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group of <scp><i>P<[i><[scp><i>roteobacteria</i>. Environmental Microbiology, 2017, 19, 1103-1119. 3.8 60

Swimming behaviour and magnetotaxis function of the marine bacterium strain <scp>MO</scp>&€d.
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Architecture of a flagellar apparatus in the fast-swimming magnetotactic bacterium MO-1.
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Bacterial community structure and novel species of magnetotactic bacteria in sediments from a
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Complex Spatial Organization and Flagellin Composition of Flagellar Propeller from Marine
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Configuration of redox %radient determines magnetotactic polarity of the marine bacteria MO&€4. 0.4 25
Environmental Microbiology Reports, 2010, 2, 646-650. :

Ultrastructure of ellipsoidal magnetotactic multicellular prokaryotes depicts their complex
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Genomic and physiological analysis reveals versatile metabolic capacity of deep-sea Photobacterium
phosphoreum ANT-2200. Extremophiles, 2016, 20, 301-310.

Flagella and Swimming Behavior of Marine Magnetotactic Bacteria. Biomolecules, 2020, 10, 460. 4.0 14

Analysis of the Antigenic Properties of Membrane Proteins of Mycobacterium tuberculosis. Scientific
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Complete genome sequence of Shewanella benthica DB21MT-2, an obligate piezophilic bacterium

isolated from the deepest Mariana Trench sediment. Marine Genomics, 2019, 44, 52-56. 11 12

Crassaminicella thermophila sp. nov., a moderately thermophilic bacterium isolated from a deep-sea

hydrothermal vent chimney and emended description of the genus Crassaminicella. International
Journal of Systematic and Evolutionary Microbiology, 2021, 71, .

Pressure-Regulated Gene Expression and Enzymatic Activity of the Two Periplasmic Nitrate Reductases
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Thermococcus aciditolerans SE. nov., a piezotolerant, hyperthermophilic archaeon isolated from a
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deep-sea hydrothermal vent chimney in the Southwest Indian Ridge. International Journal of
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Measurement of Free-Swimming Motility and Magnetotactic Behavior of Magnetococcus massalia
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Genome analysis of Crassaminicella sp. SY095, an anaerobic mesophilic marine bacterium isolated from
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