51

papers

51

all docs

279798

1,759 23
citations h-index
51 51
docs citations times ranked

289244
40

g-index

2379

citing authors



10

12

14

16

18

AN AN ALAN

ARTICLE IF CITATIONS

Regulation of the Bub2/Bfal GAP Complex by Cdc5 and Cell Cycle Checkpoints. Cell, 2001, 107, 655-665.

The mitotic spindle is required for loading of the DASH complex onto the kinetochore. Genes and 5.9 161
Development, 2002, 16, 183-197. :

Pds1 phosphorylation in response to DNA damage is essential for its DNA damage checkpoint function.
Genes and Development, 2001, 15, 1361-1372.

The Bfal/Bub2 GAP complex comprises a universal checkpoint required to prevent mitotic exit. Current 3.9 93
Biology, 2000, 10, 1379-1382. :

14-3-3 targets chaperone-associated misfolded proteins to aggresomes. Journal of Cell Science, 2013,
126, 4173-86.

Exit from Exit. Cell, 2003, 112, 697-7009. 28.9 73

Phosphatase 2A Negatively Regulates Mitotic Exit in Saccharomyces cerevisiae. Molecular Biology of
the Cell, 2006, 17, 80-89.

DH166, a beta-carboline derivative, inhibits the kinase activity of PLK1. Cancer Biology and Therapy, .4 51
2009, 8, 2374-2383. ’

Jadomycin B, an Aurora-B Rinase inhibitor discovered through virtual screening. Molecular Cancer
Therapeutics, 2008, 7, 2386-2393.

The Function and Regulation of Budding Yeast Swel in Response to Interrupted DNA Synthesis. 01 45
Molecular Biology of the Cell, 2006, 17, 2746-2756. ’

DH334, a [2-carboline anti-cancer drug, Inhibits the CDK activity of budding yeast. Cancer Biology and
Therapy, 2007, 6, 1204-1210.

The current view for the silencing of the spindle assembly checkpoint. Cell Cycle, 2014, 13, 1694-1701. 2.6 43

DNA Damage Checkpoints Inhibit Mitotic Exit by Two Different Mechanisms. Molecular and Cellular
Biology, 2007, 27, 5067-5078.

Temporal control of the dephosphorylation of Cdk substrates by mitotic exit pathways in budding
yeast. Proceedings of the National Academy of Sciences of the United States of America, 2008, 105, 7.1 35
16177-16182.

The signaling network that silences the spindle assembly checkpoint upon the establishment of
chromosome bipolar attachment. Proceedings of the National Academy of Sciences of the United
States of America, 2013, 110, 21036-21041.

Identification of antituberculosis agents that target ribosomal protein interactions using a yeast
two-hybrid system. Proceedings of the National Academy of Sciences of the United States of America, 7.1 33
2012, 109, 17412-17417.

A Series of Beta-Carboline Derivatives Inhibit the Kinase Activity of PLKs. PLoS ONE, 2012, 7, e46546.

Pds1/Espl-dependent and -independent sister chromatid separation in mutants defective for protein
phosphatase 2A. Proceedings of the National Academy of Sciences of the United States of America, 7.1 31
2006, 103, 16290-16295.



20

22

24

26

28

30

32

34

36

YANCHANG WANG

ARTICLE IF CITATIONS

The Antituberculosis Antibiotic Capreomycin Inhibits Protein Synthesis by Disrupting Interaction
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