutationTH2015THadTHbcbUdZ 4.7 51

316 xointHanalysisHofHpsychiatricHdisordersHincreasesHaccuracyHofHriskHpredictionHforHschizophreniaTH
bipolarHdisorderTHandHmajorHdepressiveHdisorderVHAmericanWJournalWofWHumanWGeneticsTH2015THgdTHZfaUgb 11 161

315 ValueHofHwholeHexomeHsequencingHforHsyndromicHretinalHdystrophyHdiagnosisHinHyoungHpatientsVH
ClinicalWandWExperimentalWOphthalmologyTH2015THbaTHYaZUf 2.4 7

314 relayedHdiagnosisHofHcongenitalHmyastheniaHdueHtoHassociatedHmitochondrialHenzymeHdefectVH
NeuromuscularWDisordersTH2015THZcTHZceUdY 2.9 9

313 rs}}rYpHgeneHvariantsHassociateHwithHelevatedHexhaledHnitricHoxideHinHhealthyHhighUriskHneonatesVH
PediatricWPulmonologyTH2015THcXTHYXgUYe 3.5 5

312 odvantageHofH₂holeHsxomeH”equencingHoverHolleleU”pecificHandH argetedH”egmentH”equencingHinH
retectionHofH}ovelH ®zPYH{utationHinHzeberHqongenitalHomaurosisVHOphthalmicWGeneticsTH2015THadTHaaaUf1.2 12

311 opplicationHofH₂holeHsxomeH”equencingHinH”ixHtamiliesHwithHanHwnitialHriagnosisHofHoutosomalH
rominantH“etinitisHPigmentosahHzessonsHzearnedVHPLoSWONETH2015THYXTHeXYaadZb 3.7 17

310 PracticalHconsiderationsHinHgenomicHdecisionHsupporthH heHe{s“usHexperienceVHJournalWofWPathologyW
InformaticsTH2015THdTHcX 4.4 36

309 wdentificationHofHrareHr}oHsequenceHvariantsHinHhighUriskHautismHfamiliesHandHtheirHprevalenceHinHaH
largeHcaseWcontrolHpopulationVHMolecularWAutismTH2014THcTHc 6.5 28

308 oHgenomeUwideHassociationHstudyHidentifiesHqrv“aHasHaHsusceptibilityHlocusHforHearlyHchildhoodH
asthmaHwithHsevereHexacerbationsVHNatureWGeneticsTH2014THbdTHcYUc 36.3 376
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307 qonvergenceHofHgenesHandHcellularHpathwaysHdysregulatedHinHautismHspectrumHdisordersVHAmericanW
JournalWofWHumanWGeneticsTH2014THgbTHdeeUgb 11 635

306 {utationsHinHtheHopqqdHgeneHasHaHcauseHofHgeneralizedHarterialHcalcificationHofHinfancyhHgenotypicH
overlapHwithHpseudoxanthomaHelasticumVHJournalWofWInvestigativeWDermatologyTH2014THYabTHdcfUddc 4.3 58

305 vyaluronanHsynthaseHaHvariantHandHanthracyclineUrelatedHcardiomyopathyhHaHreportHfromHtheH
childrenOsHoncologyHgroupVHJournalWofWClinicalWOncologyTH2014THaZTHdbeUca 2.2 101

304
ueneUcentricHmetaUanalysesHforHcentralHadiposityHtraitsHinHupHtoHceHbYZHindividualsHofHsuropeanH
descentHconfirmHknownHlociHandHrevealHseveralHnovelHassociationsVHHumanWMolecularWGeneticsTH2014TH
ZaTHZbgfUcYX

5.6 22

303 ”exHdifferencesHinHtheHstructuralHconnectomeHofHtheHhumanHbrainVHProceedingsWofWtheWNationalW
AcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH2014THYYYTHfZaUf 11.5 692

302 rynamicHpayesianHtestingHofHsetsHofHvariantsHinHcomplexHdiseasesVHGeneticsTH2014THYgfTHfdeUef 4 1

301 {odulatoryHeffectsHofH o~yaHvariantsHonHmorphineHrequirementHinHacuteHpostoperativeHpainhHanH
earlyHgenomeHwideHassociationHstudyHcontributionHtoHtheHfieldHofHpediatricHpainVHPainTH2014THYccTHZbacUZbae8 1

300 u₂o”HidentifiesHfourHnovelHeosinophilicHesophagitisHlociVHNatureWCommunicationsTH2014THcTHccga 17.4 135

299 uenomeUwideHmappingHofHwprHsegmentsHinHanHoshkenaziHPrHcohortHidentifiesHassociatedH
haplotypesVHHumanWMolecularWGeneticsTH2014THZaTHbdgaUeXZ 5.6 35

298
wncreasedHfrequencyHofHdeHnovoHcopyHnumberHvariantsHinHcongenitalHheartHdiseaseHbyHintegrativeH
analysisHofHsingleHnucleotideHpolymorphismHarrayHandHexomeHsequenceHdataVHCirculationWResearchTH
2014THYYcTHffbUfgd

15.7 158

297 “areHvariantsHinH PcaHandHsusceptibilityHtoHneuroblastomaVHJournalWofWtheWNationalWCancerWInstituteTH
2014THYXdTHdjuXbe 9.7 83

296 stiologyHofHautismHspectrumHdisorderhHaHgenomicsHperspectiveVHCurrentWPsychiatryWReportsTH2014THYdTHcXY 9.1 11

295 VariabilityHinHtheHcommonHgeneticHarchitectureHofHsocialUcommunicationHspectrumHphenotypesH
duringHchildhoodHandHadolescenceVHMolecularWAutismTH2014THcTHYf 6.5 48

294 ossociationHbetweenHalcoholHandHcardiovascularHdiseasehH{endelianHrandomisationHanalysisHbasedH
onHindividualHparticipantHdataVHBMJkWTheTH2014THabgTHgbYdb 5.9 406

293 }euroimagingHofHtheHPhiladelphiaHneurodevelopmentalHcohortVHNeuroImageTH2014THfdTHcbbUca 7.9 307

292
zossUofUfunctionHvroqfHmutationsHcauseHaHphenotypicHspectrumHofHqorneliaHdeHzangeH
syndromeUlikeHfeaturesTHocularHhypertelorismTHlargeHfontanelleHandHαUlinkedHinheritanceVHHumanW
MolecularWGeneticsTH2014THZaTHZfffUgXX

5.6 99

291 qausalHeffectsHofHbodyHmassHindexHonHcardiometabolicHtraitsHandHeventshHaH{endelianHrandomizationH
analysisVHAmericanWJournalWofWHumanWGeneticsTH2014THgbTHYgfUZXf 11 156

290 PatientHgenotypesHimpactHsurvivalHafterHsurgeryHforHisolatedHcongenitalHheartHdiseaseVHAnnalsWofW
ThoracicWSurgeryTH2014THgfTHYXbUYXiHdiscussionHYYXUY 2.7 22

(2014-2014)
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289 wmpactHofHpubertyHonHtheHevolutionHofHcerebralHperfusionHduringHadolescenceVHProceedingsWofWtheW
NationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH2014THYYYTHfdbaUf 11.5 122

288  o~yaTHaHnovelHgenomeUwideHassociationHstudyHlocusHassociatedHwithHmorphineHrequirementHandH
postoperativeHpainHinHaHretrospectiveHpediatricHdayHsurgeryHpopulationVHPainTH2014THYccTHYeeaUYefa 8 27

287  heHdiabetesHsusceptibilityHgeneHqlecYdaHregulatesHmitophagyVHCellTH2014THYceTHYceeUgX 56.2 125

286 ₂ithinUindividualHvariabilityHinHneurocognitiveHperformancehHageUHandHsexUrelatedHdifferencesHinH
childrenHandHyouthsHfromHagesHfHtoHZYVHNeuropsychologyTH2014THZfTHcXdUYf 3.8 64

285 wnheritedHboneHmarrowHfailureHassociatedHwithHgermlineHmutationHofHoqrTHtheHgeneHencodingH
telomereHproteinH PPYVHBloodTH2014THYZbTHZedeUeb 2.2 75

284 onalysisHofHchromosomalHstructuralHvariationHinHpatientsHwithHcongenitalHleftUsidedHcardiacHlesionsVH
BirthWDefectsWResearchWPartWAzWClinicalWandWMolecularWTeratologyTH2014THYXXTHgcYUdb 12

283 oHuenomeU₂ideHossociationH”tudyHonH~besityHandH~besityU“elatedH raitsH2014THceUdg

282 uenomeUwideHassociationHstudyHofHmaternalHandHinheritedHlociHforHconotruncalHheartHdefectsVHPLoSW
ONETH2014THgTHegdXce 3.7 20

281 qopyHnumberHvariationHanalysisHinHtheHcontextHofHelectronicHmedicalHrecordsHandHlargeUscaleH
genomicsHconsortiumHeffortsVHFrontiersWinWGeneticsTH2014THcTHcY 4.5 9

280 ossessingHtheHfunctionalHconsequenceHofHlossHofHfunctionHvariantsHusingHelectronicHmedicalHrecordH
andHlargeUscaleHgenomicsHconsortiumHeffortsVHFrontiersWinWGeneticsTH2014THcTHYXc 4.5 3

279
ProgressiveHincreaseHinHmtr}oHaZbaoluHheteroplasmyHcausesHabruptHtranscriptionalH
reprogrammingVHProceedingsWofWtheWNationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH
2014THYYYTHsbXaaUbZ

11.5 180

278 uenomeU₂ideHossociationH”tudiesHofHoutismVHCurrentWBehavioralWNeuroscienceWReportsTH2014THYTHZabUZbY 1.7 15

277 “eplyHtoHxoelHandH arraschhH~nHmisreadingHandHshootingHtheHmessengerVHProceedingsWofWtheWNationalW
AcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH2014THYYYTHsdaf 11.5 5

276 outosomalHdominantHhypoparathyroidismHcausedHbyHgermlineHmutationHinHu}oYYhHphenotypicHandH
molecularHcharacterizationVHJournalWofWClinicalWEndocrinologyWandWMetabolismTH2014THggTHsYeebUfa 5.6 69

275  heHimpactHofHtheHmetabotropicHglutamateHreceptorHandHotherHgeneHfamilyHinteractionHnetworksHonH
autismVHNatureWCommunicationsTH2014THcTHbXeb 17.4 45

274 {akingHtheHgenomicHleapHinHvq hHapplicationHofHsecondUgenerationHsequencingHtoHclinicalHadvancesH
inHhematopoieticHcellHtransplantationVHEuropeanWJournalWofWHumanWGeneticsTH2014THZZTHeYcUZa 5.3 5

273 qommonHgeneticHvariantsHinH}stzHinfluenceHgeneHexpressionHandHneuroblastomaHriskVHCancerW
ResearchTH2014THebTHdgYaUZb 10.1 69

272 wmputationHofH P{ HdefectiveHallelesHforHtheHidentificationHofHpatientsHwithHhighUriskHphenotypesVH
FrontiersWinWGeneticsTH2014THcTHgd 4.5 8
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271 uo oHfactorsHpromoteHs“HintegrityHandH˛†UcellHsurvivalHandHcontributeHtoHtypeHYHdiabetesHriskVH
MolecularWEndocrinologyTH2014THZfTHZfUag 13

270  heHprevalenceHofHYdpYZVYHmicrodeletionHinHpatientsHwithHleftUsidedHcardiacHlesionsVHCongenitalW
HeartWDiseaseTH2014THgTHfaUd 3.1 1

269  heHpsychosisHspectrumHinHaHyoungH®V”VHcommunityHsamplehHfindingsHfromHtheHPhiladelphiaH
}eurodevelopmentalHqohortVHWorldWPsychiatryTH2014THYaTHZgdUaXc 14.4 120

268
uenomeUwideHcopyHnumberHanalysisHinHaHfamilyHwithHpVucaaqH“s HmutationHandHmedullaryHthyroidH
carcinomaHidentifiedHregionsHpotentiallyHassociatedHwithHaHhigherHpredispositionHtoHlymphHnodeH
metastasisVHJournalWofWClinicalWEndocrinologyWandWMetabolismTH2014THggTHsYYXbUYZ

5.6 7

267 sxpandingHtheHphenotypeHofHP“P”YHsyndromesHinHfemaleshHneuropathyTHhearingHlossHandH
retinopathyVHOrphanetWJournalWofWRareWDiseasesTH2014THgTHYgX 4.2 21

266 sffectsHofHmultipleHgeneticHlociHonHageHatHonsetHinHlateUonsetHolzheimerHdiseasehHaHgenomeUwideH
associationHstudyVHJAMAWNeurologyTH2014THeYTHYagbUbXb 17.2 129

265 }eurocognitiveHgrowthHchartingHinHpsychosisHspectrumHyouthsVHJAMAWPsychiatryTH2014THeYTHaddUeb 14.5 160

264  heHPqrvYHgeneHandHasthmaHinHearlyHchildhoodVHEuropeanWRespiratoryWJournalTH2014THbaTHegZUfXX 13.6 13

263 ”exHdifferencesHinHtheHeffectHofHpubertyHonHhippocampalHmorphologyVHJournalWofWtheWAmericanW
AcademyWofWChildWandWAdolescentWPsychiatryTH2014THcaTHabYUcXVeY 7.2 71

262 ueneUcentricHmetaUanalysisHinHfeTeadHindividualsHofHsuropeanHancestryHidentifiesHmultipleH
bloodUpressureUrelatedHlociVHAmericanWJournalWofWHumanWGeneticsTH2014THgbTHabgUdX 11 131

261 tractionHofHexhaledHnitricHoxideHvaluesHinHchildhoodHareHassociatedHwithHYeqYYVZUqYZHandHYeqYZUqZYH
variantsVHJournalWofWAllergyWandWClinicalWImmunologyTH2014THYabTHbdUcc 11.5 27

260 “eplicationHofHaHu₂o”HsignalHinHaHqaucasianHpopulationHimplicatesHorraHinHsusceptibilityHtoHbiliaryH
atresiaVHHumanWGeneticsTH2014THYaaTHZacUba 6.3 45

259 ueneUwideHanalysisHdetectsHtwoHnewHsusceptibilityHgenesHforHolzheimerOsHdiseaseVHPLoSWONETH2014TH
gTHegbddY 3.7 90

258  ranscriptomeHprofilingHofHhumanHulcerativeHcolitisHmucosaHrevealsHalteredHexpressionHofHpathwaysH
enrichedHinHgeneticHsusceptibilityHlociVHPLoSWONETH2014THgTHegdYca 3.7 8

257 zowHconcordanceHofHmultipleHvariantUcallingHpipelineshHpracticalHimplicationsHforHexomeHandHgenomeH
sequencingVHGenomeWMedicineTH2013THcTHZf 14.4 315

256 ₂holeUgenomeHsequencingHinHanHautismHmultiplexHfamilyVHMolecularWAutismTH2013THbTHf 6.5 58

255
vomozygosityHforHtheHVaewHuxpZHmutationHinHfifteenHprobandsHwithHmildHtoHmoderateHsensorineuralH
hearingHimpairmenthHfurtherHconfirmationHofHpathogenicityHandHhaplotypeHanalysisHinHosianH
populationsVHAmericanWJournalWofWMedicalWGeneticskWPartWATH2013THYdYoTHZYbfUce

2.5 11

254  heHslectronicH{edicalH“ecordsHandHuenomicsHPe{s“usQH}etworkhHpastTHpresentTHandHfutureVH
GeneticsWinWMedicineTH2013THYcTHedYUeY 8.1 484

(2013-2014)
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253  hymicHstromalHlymphopoietinUelicitedHbasophilHresponsesHpromoteHeosinophilicHesophagitisVH
NatureWMedicineTH2013THYgTHYXXcUYa 50.5 271

252 ueneticH®nderpinningsHofHosthmaHandH“elatedH raitsH2013THYUYe 0

251
Psq~}PwhHaHnovelHsoftwareHforHuncoveringHpathogenicHcopyHnumberHvariationsHinHnonUsyndromicH
sensorineuralHhearingHlossHandHotherHgeneticallyHheterogeneousHdisordersVHAmericanWJournalWofW
MedicalWGeneticskWPartWATH2013THYdYoTHZYabUbe

2.5 5

250 onalysisHofHimmuneUrelatedHlociHidentifiesHbfHnewHsusceptibilityHvariantsHforHmultipleHsclerosisVH
NatureWGeneticsTH2013THbcTHYacaUdX 36.3 934

249 {etaUanalysisHofHebTXbdHindividualsHidentifiesHYYHnewHsusceptibilityHlociHforHolzheimerOsHdiseaseVH
NatureWGeneticsTH2013THbcTHYbcZUf 36.3 2714

248  hymicHstromalHlymphopoietinUmediatedHextramedullaryHhematopoiesisHpromotesHallergicH
inflammationVHImmunityTH2013THagTHYYcfUeX 32.3 54

247 ueneticHrelationshipHbetweenHfiveHpsychiatricHdisordersHestimatedHfromHgenomeUwideH”}PsVHNatureW
GeneticsTH2013THbcTHgfbUgb 36.3 1628

246 zociHinfluencingHbloodHpressureHidentifiedHusingHaHcardiovascularHgeneUcentricHarrayVHHumanW
MolecularWGeneticsTH2013THZZTHYddaUef 5.6 119

245 uenomeUwideHassociationHandHlongitudinalHanalysesHrevealHgeneticHlociHlinkingHpubertalHheightH
growthTHpubertalHtimingHandHchildhoodHadiposityVHHumanWMolecularWGeneticsTH2013THZZTHZeacUbe 5.6 138

244 qommonHvariationHcontributesHtoHtheHgeneticHarchitectureHofHsocialHcommunicationHtraitsVHMolecularW
AutismTH2013THbTHab 6.5 29

243 ueneticHvarianceHinHnitricHoxideHsynthaseHandHendothelinHgenesHamongHchildrenHwithHandHwithoutH
endothelialHdysfunctionVHJournalWofWTranslationalWMedicineTH2013THYYTHZZe 8.5 14

242 PracticalHchallengesHinHintegratingHgenomicHdataHintoHtheHelectronicHhealthHrecordVHGeneticsWinW
MedicineTH2013THYcTHeeZUf 8.1 68

241 veterogeneousHimpactHofHmotionHonHfundamentalHpatternsHofHdevelopmentalHchangesHinHfunctionalH
connectivityHduringHyouthVHNeuroImageTH2013THfaTHbcUce 7.9 167

240 qopyHnumberHvariationHonHchromosomeHYXqZdVaHforHobesityHidentifiedHbyHaHgenomeUwideHstudyVH
JournalWofWClinicalWEndocrinologyWandWMetabolismTH2013THgfTHsYgYUc 5.6 18

239 {utationsHinHPrut“pHcauseHautosomalUdominantHinfantileHmyofibromatosisVHAmericanWJournalWofW
HumanWGeneticsTH2013THgZTHYXXYUe 11 142

238 svidenceHfromHhumanHandHzebrafishHthatHuPqYHisHaHbiliaryHatresiaHsusceptibilityHgeneVH
GastroenterologyTH2013THYbbTHYYXeUYYYcVea 13.3 87

237
oHgenomeUwideHassociationHstudyHofHautismHincorporatingHautismHdiagnosticHinterviewUrevisedTH
autismHdiagnosticHobservationHscheduleTHandHsocialHresponsivenessHscaleVHChildWDevelopmentTH2013TH
fbTHYeUaa

4.9 43

236 oskHtheHexpertshHpharmacogenomicsHandHgenomeUwideHassociationHstudiesVHPharmacogenomicsTH
2013THYbTHadcUf 2.6 2
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235 reHnovoHmutationsHinHhistoneUmodifyingHgenesHinHcongenitalHheartHdiseaseVHNatureTH2013THbgfTHZZXUa 50.4 591

234 oHmetaUanalysisHidentifiesHnewHlociHassociatedHwithHbodyHmassHindexHinHindividualsHofHofricanH
ancestryVHNatureWGeneticsTH2013THbcTHdgXUd 36.3 192

233 }etworkUbasedHmultipleHsclerosisHpathwayHanalysisHwithHu₂o”HdataHfromHYcTXXXHcasesHandHaXTXXXH
controlsVHAmericanWJournalWofWHumanWGeneticsTH2013THgZTHfcbUdc 11 132

232 zargeHsampleHsizeTHwideHvariantHspectrumTHandHadvancedHmachineUlearningHtechniqueHboostHriskH
predictionHforHinflammatoryHbowelHdiseaseVHAmericanWJournalWofWHumanWGeneticsTH2013THgZTHYXXfUYZ 11 114

231 onHimprovedHframeworkHforHconfoundHregressionHandHfilteringHforHcontrolHofHmotionHartifactHinHtheH
preprocessingHofHrestingUstateHfunctionalHconnectivityHdataVHNeuroImageTH2013THdbTHZbXUcd 7.9 1024

230 ₂holeUgenomeHr}oW“}oHsequencingHidentifiesHtruncatingHmutationsHinH“pqyYHinHaHnovelH
{endelianHdiseaseHwithHneuromuscularHandHcardiacHinvolvementVHGenomeWMedicineTH2013THcTHde 14.4 66

229 vighHloadingHofHpolygenicHriskHforHorvrHinHchildrenHwithHcomorbidHaggressionVHAmericanWJournalWofW
PsychiatryTH2013THYeXTHgXgUYd 11.9 110

228 spilepsyTHhippocampalHsclerosisHandHfebrileHseizuresHlinkedHbyHcommonHgeneticHvariationHaroundH
”q}YoVHBrainTH2013THYadTHaYbXUcX 11.2 144

227 pothHrareHandHdeHnovoHcopyHnumberHvariantsHareHprevalentHinHagenesisHofHtheHcorpusHcallosumHbutH
notHinHcerebellarHhypoplasiaHorHpolymicrogyriaVHPLoSWGeneticsTH2013THgTHeYXXafZa 6 58

226 u₂o”HofHbloodHcellHtraitsHidentifiesHnovelHassociatedHlociHandHepistaticHinteractionsHinHqaucasianHandH
ofricanUomericanHchildrenVHHumanWMolecularWGeneticsTH2013THZZTHYbceUdb 5.6 69

225 ueneUcentricHmetaUanalysesHofHYXfHgYZHindividualsHconfirmHknownHbodyHmassHindexHlociHandHrevealH
threeHnovelHsignalsVHHumanWMolecularWGeneticsTH2013THZZTHYfbUZXY 5.6 73

224 Parseq}VHintegrativeHcopyHnumberHvariationHassociationHsoftwareHwithHqualityHtrackingVHNucleicW
AcidsWResearchTH2013THbYTHedb 20.1 46

223 tunctionalHmaturationHofHtheHexecutiveHsystemHduringHadolescenceVHJournalWofWNeuroscienceTH2013TH
aaTHYdZbgUdY 6.6 168

222 “eplicationHofHu₂o”UidentifiedHneuroblastomaHriskHlociHstrengthensHtheHroleHofHpo“rYHandHaffirmsH
theHcumulativeHeffectHofHgeneticHvariationsHonHdiseaseHsusceptibilityVHCarcinogenesisTH2013THabTHdXcUYY 4.6 82

221 oHgenomeHwideHassociationHstudyHofHplasmaHuricHacidHlevelsHinHobeseHcasesHandHneverUoverweightH
controlsVHObesityTH2013THZYTHsbgXUb 8 18

220  heHmissenseHvariationHlandscapeHofHt ~TH{qb“THandH {s{YfHinHobeseHchildrenHofHofricanH
oncestryVHObesityTH2013THZYTHYcgUda 8 22

219 }ewHlociHassociatedHwithHbirthHweightHidentifyHgeneticHlinksHbetweenHintrauterineHgrowthHandHadultH
heightHandHmetabolismVHNatureWGeneticsTH2013THbcTHedUfZ 36.3 232

218  heHqongenitalHveartHriseaseHueneticH}etworkH”tudyhHrationaleTHdesignTHandHearlyHresultsVH
CirculationWResearchTH2013THYYZTHdgfUeXd 15.7 104

(2013-2013)
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217 u₂o”HmetaHanalysisHidentifiesH ”}o“sYHasHaHnovelH”chizophreniaHWHpipolarHsusceptibilityHlocusVH
ScientificWReportsTH2013THaTHaXec 4.9 34

216 u₂ZbUeXbXaHoutoantibodiesHagainstHangiotensinHwwHtypeHYHreceptorUpositiveHpatientsHwithHheartH
failureHhaveHbetterHclinicalHefficacyHtoHperindoprilHtreatmentVHHeartTH2013THggTHoZYeVaUoZYf 5.1

215 u₂ZbUeXbXbHProteomicsHscreenHtoHrevealHmolecularHchangesHmediatedHbyHqeZZuHmissenseH
mutationHinHqv“{ZHgeneVHHeartTH2013THggTHoZacVZUoZac 5.1

214 orvrHetiologyH2013THZZUaf

213 ueneticHpolymorphismsHandHassociatedHsusceptibilityHtoHasthmaVHInternationalWJournalWofWGeneralW
MedicineTH2013THdTHZcaUdc 2.3 38

212 qopyHnumberHvariationsHinHalternativeHsplicingHgeneHnetworksHimpactHlifespanVHPLoSWONETH2013THfTHecafbd3.7 12

211  woHvariantsHofHtheHqUreactiveHproteinHgeneHareHassociatedHwithHriskHofHpreUeclampsiaHinHanH
omericanHwndianHpopulationVHPLoSWONETH2013THfTHeeYZaY 3.7 14

210 uenesHinvolvedHinHtypeHYHdiabeteshHanHupdateVHGenesTH2013THbTHbggUcZY 4.2 49

209 wdentificationHofHrareHrecurrentHcopyHnumberHvariantsHinHhighUriskHautismHfamiliesHandHtheirH
prevalenceHinHaHlargeHo”rHpopulationVHPLoSWONETH2013THfTHecZZag 3.7 47

208 ueneHnetworkHanalysisHinHaHpediatricHcohortHidentifiesHnovelHlungHfunctionHgenesVHPLoSWONETH2013THfTHeeZfgg3.7 17

207 wmpactHofHexomeHsequencingHinHinflammatoryHbowelHdiseaseVHWorldWJournalWofWGastroenterologyTH
2013THYgTHdeZYUg 5.6 20

206 ueneticsHofHwnflammatoryHpowelHriseasesH2013THaUYZ

205
uenomeUwideH”}PHgenotypingHidentifiesHtheH”tereocilinHP” “qQHgeneHasHaHmajorHcontributorHtoH
pediatricHbilateralHsensorineuralHhearingHimpairmentVHAmericanWJournalWofWMedicalWGeneticskWPartWATH
2012THYcfoTHZgfUaXf

2.5 67

204 ogeHgroupHandHsexHdifferencesHinHperformanceHonHaHcomputerizedHneurocognitiveHbatteryHinH
childrenHageHfUZYVHNeuropsychologyTH2012THZdTHZcYUZdc 3.8 325

203  heHinterleukinUdHreceptorHasHaHtargetHforHpreventionHofHcoronaryHheartHdiseasehHaHmendelianH
randomisationHanalysisVHLancetkWTheTH2012THaegTHYZYbUZb 40 658

202 qopyUnumberHdisordersHareHaHcommonHcauseHofHcongenitalHkidneyHmalformationsVHAmericanWJournalW
ofWHumanWGeneticsTH2012THgYTHgfeUge 11 161

201 “areHcopyHnumberHvariantsHinHtouretteHsyndromeHdisruptHgenesHinHhistaminergicHpathwaysHandH
overlapHwithHautismVHBiologicalWPsychiatryTH2012THeYTHagZUbXZ 7.9 142

200
®tilityHofH”}PHarraysHinHdetectingTHquantifyingTHandHdeterminingHmeioticHoriginHofHtetrasomyHYZpHinH
bloodHfromHindividualsHwithHPallisterUyillianHsyndromeVHAmericanWJournalWofWMedicalWGeneticskWPartWATH
2012THYcfoTHaXbdUca

2.5 33
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199 oHnovelHapproachHofHhomozygousHhaplotypeHsharingHidentifiesHcandidateHgenesHinHautismHspectrumH
disorderVHHumanWGeneticsTH2012THYaYTHcdcUeg 6.3 150

198 qommonHvariationHatHdqYdHwithinHvoqsYHandHzw}ZfpHinfluencesHsusceptibilityHtoHneuroblastomaVH
NatureWGeneticsTH2012THbbTHYYZdUaX 36.3 198

197 oHgenomeUwideHassociationHmetaUanalysisHidentifiesHnewHchildhoodHobesityHlociVHNatureWGeneticsTH
2012THbbTHcZdUaY 36.3 292

196 }ovelHlateUonsetHolzheimerHdiseaseHlociHvariantsHassociateHwithHbrainHgeneHexpressionVHNeurologyTH
2012THegTHZZYUf 6.5 124

195 uenomeUwideHassociationHstudyHofHmultiplexHschizophreniaHpedigreesVHAmericanWJournalWofW
PsychiatryTH2012THYdgTHgdaUea 11.9 50

194 qlinicalHutilizationHofHhighUresolutionHsingleHnucleotideHpolymorphismHbasedHoligonucleotideHarraysH
inHdiagnosticHstudiesHofHpediatricHpatientsHwithHsolidHtumorsVHCancerWGeneticsTH2012THZXcTHbZUcb 2.3 17

193 vostUmicrobeHinteractionsHhaveHshapedHtheHgeneticHarchitectureHofHinflammatoryHbowelHdiseaseVH
NatureTH2012THbgYTHYYgUZb 50.4 3239

192 ossociationHofHtypeHZHdiabetesHsusceptibilityHlociHwithHoneUyearHweightHlossHinHtheHlookHovsorH
clinicalHtrialVHObesityTH2012THZXTHYdecUfZ 8 23

191  ranslationalHstudiesHofHlipoproteinUassociatedHphospholipaseHoâ��HinHinflammationHandH
atherosclerosisVHJournalWofWtheWAmericanWCollegeWofWCardiologyTH2012THcgTHedbUeZ 15.1 33

190 PhasingHofHmanyHthousandsHofHgenotypedHsamplesVHAmericanWJournalWofWHumanWGeneticsTH2012THgYTHZafUcY11 87

189 zargeUscaleHgeneUcentricHmetaUanalysisHacrossHaZHstudiesHidentifiesHmultipleHlipidHlociVHAmericanW
JournalWofWHumanWGeneticsTH2012THgYTHfZaUaf 11 189

188 wmpactHofHinUscannerHheadHmotionHonHmultipleHmeasuresHofHfunctionalHconnectivityhHrelevanceHforH
studiesHofHneurodevelopmentHinHyouthVHNeuroImageTH2012THdXTHdZaUaZ 7.9 837

187 peingHrightHisHitsHownHrewardhHloadHandHperformanceHrelatedHventralHstriatumHactivationHtoHcorrectH
responsesHduringHaHworkingHmemoryHtaskHinHyouthVHNeuroImageTH2012THdYTHeZaUg 7.9 109

186 “esultsHofHgenomeUwideHanalysesHonHneurodevelopmentalHphenotypesHatHfourUyearHfollowUupH
followingHcardiacHsurgeryHinHinfancyVHPLoSWONETH2012THeTHebcgad 3.7 11

185 zargeUscaleHgeneUcentricHmetaUanalysisHacrossHagHstudiesHidentifiesHtypeHZHdiabetesHlociVHAmericanW
JournalWofWHumanWGeneticsTH2012THgXTHbYXUZc 11 214

184 “orZYHmutationsHcauseHaHhumanHcohesinopathyVHAmericanWJournalWofWHumanWGeneticsTH2012THgXTHYXYbUZe11 197

183 “areHgenomicHdeletionsHandHduplicationsHandHtheirHroleHinHneurodevelopmentalHdisordersVHCurrentW
TopicsWinWBehavioralWNeurosciencesTH2012THYZTHabcUdX 3.4 15

182 qrohnOsHdiseaseHandHgeneticHhitchhikingHatHwprcVHMolecularWBiologyWandWEvolutionTH2012THZgTHYXYUYY 8.3 38

(2012-2012)
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181 oHgenomeUwideHscanHofHoshkenaziHxewishHqrohnOsHdiseaseHsuggestsHnovelHsusceptibilityHlociVHPLoSW
GeneticsTH2012THfTHeYXXZccg 6 117

180 “eplicationHofHneuroblastomaH”}PHassociationHatHtheHpo“rYHlocusHinHofricanUomericansVHCancerW
EpidemiologyWBiomarkersWandWPreventionTH2012THZYTHdcfUda 4 48

179 “oleHofHcytokinesHinHsystemicHlupusHerythematosushHrecentHprogressHfromHu₂o”HandHsequencingVH
JournalWofWBiomedicineWandWBiotechnologyTH2012THZXYZTHegfgZb 22

178  heHimpactHofHgenomicsHonHpediatricHresearchHandHmedicineVHPediatricsTH2012THYZgTHYYcXUdX 7.4 9

177 qommonHvariationHatHpo“rYHresultsHinHtheHexpressionHofHanHoncogenicHisoformHthatHinfluencesH
neuroblastomaHsusceptibilityHandHoncogenicityVHCancerWResearchTH2012THeZTHZXdfUef 10.1 75

176 uenomeUwideHanalysisHofHcopyHnumberHvariantsHinHattentionHdeficitHhyperactivityHdisorderhHtheHroleH
ofHrareHvariantsHandHduplicationsHatHYcqYaVaVHAmericanWJournalWofWPsychiatryTH2012THYdgTHYgcUZXb 11.9 195

175 wndividualHcommonHvariantsHexertHweakHeffectsHonHtheHriskHforHautismHspectrumHdisordersVHHumanW
MolecularWGeneticsTH2012THZYTHbefYUgZ 5.6 279

174 qommonHvariantsHatHdqZZHandHYeqZYHareHassociatedHwithHintracranialHvolumeVHNatureWGeneticsTH2012
THbbTHcagUbb 36.3 104

173 qommonHvariantsHatHYZqYcHandHYZqZbHareHassociatedHwithHinfantHheadHcircumferenceVHNatureW
GeneticsTH2012THbbTHcaZUcaf 36.3 94

172  woUstageHextremeHphenotypeHsequencingHdesignHforHdiscoveringHandHtestingHcommonHandHrareH
geneticHvariantshHefficiencyHandHpowerVHHumanWHeredityTH2012THeaTHYagUbe 1.1 14

171 {ucosalHplasmaHcellHbarrierHdisruptionHduringHintestineHtransplantHrejectionVHTransplantationTH2012TH
gbTHYZadUbZ 1.8 4

170 ₂hatHhaveHgenomeUwideHassociationHstudiesHcontributedHtoHtheHunderstandingHofHtheHpathogenesisH
andHfutureHmanagementHofH ypeHYHdiabetesmVHDiabetesWManagementTH2012THZTHeeUfX 0

169 uenomeHwideHassociationHidentifiesHPPtwoYHasHaHcandidateHgeneHforHacuteHlungHinjuryHriskHfollowingH
majorHtraumaVHPLoSWONETH2012THeTHeZfZdf 3.7 53

168 ueneUcentricHmetaUanalysisHofHlipidHtraitsHinHofricanTHsastHosianHandHvispanicHpopulationsVHPLoSWONETH
2012THeTHecXYgf 3.7 37

167 uenomeUwideHcopyHnumberHvariationHstudyHassociatesHmetabotropicHglutamateHreceptorHgeneH
networksHwithHattentionHdeficitHhyperactivityHdisorderVHNatureWGeneticsTH2011THbbTHefUfb 36.3 279

166 {etaUanalysisHofHgenomeUwideHassociationHstudiesHidentifiesHthreeHnewHriskHlociHforHatopicH
dermatitisVHNatureWGeneticsTH2011THbbTHYfeUgZ 36.3 244

165 “oleHofHp{wUassociatedHlociHidentifiedHinHu₂o”HmetaUanalysesHinHtheHcontextHofHcommonHchildhoodH
obesityHinHsuropeanHomericansVHObesityTH2011THYgTHZbadUg 8 82

164 uenomeUwideHassociationHidentifiesHdiverseHcausesHofHcommonHvariableHimmunodeficiencyVHJournalW
ofWAllergyWandWClinicalWImmunologyTH2011THYZeTHYadXUeVed 11.5 143
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163 oHgenomeUwideHassociationHstudyHonHobesityHandHobesityUrelatedHtraitsVHPLoSWONETH2011THdTHeYfgag 3.7 160

162 wdentificationHofHcommonHvariantsHinfluencingHriskHofHtheHtauopathyHprogressiveHsupranuclearHpalsyVH
NatureWGeneticsTH2011THbaTHdggUeXc 36.3 386

161 PlanningHaHgenomeUwideHassociationHstudyhHpointsHtoHconsiderVHAnnalsWofWMedicineTH2011THbaTHbcYUdX 1.5 14

160 wncreasedHexpressionHofHperipheralHbloodHleukocyteHgenesHimplicateHqrYbSHtissueHmacrophagesHinH
cellularHintestineHallograftHrejectionVHAmericanWJournalWofWPathologyTH2011THYegTHYgZgUaf 5.8 17

159 wmplementationHofHhighHresolutionHsingleHnucleotideHpolymorphismHarrayHanalysisHasHaHclinicalHtestH
forHpatientsHwithHhematologicHmalignanciesVHCancerWGeneticsTH2011THZXbTHZdUaf 2.3 29

158 uenomeUwideHassociationhHfromHconfoundedHtoHconfidentVHNeuroscientistTH2011THYeTHYebUfb 7.6 4

157 p{rUassociatedHvariationHatHtheH~sterixHlocusHisHcorrelatedHwithHchildhoodHobesityHinHfemalesVH
ObesityTH2011THYgTHYaYYUb 8 20

156 ”tructuralHvariationsHinHattentionUdeficitHhyperactivityHdisorderVHLancetkWTheTH2011THaeeTHaeeUfiH
authorHreplyHaef 40 6

155 PathwayU₂ideHossociationH”tudyHwmplicatesH{ultipleH”terolH ransportHandH{etabolismHuenesHinH
vrzHqholesterolH“egulationVHFrontiersWinWGeneticsTH2011THZTHbY 4.5 11

154 PhenotypeHrestrictedHgenomeUwideHassociationHstudyHusingHaHgeneUcentricHapproachHidentifiesH
threeHlowUriskHneuroblastomaHsusceptibilityHzociVHPLoSWGeneticsTH2011THeTHeYXXZXZd 6 123

153 {etaUanalysisHidentifiesHZgHadditionalHulcerativeHcolitisHriskHlociTHincreasingHtheHnumberHofHconfirmedH
associationsHtoHbeVHNatureWGeneticsTH2011THbaTHZbdUcZ 36.3 1028

152 qommonHvariantsHatH{”bobW{”bodsTHqrZoPTHqraaHandHsPvoYHareHassociatedHwithHlateUonsetH
olzheimerOsHdiseaseVHNatureWGeneticsTH2011THbaTHbadUbY 36.3 1367

151 wntegrativeHgenomicsHidentifiesHz{~YHasHaHneuroblastomaHoncogeneVHNatureTH2011THbdgTHZYdUZX 50.4 231

150 {icrodeletionsHandHmicroduplicationsHinHpatientsHwithHcongenitalHheartHdiseaseHandHmultipleH
congenitalHanomaliesVHCongenitalWHeartWDiseaseTH2011THdTHcgZUdXZ 3.1 63

149 {etaUanalysisHofHrenseHuenecentricHossociationH”tudiesH“evealsHqommonHandH®ncommonHVariantsH
ossociatedHwithHveightVHAmericanWJournalWofWHumanWGeneticsTH2011THffTHdUYf 11 103

148 ®singHVoo” HtoHidentifyHanHαUlinkedHdisorderHresultingHinHlethalityHinHmaleHinfantsHdueHtoH}UterminalH
acetyltransferaseHdeficiencyVHAmericanWJournalWofWHumanWGeneticsTH2011THfgTHZfUba 11 166

147 onHαHchromosomeUwideHassociationHstudyHinHautismHfamiliesHidentifiesH pzYαHasHaHnovelHautismH
spectrumHdisorderHcandidateHgeneHinHmalesVHMolecularWAutismTH2011THZTHYf 6.5 26

146 {osaicHtrisomyHYehHvariableHclinicalHandHcytogeneticHpresentationVHAmericanWJournalWofWMedicalW
GeneticskWPartWATH2011THYccoTHZbfgUgc 2.5 18
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145 uenomeUwideHassociationHstudiesHPu₂o”QhHimpactHonHelucidatingHtheHaetiologyHofHdiabetesVH
DiabetesnMetabolismWResearchWandWReviewsTH2011THZeTHdfcUgd 7.5 26

144 ueneticHriskHandHaHprimaryHroleHforHcellUmediatedHimmuneHmechanismsHinHmultipleHsclerosisVHNatureTH
2011THbedTHZYbUg 50.4 1948

143 o}uP ZHgeneticHvariantHisHassociatedHwithHtraumaUassociatedHacuteHlungHinjuryHandHalteredHplasmaH
angiopoietinUZHisoformHratioVHAmericanWJournalWofWRespiratoryWandWCriticalWCareWMedicineTH2011THYfaTHYabbUca10.2 90

142 uenomeUwideHlinkageHanalysisHtoHidentifyHgeneticHmodifiersHofHozyHmutationHpenetranceHinHfamilialH
neuroblastomaVHHumanWHeredityTH2011THeYTHYacUg 1.1 23

141 {olecularHanalysisHofHringHchromosomeHZXHsyndromeHrevealsHtwoHdistinctHgroupsHofHpatientsVH
JournalWofWMedicalWGeneticsTH2011THbfTHYUg 5.8 48

140 qopyHnumberHvariantsHinHschizophreniahHconfirmationHofHfiveHpreviousHfindingsHandHnewHevidenceHforH
aqZgHmicrodeletionsHandHVwP“ZHduplicationsVHAmericanWJournalWofWPsychiatryTH2011THYdfTHaXZUYd 11.9 344

139 ”}VerhHaHstatisticalHtoolHforHvariantHcallingHinHanalysisHofHpooledHorHindividualHnextUgenerationH
sequencingHdataVHNucleicWAcidsWResearchTH2011THagTHeYaZ 20.1 193

138 “ankingHcausalHvariantsHandHassociatedHregionsHinHgenomeUwideHassociationHstudiesHbyHtheHsupportH
vectorHmachineHandHrandomHforestVHNucleicWAcidsWResearchTH2011THagTHedZ 20.1 36

137  heHnovelHatherosclerosisHlocusHatHYXqYYHregulatesHplasmaHqαqzYZHlevelsVHEuropeanWHeartWJournalTH
2011THaZTHgdaUeY 9.5 57

136
zossUofUfunctionHr}oHsequenceHvariantHinHtheHqzq}yoHchlorideHchannelHimplicatesHtheHcardioUrenalH
axisHinHinterindividualHheartHfailureHriskHvariationVHProceedingsWofWtheWNationalWAcademyWofWSciencesWofW
theWUnitedWStatesWofWAmericaTH2011THYXfTHZbcdUdY

11.5 78

135 oHsecondHindependentHlocusHwithinHr{“ YHisHassociatedHwithHtesticularHgermHcellHtumorH
susceptibilityVHHumanWMolecularWGeneticsTH2011THZXTHaYXgUYe 5.6 114

134
}~rZHgeneHpolymorphismHrsZXddfbbHassociatesHwithHneedHforHcombinedHliverUintestineH
transplantationHinHchildrenHwithHshortUgutHsyndromeVHAmericanWJournalWofWGastroenterologyTH2011TH
YXdTHYceUdc

0.7 38

133 oHgenomeUwideHmetaUanalysisHofHsixHtypeHYHdiabetesHcohortsHidentifiesHmultipleHassociatedHlociVH
PLoSWGeneticsTH2011THeTHeYXXZZga 6 237

132 sxomeHsequencingHandHunrelatedHfindingsHinHtheHcontextHofHcomplexHdiseaseHresearchhHethicalHandH
clinicalHimplicationsVHDiscoveryWMedicineTH2011THYZTHbYUcc 2.5 45

131 qonvergentHmechanismsHofHsomaticHmutationsHinHpolycythemiaHveraVHDiscoveryWMedicineTH2011THYZTHZcUaZ2.5 7

130  heHgeneticsHofHasthmaHandHallergicHdisordersVHDiscoveryWMedicineTH2011THYYTHacUbc 2.5 19

129 tunctionalHimpactHofHglobalHrareHcopyHnumberHvariationHinHautismHspectrumHdisordersVHNatureTH2010TH
bddTHadfUeZ 50.4 1499

128 qommonHvariantsHatHepZYHareHassociatedHwithHfrontotemporalHlobarHdegenerationHwithH rPUbaH
inclusionsVHNatureWGeneticsTH2010THbZTHZabUg 36.3 361
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127 VariantsHinHorqβcHandHnearHqq}zYHareHassociatedHwithHfetalHgrowthHandHbirthHweightVHNatureW
GeneticsTH2010THbZTHbaXUc 36.3 184

126 uenomeUwideHmetaUanalysisHincreasesHtoHeYHtheHnumberHofHconfirmedHqrohnOsHdiseaseHsusceptibilityH
lociVHNatureWGeneticsTH2010THbZTHYYYfUZc 36.3 1946

125 onalysingHbiologicalHpathwaysHinHgenomeUwideHassociationHstudiesVHNatureWReviewsWGeneticsTH2010TH
YYTHfbaUcb 30.1 629

124 ruplicationHofHtheH”zw aHlocusHonHcqacVYHpredisposesHtoHmajorHdepressiveHdisorderVHPLoSWONETH2010TH
cTHeYcbda 3.7 55

123 {echanismsHofHmosaicismTHchimerismHandHuniparentalHdisomyHidentifiedHbyHsingleHnucleotideH
polymorphismHarrayHanalysisVHHumanWMolecularWGeneticsTH2010THYgTHYZdaUec 5.6 306

122 oHgenomeUwideHscanHforHcommonHallelesHaffectingHriskHforHautismVHHumanWMolecularWGeneticsTH2010TH
YgTHbXeZUfZ 5.6 443

121 onHintegratedHexpressionHphenotypeHmappingHapproachHdefinesHcommonHvariantsHinHzsPTHoz~αYcH
andHqoP}”YHassociatedHwithHinductionHofHwzUdVHHumanWMolecularWGeneticsTH2010THYgTHeZXUaX 5.6 20

120 wnHsilicoHreplicationHofHtheHgenomeUwideHassociationHresultsHofHtheH ypeHYHriabetesHueneticsH
qonsortiumVHHumanWMolecularWGeneticsTH2010THYgTHZcabUf 5.6 14

119 qanHtheHgeneticsHofHtypeHYHandHtypeHZHdiabetesHshedHlightHonHtheHgeneticsHofHlatentHautoimmuneH
diabetesHinHadultsmVHEndocrineWReviewsTH2010THaYTHYfaUga 27.2 46

118 qomparativeHgeneticHanalysisHofHinflammatoryHbowelHdiseaseHandHtypeHYHdiabetesHimplicatesH
multipleHlociHwithHoppositeHeffectsVHHumanWMolecularWGeneticsTH2010THYgTHZXcgUde 5.6 136

117 zargeHcopyUnumberHvariationsHareHenrichedHinHcasesHwithHmoderateHtoHextremeHobesityVHDiabetesTH
2010THcgTHZdgXUb 0.9 54

116 ”trongHsynapticHtransmissionHimpactHbyHcopyHnumberHvariationsHinHschizophreniaVHProceedingsWofWtheW
NationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaTH2010THYXeTHYXcfbUg 11.5 165

115 sxaminationHofHallHtypeHZHdiabetesHu₂o”HlociHrevealsHvvsαUwrsHasHaHlocusHinfluencingHpediatricHp{wVH
DiabetesTH2010THcgTHecYUc 0.9 49

114 qommonHvariantsHinHv”PpeHandHt“{rbpHassociatedHwithHadvancedHheartHfailureVHCirculationzW
CardiovascularWGeneticsTH2010THaTHYbeUcb 103

113 ossociationHbetweenHaHhighUriskHautismHlocusHonHcpYbHandHsocialHcommunicationHspectrumH
phenotypesHinHtheHgeneralHpopulationVHAmericanWJournalWofWPsychiatryTH2010THYdeTHYadbUeZ 11.9 49

112 {etaUanalysisHconfirmsHq“YTHqz®THandHPwqoz{HasHalzheimerHdiseaseHriskHlociHandHrevealsHinteractionsH
withHoP~sHgenotypesVHArchivesWofWNeurologyTH2010THdeTHYbeaUfb 330

111 {etaUanalysisHofHgenomeUwideHassociationHstudiesHofHattentionUdeficitWhyperactivityHdisorderVH
JournalWofWtheWAmericanWAcademyWofWChildWandWAdolescentWPsychiatryTH2010THbgTHffbUge 7.2 357

110 zeprosyHandHtheHadaptationHofHhumanHtollUlikeHreceptorHYVHPLoSWPathogensTH2010THdTHeYXXXgeg 7.6 112
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109 oHgenomeUwideHassociationHstudyHonHofricanUancestryHpopulationsHforHasthmaVHJournalWofWAllergyW
andWClinicalWImmunologyTH2010THYZcTHaadUabdVeb 11.5 179

108 “areHvariantsHcreateHsyntheticHgenomeUwideHassociationsVHPLoSWBiologyTH2010THfTHeYXXXZgb 9.7 693

107 o}}~Vo“hHfunctionalHannotationHofHgeneticHvariantsHfromHhighUthroughputHsequencingHdataVH
NucleicWAcidsWResearchTH2010THafTHeYdb 20.1 7273

106 ”trategiesHforHgeneticHstudiesHofHcomplexHdiseasesVHCellTH2010THYbZTHacYUaiHauthorHreplyHacaUc 56.2 15

105 qommonHvariantsHatHcqZZHassociateHwithHpediatricHeosinophilicHesophagitisVHNatureWGeneticsTH2010TH
bZTHZfgUgY 36.3 321

104 VariantsHofHrs}}rYpHassociatedHwithHasthmaHinHchildrenVHNewWEnglandWJournalWofWMedicineTH2010TH
adZTHadUbb 59.2 261

103 ®nravelingHtheHcomplexHgeneticHunderpinningsHofHasthmaHandHallergicHdisordersVHCurrentWOpinionWinW
AllergyWandWClinicalWImmunologyTH2010THYXTHbabUbZ 3.3 13

102 “ecentHadvancesHinHtheHgeneticsHandHgenomicsHofHasthmaHandHrelatedHtraitsVHCurrentWOpinionWinW
PediatricsTH2010THZZTHaXeUYZ 3.2 9

101 oHlargeUscaleHsurveyHofHtheHnovelHYcqZbHmicrodeletionHsyndromeHinHautismHspectrumHdisordersH
identifiesHanHatypicalHdeletionHthatHnarrowsHtheHcriticalHregionVHMolecularWAutismTH2010THYTHc 6.5 38

100 wnterpretationHofHassociationHsignalsHandHidentificationHofHcausalHvariantsHfromHgenomeUwideH
associationHstudiesVHAmericanWJournalWofWHumanWGeneticsTH2010THfdTHeaXUbZ 11 125

99 oHgenomeUwideHstudyHrevealsHcopyHnumberHvariantsHexclusiveHtoHchildhoodHobesityHcasesVHAmericanW
JournalWofWHumanWGeneticsTH2010THfeTHddYUd 11 78

98 uenomeHwideHassociationHPu₂oQHpredictorsHofHantiU }talphaHtherapeuticHresponsivenessHinH
pediatricHinflammatoryHbowelHdiseaseVHInflammatoryWBowelWDiseasesTH2010THYdTHYaceUdd 4.5 105

97 uenomicHalterationsHinHbiliaryHatresiaHsuggestHregionHofHpotentialHdiseaseHsusceptibilityHinHZqaeVaVH
AmericanWJournalWofWMedicalWGeneticskWPartWATH2010THYcZoTHffdUgc 2.5 48

96
onalysisHofHu₂o”HtopHhitsHinHorvrHsuggestsHassociationHtoHtwoHpolymorphismsHlocatedHinHgenesH
expressedHinHtheHcerebellumVHAmericanWJournalWofWMedicalWGeneticsWPartWBzWNeuropsychiatricWGeneticsTH
2010THYcapTHYYZeUaa

3.5 17

95 PopulationUbasedHstudyHofHgeneticHvariationHinHindividualsHwithHautismHspectrumHdisordersHfromH
qroatiaVHBMCWMedicalWGeneticsTH2010THYYTHYab 2.1 17

94  heHroleHofHheightUassociatedHlociHidentifiedHinHgenomeHwideHassociationHstudiesHinHtheH
determinationHofHpediatricHstatureVHBMCWMedicalWGeneticsTH2010THYYTHgd 2.1 45

93 tunctionalHuenomicsHandHProteomicsHinHollergyH“esearchH2010THYUYf

92 sxaminationHofHtypeHZHdiabetesHlociHimplicatesHqryozYHasHaHbirthHweightHgeneVHDiabetesTH2009THcfTHZbYbUf0.9 52
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91 tollowUupHanalysisHofHgenomeUwideHassociationHdataHidentifiesHnovelHlociHforHtypeHYHdiabetesVH
DiabetesTH2009THcfTHZgXUc 0.9 112

90 vighUresolutionHmappingHandHanalysisHofHcopyHnumberHvariationsHinHtheHhumanHgenomehHaHdataH
resourceHforHclinicalHandHresearchHapplicationsVHGenomeWResearchTH2009THYgTHYdfZUgX 9.7 293

89 {ultipleHtestingHinHgenomeUwideHassociationHstudiesHviaHhiddenH{arkovHmodelsVHBioinformaticsTH
2009THZcTHZfXZUf 7.2 36

88 o ~{hHaHpowerfulHgeneUbasedHassociationHtestHbyHcombiningHoptimallyHweightedHmarkersVH
BioinformaticsTH2009THZcTHbgeUcXa 7.2 42

87 uenomeUwideHanalysesHofHexonicHcopyHnumberHvariantsHinHaHfamilyUbasedHstudyHpointHtoHnovelH
autismHsusceptibilityHgenesVHPLoSWGeneticsTH2009THcTHeYXXXcad 6 305

86 tromHdiseaseHassociationHtoHriskHassessmenthHanHoptimisticHviewHfromHgenomeUwideHassociationH
studiesHonHtypeHYHdiabetesVHPLoSWGeneticsTH2009THcTHeYXXXdef 6 150

85 oHgenomeUwideHassociationHstudyHidentifiesHaHlocusHforHnonsyndromicHcleftHlipHwithHorHwithoutHcleftH
palateHonHfqZbVHJournalWofWPediatricsTH2009THYccTHgXgUYa 3.6 214

84 ”}PHarrayHmappingHofHchromosomeHZXpHdeletionshHgenotypesTHphenotypesTHandHcopyHnumberH
variationVHHumanWMutationTH2009THaXTHaeYUf 4.7 51

83 uenomeUwideHassociationHstudiesHinHtypeHYHdiabetesVHCurrentWDiabetesWReportsTH2009THgTHYceUda 5.6 17

82 outismHgenomeUwideHcopyHnumberHvariationHrevealsHubiquitinHandHneuronalHgenesVHNatureTH2009TH
bcgTHcdgUea 50.4 1075

81 qommonHgeneticHvariantsHonHcpYbVYHassociateHwithHautismHspectrumHdisordersVHNatureTH2009THbcgTHcZfUaa50.4 760

80 qopyHnumberHvariationHatHYqZYVYHassociatedHwithHneuroblastomaVHNatureTH2009THbcgTHgfeUgY 50.4 285

79 qommonHvariationsHinHpo“rYHinfluenceHsusceptibilityHtoHhighUriskHneuroblastomaVHNatureWGeneticsTH
2009THbYTHeYfUZa 36.3 226

78 qommonHvariationHinHyw zuHandHatHcqaYVaHpredisposesHtoHtesticularHgermHcellHcancerVHNatureW
GeneticsTH2009THbYTHfYYUc 36.3 294

77 qommonHvariantsHatHfiveHnewHlociHassociatedHwithHearlyUonsetHinflammatoryHbowelHdiseaseVHNatureW
GeneticsTH2009THbYTHYaacUbX 36.3 389

76  heHroleHofHobesityUassociatedHlociHidentifiedHinHgenomeUwideHassociationHstudiesHinHtheH
determinationHofHpediatricHp{wVHObesityTH2009THYeTHZZcbUe 8 141

75
ruplicationHofHeqabHinHpediatricHlowUgradeHastrocytomasHdetectedHbyHhighUdensityHsingleUnucleotideH
polymorphismUbasedHgenotypeHarraysHresultsHinHaHnovelHp“otHfusionHgeneVHBrainWPathologyTH2009TH
YgTHbbgUcf

6 194

74 riverseHgenomeUwideHassociationHstudiesHassociateHtheHwzYZWwzZaHpathwayHwithHqrohnHriseaseVH
AmericanWJournalWofWHumanWGeneticsTH2009THfbTHaggUbXc 11 219

(2009-2009)
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73 uenomeUwideHassociationHanalysisHidentifiesHPrsbrHasHanHasthmaUsusceptibilityHgeneVHAmericanW
JournalWofWHumanWGeneticsTH2009THfbTHcfYUga 11 264

72 uenomeUwideHassociationHstudiesHinHtypeHYHdiabetesTHinflammatoryHbowelHdiseaseHandHotherH
immuneUmediatedHdisordersVHSeminarsWinWImmunologyTH2009THZYTHaccUdZ 10.7 15

71
YeqYZUZYHvariantsHinteractHwithHsmokeHexposureHasHaHriskHfactorHforHpediatricHasthmaHbutHareHequallyH
associatedHwithHearlyUonsetHversusHlateUonsetHasthmaHinH}orthHomericansHofHsuropeanHancestryVH
JournalWofWAllergyWandWClinicalWImmunologyTH2009THYZbTHdXcUe

11.5 63

70 qommonHvariantsHinHpolygenicHschizophreniaVHGenomeWBiologyTH2009THYXTHZad 18.3 30

69 wnvestigationHofHtheHlocusHnearH{qb“HwithHchildhoodHobesityHinHomericansHofHsuropeanHandHofricanH
ancestryVHObesityTH2009THYeTHYbdYUc 8 56

68 qandidateHgeneHanalysisHinHanHonUgoingHgenomeUwideHassociationHstudyHofHattentionUdeficitH
hyperactivityHdisorderhHsuggestiveHassociationHsignalsHinHor“oYoVHPsychiatricWGeneticsTH2009THYgTHYabUbY 2.9 27

67 PharmacogeneticsHandHfunctionalHgenomicsHinHasthmaVHPersonalizedWMedicineTH2009THdTHbXgUbYd 2.2 0

66
uenomicHcopyHnumberHdeterminationHinHcancerHcellsHfromHsingleHnucleotideHpolymorphismH
microarraysHbasedHonHquantitativeHgenotypingHcorrectedHforHaneuploidyVHGenomeWResearchTH2009TH
YgTHZedUfa

9.7 62

65 ossociationHofHtheHpo}yHYH“dYvHvariantHwithHsystemicHlupusHerythematosusHinHomericansHofH
suropeanHandHofricanHancestryVHTheWApplicationWofWClinicalWGeneticsTH2009THZTHYUc 3.1 7

64 uenomicHlandscapeHofHaHthreeUgenerationHpedigreeHsegregatingHaffectiveHdisorderVHPLoSWONETH2009TH
bTHebbeb 3.7 35

63 wdentificationHofHozyHasHaHmajorHfamilialHneuroblastomaHpredispositionHgeneVHNatureTH2008THbccTHgaXUc 50.4 960

62 zociHonHZXqYaHandHZYqZZHareHassociatedHwithHpediatricUonsetHinflammatoryHbowelHdiseaseVHNatureW
GeneticsTH2008THbXTHYZYYUc 36.3 256

61 qonceptTHdesignHandHimplementationHofHaHcardiovascularHgeneUcentricHcXHkH”}PHarrayHforHlargeUscaleH
genomicHassociationHstudiesVHPLoSWONETH2008THaTHeacfa 3.7 321

60 ueneticHvariantsHinHmajorHhistocompatibilityHcomplexUlinkedHgenesHassociateHwithHpediatricHliverH
transplantHrejectionVHGastroenterologyTH2008THYacTHfaXUgTHfagVeYUYX 13.3 20

59 ~“{rzaHvariantsHassociatedHwithHasthmaHsusceptibilityHinH}orthHomericansHofHsuropeanHancestryVH
JournalWofWAllergyWandWClinicalWImmunologyTH2008THYZZTHYZZcUe 11.5 82

58 qlassificationHofHgeneticHprofilesHofHqrohnOsHdiseasehHaHfocusHonHtheHo uYdzYHgeneVHExpertWReviewWofW
MolecularWDiagnosticsTH2008THfTHYggUZXe 3.8 10

57 ossociationHanalysisHofHtypeHZHdiabetesHzociHinHtypeHYHdiabetesVHDiabetesTH2008THceTHYgfaUd 0.9 39

56 oHnovelHsusceptibilityHlocusHforHtypeHYHdiabetesHonHqhrYZqYaHidentifiedHbyHaHgenomeUwideH
associationHstudyVHDiabetesTH2008THceTHYYbaUd 0.9 118
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55 {icroarrayHtechnologyHandHapplicationsHinHtheHarenaHofHgenomeUwideHassociationVHClinicalWChemistryTH
2008THcbTHYYYdUZb 5.5 61

54 odjustmentHofHgenomicHwavesHinHsignalHintensitiesHfromHwholeUgenomeH”}PHgenotypingHplatformsVH
NucleicWAcidsWResearchTH2008THadTHeYZd 20.1 255

53 qhromosomeHdpZZHlocusHassociatedHwithHclinicallyHaggressiveHneuroblastomaVHNewWEnglandWJournalW
ofWMedicineTH2008THacfTHZcfcUga 59.2 224

52 {odelingHgeneticHinheritanceHofHcopyHnumberHvariationsVHNucleicWAcidsWResearchTH2008THadTHeYaf 20.1 60

51 ossociationHanalysisHofHtheHt ~HgeneHwithHobesityHinHchildrenHofHqaucasianHandHofricanHancestryH
revealsHaHcommonHtaggingH”}PVHPLoSWONETH2008THaTHeYebd 3.7 161

50 ossociationHofHv{uoZHueneHVariationHwithHveightHinH”pecificHPediatricHogeHqategoriesVHGenomicsW
InsightsTH2008THYTHuswV”gbb 0 1

49 ossociationHofHtheH “otYUqcHlocusHonHchromosomeHgHwithHjuvenileHidiopathicHarthritisVHArthritisWandW
RheumatismTH2008THcfTHZZXdUe 42

48 PharmacogenomicHopplicationsHinHqhildrenVHMethodsWinWPharmacologyWandWToxicologyTH2008THbbeUbee 1.1

47 ossociationHofHvariantsHofHtheHinterleukinUZaHreceptorHgeneHwithHsusceptibilityHtoHpediatricHqrohnOsH
diseaseVHClinicalWGastroenterologyWandWHepatologyTH2007THcTHgeZUd 6.9 53

46 oHgenomeUwideHassociationHstudyHidentifiesHywooXacXHasHaHtypeHYHdiabetesHgeneVHNatureTH2007THbbfTHcgYUb50.4 424
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