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148
vighHprevalenceHofHactivatedHintraepithelialHcytotoxicHTHlymphocytesHandHincreasedHneoplasticHcellH
apoptosisHinHcolorectalHcarcinomasHwithHmicrosatelliteHinstabilityVHAmericanhJournalhofhPathologyTH
1999THYcbTHYfXcUYa

5.8 359

147 opplicationHofHaHcUtieredHschemeHforHstandardizedHclassificationHofHZTadXHuniqueHmismatchHrepairH
geneHvariantsHinHtheHwnSiuvTHlocusUspecificHdatabaseVHNaturehGeneticsTH2014THbdTHYXeUYYc 36.3 332

146 MulticenterHcomparativeHmultimodalityHsurveillanceHofHwomenHatHgeneticUfamilialHhighHriskHforH
breastHcancerHPvwpqRwTHstudyQhHinterimHresultsVHRadiologyTH2007THZbZTHdgfUeYc 20.5 287

145 oHlocusHonHYgpYaHmodifiesHriskHofHbreastHcancerHinHpRqoYHmutationHcarriersHandHisHassociatedHwithH
hormoneHreceptorUnegativeHbreastHcancerHinHtheHgeneralHpopulationVHNaturehGeneticsTH2010THbZTHffcUgZ 36.3 276

144 MicrosatelliteHinstabilityHandHhighHcontentHofHactivatedHcytotoxicHlymphocytesHidentifyHcolonHcancerH
patientsHwithHaHfavorableHprognosisVHAmericanhJournalhofhPathologyTH2001THYcgTHZgeUaXb 5.8 253

143 uenomeUwideHassociationHstudyHinHpRqoYHmutationHcarriersHidentifiesHnovelHlociHassociatedHwithH
breastHandHovarianHcancerHriskVHPLoShGeneticsTH2013THgTHeYXXaZYZ 6 209

142 svidenceHofHaHfounderHmutationHofHpRqoYHinHaHhighlyHhomogeneousHpopulationHfromHsouthernHwtalyH
withHbreastWovarianHcancerVHHumanhMutationTH2001THYfTHYdaUb 4.7 206

141 wdentificationHofHtenHvariantsHassociatedHwithHriskHofHestrogenUreceptorUnegativeHbreastHcancerVH
NaturehGeneticsTH2017THbgTHYedeUYeef 36.3 186

140 wdentificationHofHsixHnewHsusceptibilityHlociHforHinvasiveHepithelialHovarianHcancerVHNaturehGeneticsTH
2015THbeTHYdbUeY 36.3 177

139 vumanHMRsYYHisHinactivatedHinHmismatchHrepairUdeficientHcancersVHEMBOhReportsTH2002THaTHZbfUcb 6.5 153

138 qommonHbreastHcancerHsusceptibilityHallelesHandHtheHriskHofHbreastHcancerHforHpRqoYHandHpRqoZH
mutationHcarriershHimplicationsHforHriskHpredictionVHCancerhResearchTH2010THeXTHgebZUcb 10.1 147

137
PrevalenceHofHtheHYYdcqTHuafZrHandHYagcdeluuoHgermlineHmutationsHofHtheHMYvHgeneHinHwtalianH
patientsHwithHadenomatousHpolyposisHcoliHandHcolorectalHadenomasVHInternationalhJournalhofhCancerTH
2004THYXgTHdfXUb

7.5 143

136 oHSpecificHMutationalHSignatureHossociatedHwithHrNoHfUOxoguanineHPersistenceHinH
MUTYvUdefectiveHqolorectalHqancerVHEBioMedicineTH2017THZXTHagUbg 8.8 112

135 PredictionHofHpreastHandHProstateHqancerHRisksHinHMaleHpRqoYHandHpRqoZHMutationHqarriersHUsingH
PolygenicHRiskHScoresVHJournalhofhClinicalhOncologyTH2017THacTHZZbXUZZcX 2.2 101

134 qommonHvariantsHinHzSPYTHZqacHandHfqZbHandHbreastHcancerHriskHforHpRqoYHandHpRqoZHmutationH
carriersVHHumanhMolecularhGeneticsTH2009THYfTHbbbZUcd 5.6 91

133 MolecularHscreeningHforHhereditaryHnonpolyposisHcolorectalHcancerhHaHprospectiveTHpopulationUbasedH
studyVHJournalhofhClinicalhOncologyTH2001THYgTHagbbUcX 2.2 91

132 MutationsHofHanHintronicHrepeatHinduceHimpairedHMRsYYHexpressionHinHprimaryHhumanHcancerHwithH
microsatelliteHinstabilityVHOncogeneTH2004THZaTHZdbXUe 9.2 88

Alessandra Viel

2



131
RefinedHhistopathologicalHpredictorsHofHpRqoYHandHpRqoZHmutationHstatushHaHlargeUscaleHanalysisHofH
breastHcancerHcharacteristicsHfromHtheHpqoqTHqwMpoTHandHsNwuMoHconsortiaVHBreasthCancerhResearch
TH2014THYdTHabYg

8.3 82

130 qancerHriskHassociatedHwithHSTyYYWzypYHgermlineHmutationsHinHPeutzUxeghersHsyndromeHpatientshH
resultsHofHanHwtalianHmulticenterHstudyVHDigestivehandhLiverhDiseaseTH2013THbcTHdXdUYY 3.3 79

129 ossociationHbetweenHhsaUmirUYbdaHgenotypeHandHtumorHageUofUonsetHinHpRqoYWpRqoZUnegativeH
familialHbreastHandHovarianHcancerHpatientsVHCarcinogenesisTH2010THaYTHZYZbUd 4.6 79

128 qommonHgeneticHvariantsHandHmodificationHofHpenetranceHofHpRqoZUassociatedHbreastHcancerVHPLoSh
GeneticsTH2010THdTHeYXXYYfa 6 74

127 wnterplayHbetweenHpRqoYHandHRvoMMHregulatesHepithelialHapicobasalHpolarizationHandHmayH
influenceHriskHofHbreastHcancerVHPLoShBiologyTH2011THgTHeYXXYYgg 9.7 73

126 toNqMHcVcegYqlTHnonsenseHmutationHPrsYbbcdedcZQHinducesHexonHskippingTHaffectsHrNoHrepairH
activityHandHisHaHfamilialHbreastHcancerHriskHfactorVHHumanhMolecularhGeneticsTH2015THZbTHcabcUcc 5.6 68

125 vereditaryHnonpolyposisHcolorectalHcancerhHreviewHofHclinicalTHmolecularHgeneticsTHandHcounselingH
aspectsVHAmericanhJournalhofhMedicalhGeneticshParthATH1996THdZTHacaUdb 68

124 RoleHofHMUTYvHinHhumanHcancerVHMutationhResearchhuhFundamentalhandhMolecularhMechanismshofh
MutagenesisTH2013THebaUebbTHaaUba 3.3 66

123 pRqoZHPolymorphicHStopHqodonHyaaZdXHandHtheHRiskHofHpreastTHProstateTHandHOvarianHqancersVH
JournalhofhthehNationalhCancerhInstituteTH2016THYXfTH 9.7 65

122
qommonHbreastHcancerHsusceptibilityHallelesHareHassociatedHwithHtumourHsubtypesHinHpRqoYHandH
pRqoZHmutationHcarriershHresultsHfromHtheHqonsortiumHofHwnvestigatorsHofHModifiersHofHpRqoYWZVH
BreasthCancerhResearchTH2011THYaTHRYYX

8.3 62

121 tamilialHbreastHcancerhHcharacteristicsHandHoutcomeHofHpRqoHYUZHpositiveHandHnegativeHcasesVHBMCh
CancerTH2005THcTHeX 4.8 62

120 qharacterizationHofHMSvZHandHMzvYHmutationsHinHwtalianHfamiliesHwithHhereditaryHnonpolyposisH
colorectalHcancerVHGeneshChromosomeshandhCancerTH1997THYfTHfUYf 5 60

119
qlinicalHandHpathologicHcharacteristicsHofHpRqoUpositiveHandHpRqoUnegativeHmaleHbreastHcancerH
patientshHresultsHfromHaHcollaborativeHmulticenterHstudyHinHwtalyVHBreasthCancerhResearchhandh
TreatmentTH2012THYabTHbYYUf

4.4 58

118 zossHofHheterozygosityHatHtheHcTYXUmethylenetetrahydrofolateHreductaseHlocusHinHhumanHovarianH
carcinomasVHBritishhJournalhofhCancerTH1997THecTHYYXcUYX 8.7 58

117 MaleHbreastHcancerHinHpRqoYHandHpRqoZHmutationHcarriershHpathologyHdataHfromHtheHqonsortiumHofH
wnvestigatorsHofHModifiersHofHpRqoYWZVHBreasthCancerhResearchTH2016THYfTHYc 8.3 58

116 TwoHPMSZHmutationsHinHaHTurcotHsyndromeHfamilyHwithHsmallHbowelHcancersVHAmericanhJournalhofh
GastroenterologyTH2005THYXXTHYffdUgY 0.7 56

115 tineUmappingHofHYcXHbreastHcancerHriskHregionsHidentifiesHYgYHlikelyHtargetHgenesVHNaturehGeneticsTH
2020THcZTHcdUea 36.3 56

114 qharacterizationHofHMzvYHandHMSvZHalternativeHsplicingHandHitsHrelevanceHtoHmolecularHtestingHofH
colorectalHcancerHsusceptibilityVHHumanhGeneticsTH1998THYXZTHYcUZX 6.3 53
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113 zargeHscaleHmultifactorialHlikelihoodHquantitativeHanalysisHofHpRqoYHandHpRqoZHvariantshHonH
sNwuMoHresourceHtoHsupportHclinicalHvariantHclassificationVHHumanhMutationTH2019THbXTHYcceUYcef 4.7 52

112 ueneticHtestingHamongHhighUriskHindividualsHinHfamiliesHwithHhereditaryHnonpolyposisHcolorectalH
cancerVHBritishhJournalhofhCancerTH2004THgXTHffZUe 8.7 50

111 uenomeUwideHassociationHandHtranscriptomeHstudiesHidentifyHtargetHgenesHandHriskHlociHforHbreastH
cancerVHNaturehCommunicationsTH2019THYXTHYebY 17.4 47

110 PenetrancesHofHbreastHandHovarianHcancerHinHaHlargeHseriesHofHfamiliesHtestedHforHpRqoYWZH
mutationsVHEuropeanhJournalhofhHumanhGeneticsTH2004THYZTHfggUgXd 5.3 46

109 PleiotropicUresistantHphenotypeHisHaHmultifactorialHphenomenonHinHhumanHcolonHcarcinomaHcellH
linesVHBritishhJournalhofhCancerTH1991THdaTHcYUd 8.7 46

108 qhromosomalHlocalisationHofHtwoHputativeHYYpHoncosuppressorHgenesHinvolvedHinHhumanHovarianH
tumoursVHBritishhJournalhofhCancerTH1992THddTHYXaXUd 8.7 46

107
PrevalenceHofHpRqoYHgenomicHrearrangementsHinHaHlargeHcohortHofHwtalianHbreastHandHbreastWovarianH
cancerHfamiliesHwithoutHdetectableHpRqoYHandHpRqoZHpointHmutationsVHGeneshChromosomeshandh
CancerTH2006THbcTHegYUe

5 45

106
qommonHvariantsHatHtheHYgpYaVYHandHZNtadcHlociHareHassociatedHwithHsRHsubtypesHofHbreastHcancerH
andHovarianHcancerHriskHinHpRqoYHandHpRqoZHmutationHcarriersVHCancerhEpidemiologyhBiomarkershandh
PreventionTH2012THZYTHdbcUce

4 44

105 SurvivalHanalysisHinHfamiliesHaffectedHbyHhereditaryHnonUpolyposisHcolorectalHcancerVHInternationalh
JournalhofhCancerTH1997THeYTHaeaUd 7.5 43

104 MzvYHandHMSvZHconstitutionalHmutationsHinHcolorectalHcancerHfamiliesHnotHmeetingHtheHstandardH
criteriaHforHhereditaryHnonpolyposisHcolorectalHcancerVHInternationalhJournalhofhCancerTH1998THecTHfacUg 7.5 42

103 uermlineHnovelHMSvZHdeletionsHandHaHfounderHMSvZHdeletionHassociatedHwithHanticipationHeffectsH
inHvNPqqVHClinicalhGeneticsTH2007THeYTHYaXUg 4 42

102 pRqoYHandHpRqoZHgeneshHroleHinHhereditaryHbreastHandHovarianHcancerHinHwtalyVHInternationalhJournalh
ofhCancerTH1999THfaTHcUg 7.5 38

101 ueneticHvariationHatHgpZZVZHandHovarianHcancerHriskHforHpRqoYHandHpRqoZHmutationHcarriersVHJournalh
ofhthehNationalhCancerhInstituteTH2011THYXaTHYXcUYd 9.7 37

100 MolecularHmechanismsHpossiblyHaffectingHWTYHfunctionHinHhumanHovarianHtumorsVHInternationalh
JournalhofhCancerTH1994THceTHcYcUZY 7.5 37

99 TheHqvsyZHcVYYXXdelqHmutationHplaysHanHirrelevantHroleHinHbreastHcancerHpredispositionHinHwtalyVH
HumanhMutationTH2004THZbTHYXXUY 4.7 36

98
uermHlineHmutationsHofHmismatchHrepairHgenesHinHhereditaryHnonpolyposisHcolorectalHcancerH
patientsHwithHsmallHbowelHcancerhHwnternationalHSocietyHforHuastrointestinalHvereditaryHTumoursH
qollaborativeHStudyVHClinicalhCancerhResearchTH2006THYZTHaafgUga

12.9 35

97 StabilityHofHpoTZdHinHtumoursHofHhereditaryHnonpolyposisHcolorectalHcancerHpatientsHwithHMSvZH
intragenicHdeletionVHEuropeanhJournalhofhHumanhGeneticsTH2006THYbTHdaUf 5.3 35

96 sxpressionHofHglutathioneUSUtransferaseUpiHinHhumanHtumoursVHEuropeanhJournalhofhCancerTH1992TH
ZfoTHYbbYUd 7.5 35

Alessandra Viel

4



95 rNoHglycosylasesHinvolvedHinHbaseHexcisionHrepairHmayHbeHassociatedHwithHcancerHriskHinHpRqoYHandH
pRqoZHmutationHcarriersVHPLoShGeneticsTH2014THYXTHeYXXbZcd 6 33

94 rifferentHmolecularHmechanismsHunderlieHgenomicHdeletionsHinHtheHMzvYHueneVHHumanhMutationTH
2002THZXTHadfUeb 4.7 33

93 vaUrasUYHrestrictionHfragmentHlengthHpolymorphismHandHsusceptibilityHtoHcolonHadenocarcinomaVH
BritishhJournalhofhCancerTH1987THcdTHYUc 8.7 32

92 wntegratedHanalysisHofHunclassifiedHvariantsHinHmismatchHrepairHgenesVHGeneticshinhMedicineTH2011THYaTHYYcUZb8.1 31

91
ossessmentHofHpathogenicityHcriteriaHforHconstitutionalHmissenseHmutationsHofHtheHhereditaryH
nonpolyposisHcolorectalHcancerHgenesHMzvYHandHMSvZVHEuropeanhJournalhofhHumanhGeneticsTH1999TH
eTHeefUfZ

5.3 28

90 MUTYvUassociatedHpolyposisHPMoPQhHevidenceHforHtheHoriginHofHtheHcommonHsuropeanHmutationsH
pVTyrYegqysHandHpVulyagdospHbyHfounderHeventsVHEuropeanhJournalhofhHumanhGeneticsTH2014THZZTHgZaUg 5.3 27

89 qoncomitantHmutationHandHepimutationHofHtheHMzvYHgeneHinHaHzynchHsyndromeHfamilyVH
CarcinogenesisTH2015THadTHbcZUf 4.6 26

88
ossociationHofHlowUpenetranceHallelesHwithHmaleHbreastHcancerHriskHandHclinicopathologicalH
characteristicshHresultsHfromHaHmulticenterHstudyHinHwtalyVHBreasthCancerhResearchhandhTreatmentTH
2013THYafTHfdYUf

4.4 26

87
PrematureHsenescenceHisHaHmajorHresponseHtoHrNoHcrossUlinkingHagentsHinHpRqoYUdefectiveHcellshH
implicationHforHtailoredHtreatmentsHofHpRqoYHmutationHcarriersVHMolecularhCancerhTherapeuticsTH
2009THfTHfbbUcb

6.1 26

86
qharacterizationHofHtheHqancerHSpectrumHinHMenHWithHuermlineHpRqoYHandHpRqoZHPathogenicH
VariantshHResultsHtromHtheHqonsortiumHofHwnvestigatorsHofHModifiersHofHpRqoYWZHPqwMpoQVHJAMAh
OncologyTH2020THdTHYZYfUYZaX

13.4 25

85 zossHofHMUTYvHfunctionHinHhumanHcellsHleadsHtoHaccumulationHofHoxidativeHdamageHandHgeneticH
instabilityVHOncogeneTH2013THaZTHbcXXUf 9.2 25

84
ossessingHtheHpathogenicityHofHMzvYHmissenseHmutationsHinHpatientsHwithHsuspectedHhereditaryH
nonpolyposisHcolorectalHcancerhHcorrelationHwithHclinicalTHgeneticHandHfunctionalHfeaturesVHEuropeanh
JournalhofhHumanhGeneticsTH2006THYbTHfcaUg

5.3 25

83 oetiologyHofHcolorectalHcancerHandHrelevanceHofHmonogenicHinheritanceVHGutTH2004THcaTHYYcUZZ 19.2 25

82 TheHroleHofHMYvHgeneHinHgeneticHpredispositionHtoHcolorectalHcancerhHanotherHpieceHofHtheHpuzzleVH
CancerhLettersTH2008THZdfTHaXfUYa 9.9 23

81 ossociationHofHuenomicHromainsHinHandHwithHProstateHqancerHRiskHandHoggressivenessVHCancerh
ResearchTH2020THfXTHdZbUdaf 10.1 22

80 WholeUexomeHsequencingHandHtargetedHgeneHsequencingHprovideHinsightsHintoHtheHroleHofHPozpZHasH
aHmaleHbreastHcancerHsusceptibilityHgeneVHCancerTH2017THYZaTHZYXUZYf 6.4 22

79
vomocysteineHaccumulationHinHhumanHovarianHcarcinomaHasciticWcysticHfluidsHpossiblyHcausedHbyH
metabolicHalterationHofHtheHmethionineHcycleHinHovarianHcarcinomaHcellsVHEuropeanhJournalhofhCancerTH
1997THaaTHYZfbUgX

7.5 22

78 zowHincidenceHofHpRqoYHmutationsHamongHwtalianHfamiliesHwithHbreastHandHovarianHcancerVH
InternationalhJournalhofhCancerTH1998THefTHcfYUd 7.5 22
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77 oHmononucleotideHmarkersHpanelHtoHidentifyHhMzvYWhMSvZHgermlineHmutationsVHDiseasehMarkersTH
2007THZaTHYegUfe 3.2 22

76 MethylHgroupHmetabolismHgeneHpolymorphismsHasHmodifierHofHbreastHcancerHriskHinHwtalianHpRqoYWZH
carriersVHBreasthCancerhResearchhandhTreatmentTH2007THYXaTHZgUad 4.4 22

75 rifferentHexpressivityHofHpRqoYHandHpRqoZhHanalysisHofHYegHwtalianHpedigreesHwithHidentifiedH
mutationVHBreasthCancerhResearchhandhTreatmentTH2003THfYTHeYUg 4.4 22

74 MutationsHofHtheHOminorOHmismatchHrepairHgeneHMSvdHinHtypicalHandHatypicalHhereditaryH
nonpolyposisHcolorectalHcancerVHFamilialhCancerTH2001THYTHgaUg 3 22

73 wnsightHintoHgeneticHsusceptibilityHtoHmaleHbreastHcancerHbyHmultigeneHpanelHtestinghHResultsHfromHaH
multicenterHstudyHinHwtalyVHInternationalhJournalhofhCancerTH2019THYbcTHagXUbXX 7.5 22

72 NovelHandHknownHgeneticHvariantsHforHmaleHbreastHcancerHriskHatHfqZbVZYTHgpZYVaTHYYqYaVaHandH
YbqZbVYhHresultsHfromHaHmulticenterHstudyHinHwtalyVHEuropeanhJournalhofhCancerTH2015THcYTHZZfgUgc 7.5 20

71 qandidateHgeneticHmodifiersHforHbreastHandHovarianHcancerHriskHinHpRqoYHandHpRqoZHmutationH
carriersVHCancerhEpidemiologyhBiomarkershandhPreventionTH2015THZbTHaXfUYd 4 20

70 MolecularHandHPathologicalHteaturesHofHuastricHqancerHinHzynchHSyndromeHandHtamilialH
odenomatousHPolyposisVHInternationalhJournalhofhMolecularhSciencesTH2018THYgTH 6.3 20

69 sarlyUageUatUonsetHcolorectalHcancerHandHmicrosatelliteHinstabilityHasHmarkersHofHhereditaryH
nonpolyposisHcolorectalHcancerVHDiseaseshofhthehColonhandhRectumTH2003THbdTHaXcUYZ 3.1 20

68 wnvolvementHofHMprbHinactivationHinHmismatchHrepairUdeficientHtumorigenesisVHOncotargetTH2015THdTHbZfgZUgXb3.3 20

67 oHgeneticHmodelHforHdeterminingHMSvZHandHMzvYHcarrierHprobabilitiesHbasedHonHfamilyHhistoryHandH
tumorHmicrosatelliteHinstabilityVHClinicalhGeneticsTH2006THdgTHZcbUdZ 4 18

66 pRqoYHmodulatesHtheHexpressionHofHhnRNPoZpYHandHyvSRPVHCellhCycleTH2010THgTHbdddUea 4.7 17

65 qlinicalHandHbiologicHheterogeneityHofHhereditaryHnonpolyposisHcolorectalHcancerVHInternationalh
JournalhofhCancerTH2001THgcTHaZaUf 7.5 17

64
PerformanceHofHpOorwqsoHandHpRqoPROHgeneticHmodelsHandHofHempiricalHcriteriaHbasedHonHcancerH
familyHhistoryHforHpredictingHpRqoHmutationHcarrierHprobabilitieshHaHretrospectiveHstudyHinHaHsampleH
ofHwtalianHcancerHgeneticsHclinicsVHBreastTH2013THZZTHYYaXUc

3.6 16

63 sxploringHtheHlinkHbetweenHMORtbzYHandHriskHofHbreastHcancerVHBreasthCancerhResearchTH2011THYaTHRbX 8.3 16

62 SomaticHmosaicismHinHaHpatientHwithHzynchHsyndromeVHAmericanhJournalhofhMedicalhGeneticsthParthATH
2009THYbgoTHZYZUc 2.5 16

61
sxpressionHofHtheHmdrYHgeneHinHhumanHcolorectalHcarcinomashHrelationshipHwithHmultidrugH
resistanceHinferredHfromHanalysisHofHhumanHcolorectalHcarcinomaHcellHlinesVHCancerhChemotherapyh
andhPharmacologyTH1992THZgTHZfaUg

3.5 16

60 cUmycHoverexpressionHisHaHtumorUspecificHphenomenonHinHaHsubsetHofHhumanHcolorectalHcarcinomasVH
JournalhofhCancerhResearchhandhClinicalhOncologyTH1990THYYdTHZffUgb 4.9 16
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59 onHintronicHmutationHinHMzvYHassociatedHwithHfamilialHcolonHandHbreastHcancerVHFamilialhCancerTH
2011THYXTHZeUac 3 15

58 tourHnovelHMSvZHandHMzvYHframeshiftHmutationsHandHoccurrenceHofHaHbreastHcancerHphenocopyHinH
hereditaryHnonpolyposisHcolorectalHcancerVHHumanhMutationTH2001THYeTHcZY 4.7 14

57 SmallHbowelHcarcinomaHinHhereditaryHnonpolyposisHcolorectalHcancerVHAmericanhJournalhofh
GastroenterologyTH1998THgaTHZZYgUZZ 0.7 14

56 NuclearHoncogeneHamplificationHorHrearrangementHisHnotHinvolvedHinHhumanHcolorectalH
malignanciesVHEuropeanhJournalhofhCancerhnhClinicalhOncologyTH1988THZbTHYaZYUf 14

55 qontributionHofHVariantsHtoHMaleHpreastHqancerHRiskhHResultsHtromHaHMulticenterHStudyHinHwtalyVH
FrontiershinhOncologyTH2018THfTHcfa 5.3 14

54 oHpossibleHroleHofHtoNqMHmutationsHinHmaleHbreastHcancerHsusceptibilityhHResultsHfromHaH
multicenterHstudyHinHwtalyVHBreastTH2018THafTHgZUge 3.6 13

53 TrackingHofHtheHoriginHofHrecurrentHmutationsHofHtheHpRqoYHandHpRqoZHgenesHinHtheHNorthUsastHofH
wtalyHandHimprovedHmutationHanalysisHstrategyVHBMChMedicalhGeneticsTH2016THYeTHYY 2.1 13

52
svaluationHofHaHcandidateHbreastHcancerHassociatedHSNPHinHsRqqbHasHaHriskHmodifierHinHpRqoYHandH
pRqoZHmutationHcarriersVHResultsHfromHtheHqonsortiumHofHwnvestigatorsHofHModifiersHofH
pRqoYWpRqoZHPqwMpoQVHBritishhJournalhofhCancerTH2009THYXYTHZXbfUcb

8.7 13

51
ProximalHcolonHcancerHinHpatientsHagedHcYUdXHyearsHofHageHshouldHbeHtestedHforHmicrosatellitesH
instabilityVHoHcommentHonHtheHRevisedHpethesdaHuuidelinesVHInternationalhJournalhofhColorectalh
DiseaseTH2008THZaTHfXYUd

3 13

50 PrevalenceHofHtheHsYaYeQHvariantHofHtheHoPqHgeneHinHwtalianHpatientsHwithHcolorectalHadenomasVH
GenetichTestinghandhMolecularhBiomarkersTH2002THdTHaYaUe 13

49 uenomicHinstabilityHandHtargetHgeneHmutationsHinHcolonHcancersHwithHdifferentHdegreesHofHallelicH
shiftsH2000THZeTHbZbUbZg 13

48 SensitivityHPatternHofHNormalHandHvaURasHTransformedHNihaTaHtibroblastsHtoHontineoplasticHrrugsVH
TumoriTH1989THecTHbZaUbZf 1.7 13

47
wnHycdZHleukemiaHcellsHtreatedHwithHdoxorubicinHandHheminTHaHdecreaseHinHcUmycHmRNoHexpressionH
correlatesHwithHlossHofHselfUrenewalHcapabilityHbutHnotHwithHerythroidHdifferentiationVHLeukemiah
ResearchTH1989THYaTHZegUfe

2.7 13

46 TheHhpVorgdcfRHtruncatingHvariantHisHassociatedHwithHriskHofHtripleUnegativeHbreastHcancerVHNpjhBreasth
CancerTH2019THcTHaf 7.8 12

45 MUTYvHcVgaaSaolqTHassociatedHwithHaHseverelyHimpairedHgeneHexpressionTHisHtheHfirstHwtalianH
founderHmutationHinHMUTYvUossociatedHPolyposisVHInternationalhJournalhofhCancerTH2013THYaZTHYXdXUg 7.5 12

44 svaluationHofHtheHreplicationHerrorHphenotypeHinHrelationHtoHmolecularHandHclinicopathologicalH
featuresHinHhereditaryHandHearlyHonsetHcolorectalHcancerVHEuropeanhJournalhofhCancerTH1999THacTHZfgUgc 7.5 12

43 ueneticHinstabilityHinHlymphoblastoidHcellHlinesHexpressingHbiallelicHandHmonoallelicHvariantsHinHtheH
humanHMUTYvHgeneVHHumanhMolecularhGeneticsTH2014THZaTHafbaUcZ 5.6 11

42 onHomericanHfounderHmutationHinHMzvYVHInternationalhJournalhofhCancerTH2012THYaXTHZXffUgc 7.5 11

(2012-2011)
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41 svidenceHforHaHlinkHbetweenHTNtRStYYoHandHriskHofHbreastHcancerVHBreasthCancerhResearchhandh
TreatmentTH2011THYZgTHgbeUcb 4.4 11

40
wdentificationHandHclassificationHofHhereditaryHnonpolyposisHcolorectalHcancerHPzynchHsyndromeQhH
adaptingHoldHconceptsHtoHrecentHadvancementsVHReportHfromHtheHwtalianHossociationHforHtheHstudyHofH
vereditaryHqolorectalHTumorsHqonsensusHuroupVHDiseaseshofhthehColonhandhRectumTH2007THcXTHZYZdUab

3.1 11

39 PhenotypicHfeaturesHandHgeneticHcharacterizationHofHmaleHbreastHcancerHfamilieshHidentificationHofH
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19 ossociationHofHtheHgermlineHpRqoZHmissenseHvariationHuluZddazysHwithHhighHsensitivityHtoH
trabectedinUbasedHtreatmentHinHsoftHtissueHsarcomaVHCancerhBiologyhandhTherapyTH2016THYeTHYXYeUYXZY 4.6 3

18 risruptionHofHtheHoPqHgeneHbyHtPcieQHtranslocationHinHaHTurcotHfamilyVHCancerhGeneticsTH2016THZXgTHYXeUYY 2.3 3

17 MoodHstateHprofileHandHcopingHstrategiesHafterHpRqoUYWZHgeneticHtestHdisclosurehHaHretrospectiveH
studyHinHwtalyVHSupportivehCarehinhCancerTH2011THYgTHeaaUc 3.9 3

16 SelectingHforHpRqoYHtestingHusingHaHcombinationHofHhomogeneousHselectionHcriteriaHandH
immunohistochemicalHcharacteristicsHofHbreastHcancersVHBMChCancerTH2009THgTHadX 4.8 3

15 ProblemsHinHtheHidentificationHofHhereditaryHnonpolyposisHcolorectalHcancerHinHtwoHfamiliesHwithHlateH
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