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j Paper IF Citations

176 zenomicMtnalysisMofMvommunityMTransmissionMNetworksMforMMRStMtmongMyemalesMxnteringMaM
LargeMαnnerZcityMβailaaMOpeneForumeInfectiouseDiseasesYM2022YMlYMofaccgl 1 0

175 UseMofMmethanotrophicallyMactivatedMbiocharMinMnovelMbiogeochemicalMcoverMsystemMforMcarbonM
sequestrationmMMicrobialMcharacterizationaaMScienceeofetheeTotaleEnvironmentYM2022YMkedYMdhfgel 10.2

174 tPOxMgeneticsMinfluenceMmurineMgutMmicrobiomeaaMScientificeReportsYM2022YMdeYMdlci 4.9 1

173 MethaneMOxidationMandMMicrobialMvommunityMwynamicsMinMtctivatedMuiocharZtmendedMLandfillMSoilM
voveraMJournaleofeEnvironmentaleEngineeringqeASCEYM2022YMdgkYM 2 2

172 ProofZofZprincipleMdemonstrationMofMendogenousMcircadianMsystemMandMcircadianMmisalignmentM
effectsMonMhumanMoralMmicrobiotaaMFASEBeJournalYM2022YMfiYMeeecgf 0.9 2

171 TheMNegativeMxffectsMofMyecesZtssociatedMMicroorganismsMonMtheMyitnessMofMtheMStoredMProductM
MiteMaaMFrontierseineMicrobiologyYM2022YMdfYMjhieki 5.7

170 TwoZwimensionalMvellMSeparationmMaM–ighZThroughputMtpproachMtoMxnhanceMtheMvulturabilityMofM
uacterialMvellsMfromMxnvironmentalMSamplesaaMMicrobiologyeSpectrumYM2022YMeccccjee 8.9 1

169 NasalMdysbiosisMinMcutaneousMTZcellMlymphomaMisMcharacterizedMbyMshiftsMinMrelativeMabundancesMofM
nonZStaphylococcusMbacteriaaMJIDeInnovationsYM2022YMdccdfe 0

168 LactobacillusMacidophilusMMitigatesMOsteoarthritisZtssociatedMPainYMvartilageMwisintegrationMandMzutM
MicrobiotaMwysbiosisMinManMxxperimentalMMurineMOtMModelaMBiomedicinesYM2022YMdcYMdelk 4.8 1

167 weepMnasalMsinusMcavityMmicrobiotaMdysbiosisMinMParkinsonTsMdiseaseaMNpjeParkinsonlseDiseaseYM2021YMjYMddd 9.7 0

166 –eterogeneousMphenotypesMofMPtenZnullMhepatocellularMcarcinomaMinMhepatitisMuMvirusMtransgenicM
miceMparallelsMliverMlobuleMzonalMgeneMexpressionMpatternsaMVirologyYM2021YMhiiYMdiZeh 3.6 0

165 xvaluatingMtheMwistributionMofMuacterialMNaturalMProductMuiosyntheticMzenesMacrossMLakeM–uronM
SedimentaMACSeChemicaleBiologyYM2021YMdiYMeiefZeifd 4.9 0

164 tpolipoproteinMxMgenotypeZdependentMnutrigeneticMeffectsMtoMprebioticMinulinMforMmodulatingM
systemicMmetabolismMandMneuroprotectionMinMmiceMviaMgutZbrainMaxisaMNutritionaleNeuroscienceYM2021YMdZdd3.6 5

163 RawMMilkZαnducedMProtectionMagainstMyoodMtllergicMSymptomsMinMMiceMαsMtccompaniedMbyMShiftsMinM
MicrobialMvommunityMStructureaMInternationaleJournaleofeMoleculareSciencesYM2021YMeeYM 6.3 3

162 MicrobiomeMvariationMduringMcultureMgrowthMofMtheMxuropeanMhouseMdustMmiteYMwermatophagoidesM
pteronyssinusaMFEMSeMicrobiologyeEcologyYM2021YMljYM 4.3 1

161 SingleZcellMtranscriptionalMchangesMassociatedMwithMdrugMtoleranceMandMresponseMtoMcombinationM
therapiesMinMcanceraMNatureeCommunicationsYM2021YMdeYMdiek 17.4 19

160 NasopharyngealMMicrobiotaMinMStRSZvoVZeMPositiveMandMNegativeMPatientsaMBiologicaleProcedurese
OnlineYM2021YMefYMdc 8.3 9
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159 tntibioticMsusceptibilityMofMhumanMgutZderivedMfacultativeManaerobicMbacteriaMisMdifferentMunderM
aerobicMversusManaerobicMtestMconditionsaMMicrobeseandeInfectionYM2021YMefYMdcgkgj 9.3 1

158 MRStMTransmissionMinMαntensiveMvareMUnitsmMzenomicMtnalysisMofMPatientsYMTheirMxnvironmentsYMandM
–ealthcareMWorkersaMClinicaleInfectiouseDiseasesYM2021YMjeYMdkjlZdkkj 11.6 7

157 tbnormalMfoodMtimingMandMpredispositionMtoMweightMgainmMRoleMofMbarrierMdysfunctionMandM
microbiotaaMTranslationaleResearchYM2021YMefdYMddfZdef 11 4

156 StressZrelatedMecophysiologyMofMmembersMofMtheMgenusMRhodanobacterMisolatedMfromMaMmixedMwasteM
contaminatedMsubsurfaceaMFrontierseofeEnvironmentaleScienceeandeEngineeringYM2021YMdhYMd 5.8 3

155 MicrobialMvommunitiesMofMStoredMProductMMitesmMVariationMbyMSpeciesMandMPopulationaMMicrobiale
EcologyYM2021YMkdYMhciZhee 4.4 2

154 uerberineMaltersMgutMmicrobialMfunctionMthroughMmodulationMofMbileMacidsaMBMCeMicrobiologyYM2021YM
edYMeg 4.5 3

153 MeasuringMxffectsMofMwietaryMyiberMonMtheMMurineMOralMMicrobiomeMwithMxnrichmentMofMdiSMrwNtM
PriorMtoMtmpliconMSynthesisaMMethodseineMoleculareBiologyYM2021YMefejYMejdZekc 1.4 0

152 zenomicMxpidemiologyMofMMRStMwuringMαncarcerationMatMaMLargeMαnnerZvityMβailaMClinicaleInfectiouse
DiseasesYM2021YMjfYMefjckZefjdj 11.6 1

151 SchistosomiasisMisMassociatedMwithMrectalMmucosalMinflammationMamongMKenyanMmenMwhoMhaveMsexM
withMmenaMInternationaleJournaleofeSTDeandeAIDSYM2021YMfeYMilgZjcf 1.4 0

150 RelativeMwNtMMethylationMandMwemethylationMxfficienciesMduringMPostnatalMLiverMwevelopmentM
RegulateM–epatitisMuMVirusMuiosynthesisaMJournaleofeVirologyYM2021YMlhYM 6.6 3

149
–ighMPrevalenceMofMwominatedMVaginalMMicrobiomeMtmongMKenyanMSecondaryMSchoolMzirlsmM
NegativeMxffectsMofMPoorMQualityMMenstrualM–ygieneMManagementMandMSexualMtctivityaMFrontierseine
CellulareandeInfectioneMicrobiologyYM2021YMddYMjdihfj

5.9 2

148
zenomicMUpdateMofMPhenotypicMPredictionMRuleMforMMethicillinZResistantMStaphylococcusMaureusM
UMRStVMUStfccMwisclosesMβailMTransmissionMNetworksMwithMαncreasedMResistanceaMMicrobiologye
SpectrumYM2021YMlYMeccfjied

8.9 1

147 tMNewMxraMforMSpaceMLifeMSciencemMαnternationalMStandardsMforMSpaceMOmicsMProcessingaMPatternsYM
2020YMdYMdccdgk 5.1 16

146
tMPilotMStudyMofMvhicagoMWaterwaysMasMReservoirsMofMMultidrugZResistantMUMwRZxntVMinMaM–ighZRiskM
RegionMforMvommunityZtcquiredMMwRZxntMαnfectionMinMvhildrenaMAntimicrobialeAgentseande
ChemotherapyYM2020YMigYM

5.9 2

145 SleepMfragmentationMincreasesMbloodMpressureMandMisMassociatedMwithMalterationsMinMtheMgutM
microbiomeMandMfecalMmetabolomeMinMratsaMPhysiologicaleGenomicsYM2020YMheYMekcZele 3.6 21

144 MurineMzutMMicrobiomeMtssociationMWithMtllelesaMFrontierseineImmunologyYM2020YMddYMecc 8.4 20

143 yaropenemMresistanceMcausesMinMvitroMcrossZresistanceMtoMcarbapenemsMinMxSuLZproducingM
xscherichiaMcoliaMInternationaleJournaleofeAntimicrobialeAgentsYM2020YMhhYMdchlce 14.3 7

142 xffectMofMp–MonMMethaneMOxidationMandMvommunityMvompositionMinMLandfillMvoverMSoilaMJournaleofe
EnvironmentaleEngineeringqeASCEYM2020YMdgiYMcgceccfj 2 12

(2020-2021)
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141 TheMmicrobiomeMasMaMbiosensormMfunctionalMprofilesMelucidateMhiddenMstressMinMhostsaMMicrobiomeYM
2020YMkYMjd 16.6 10

140 vlinicalMcareMisMevolvingmMTheMmicrobiomeMforMadvancedMpracticeMnursesaMJournaleofetheeAmericane
AssociationeofeNurseePractitionersYM2020YMfeYMelcZele 1 1

139 tbnormalMxatingMPatternsMvauseMvircadianMwisruptionMandMPromoteMtlcoholZtssociatedMvolonM
varcinogenesisaMCellulareandeMoleculareGastroenterologyeandeHepatologyYM2020YMlYMedlZefj 7.9 25

138
xffectMofMuasicMOxygenMyurnaceMSlagZαnfiltratedMWaterMonMMethaneMOxidationMandMvommunityM
vompositionMinMuiogeochemicalMLandfillMvoverMSystemaMJournaleofeHazardousqeToxicqeandeRadioactivee
WasteYM2020YMegYMcgcecccd

2.3 2

137 xffectsMofMtillageMpracticesMonMsoilMmicrobiomeMandMagriculturalMparametersaMScienceeofetheeTotale
EnvironmentYM2020YMjchYMdfhjld 10.2 24

136 SingleZtrmYMNonZrandomizedYMTimeMSeriesYMSingleZSubjectMStudyMofMyecalMMicrobiotaMTransplantationM
inMMultipleMSclerosisaMFrontierseineNeurologyYM2020YMddYMljk 4.1 15

135 VaginalMandMPenileMMicrobiomeMtssociationsMwithM–SVZeMinMWomenMandMtheirMMaleMSexMPartnersaM
JournaleofeInfectiouseDiseasesYM2020YM 7 4

134 TheMgutMmicrobiotaMmayMbeMaMnovelMpathogenicMmechanismMinMlooseningMofMorthopedicMimplantsMinM
ratsaMFASEBeJournalYM2020YMfgYMdgfceZdgfdj 0.9 1

133 –ostMzeneticMyactorsMtssociatedMwithMVaginalMMicrobiomeMvompositionMinMKenyanMWomenaM
MSystemsYM2020YMhYM 7.6 9

132 tntimicrobialMpeptideMcocktailMactivityMinMmincedMturkeyMmeataMFoodeMicrobiologyYM2020YMleYMdcfhkc 6 5

131 MicrogliaYMinflammationMandMgutMmicrobiotaMresponsesMinMaMprogressiveMmonkeyMmodelMofM
ParkinsonTsMdiseasemMtMcaseMseriesaMNeurobiologyeofeDiseaseYM2020YMdggYMdchcej 7.5 16

130 MetabolicMProfilingMofMuloodMandMUrineMforMxxploringMtheMyunctionalMRoleMofMtheMMicrobiotaMinM
–umanM–ealthaMBiologicaleResearcheforeNursingYM2020YMeeYMgglZghj 2.6 1

129 TheMMicrobiomeMvompositionMofMaMManTsMPenisMPredictsMαncidentMuacterialMVaginosisMinM–isMyemaleM
SexMPartnerMWithM–ighMtccuracyaMFrontierseineCellulareandeInfectioneMicrobiologyYM2020YMdcYMgff 5.9 17

128 vhronicMstressZinducedMgutMdysfunctionMexacerbatesMParkinsonTsMdiseaseMphenotypeMandMpathologyM
inMaMrotenoneZinducedMmouseMmodelMofMParkinsonTsMdiseaseaMNeurobiologyeofeDiseaseYM2020YMdfhYMdcgfhe 7.5 86

127
TheMTMlifestyleTMofMbileMacidMj˛–ZdehydroxylatingMbacteriamMcomparativeMgenomicsYMmetatranscriptomicYM
andMbileMacidMmetabolomicsManalysisMofMaMdefinedMmicrobialMcommunityMinMgnotobioticMmiceaMGute
MicrobesYM2020YMddYMfkdZgcg

8.8 31

126 yrequentMMethicillinZResistantMStaphylococcusMaureusMαntroductionsMαntoManMαnnerZcityMβailmM
αndicationsMofMvommunityMTransmissionMNetworksaMClinicaleInfectiouseDiseasesYM2020YMjdYMfefZffd 11.6 10

125 xffectMofMwietaryMyiberMonMtheMvompositionMofMtheMMurineMwentalMMicrobiomeaMDentistryeJournalYM
2019YMjYM 3.1 7

124 wietaryMinulinMaltersMtheMgutMmicrobiomeYMenhancesMsystemicMmetabolismMandMreducesM
neuroinflammationMinManMtPOxgMmouseMmodelaMPLoSeONEYM2019YMdgYMeceedkek 3.7 42
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123 PredictorsMofMObesityMamongMzutMMicrobiotaMuiomarkersMinMtfricanMtmericanMMenMwithMandMwithoutM
wiabetesaMMicroorganismsYM2019YMjYM 4.9 17

122
TheMvombinationMofMeTZyucosyllactoseMwithMShortZvhainMzalactoZOligosaccharidesMandMLongZvhainM
yructoZOligosaccharidesMthatMxnhanceMαnfluenzaMVaccineMResponsesMαsMtssociatedMwithMMucosalM
αmmuneMRegulationMinMMiceaMJournaleofeNutritionYM2019YMdglYMkhiZkil

4.1 14

121 TheMNtStMTwinsMStudymMtMmultidimensionalManalysisMofMaMyearZlongMhumanMspaceflightaMScienceYM2019YM
figYM 33.3 300

120 vompleteMzenomeMSequenceMofMaMUStdccMMethicillinZResistantMStaphylococcusMaureusMStrainaM
MicrobiologyeResourceeAnnouncementsYM2019YMkYM 1.3 1

119 vystMyluidMuiosignatureMtoMPredictMαntraductalMPapillaryMMucinousMNeoplasmsMofMtheMPancreasMwithM
–ighMMalignantMPotentialaMJournaleofetheeAmericaneCollegeeofeSurgeonsYM2019YMeekYMjedZjel 4.4 23

118 ReproducibleMchangesMinMtheMgutMmicrobiomeMsuggestMaMshiftMinMmicrobialMandMhostMmetabolismM
duringMspaceflightaMMicrobiomeYM2019YMjYMddf 16.6 29

117 xffectMofMtemperatureMonMmethaneMoxidationMandMcommunityMcompositionMinMlandfillMcoverMsoilaM
JournaleofeIndustrialeMicrobiologyeandeBiotechnologyYM2019YMgiYMdekfZdelh 4.2 15

116 tssessmentMofMtheMimpactMofMdifferentMfecalMstorageMprotocolsMonMtheMmicrobiotaMdiversityMandM
compositionmMaMpilotMstudyaMBMCeMicrobiologyYM2019YMdlYMdgh 4.5 9

115
yourMWeeksMofMTreatmentMWithMRifaximinMyailsMtoMSignificantlyMtlterMMicrobialMwiversityMinMRectalM
SamplesMofM–αVZαnfectedMαmmuneMNonZRespondersMUtvTzMthekiVMWhichMMayMbeMtttributedMtoM
RectalMSwabMUseaMPathogenseandeImmunityYM2019YMgYMefhZehc

4.9 2

114 PvRMeffectsMofMmeltingMtemperatureMadjustmentMofMindividualMprimersMinMdegenerateMprimerMpoolsaM
PeerJYM2019YMjYMeihjc 3.1 3

113 weconstructingMtheMPolymeraseMvhainMReactionMααmManMimprovedMworkflowMandMeffectsMonMartifactM
formationMandMprimerMdegeneracyaMPeerJYM2019YMjYMejded 3.1 2

112 αdentifyingMtctiveMMethanotrophsMandMMitigationMofMv–gMxmissionsMinMLandfillMvoverMSoilaM
EnvironmentaleScienceeandeEngineeringYM2019YMfckZfdi 0.2 3

111 wetectionMofMrespiratoryMpathogensMinMclinicalMsamplesMusingMmetagenomicMshotgunMsequencingaM
JournaleofeMedicaleMicrobiologyYM2019YMikYMlliZdcce 3.2 8

110 SynergisticMeffectsMofMtPOxMandMsexMonMtheMgutMmicrobiomeMofMyoungMxytwMtransgenicMmiceaM
MoleculareNeurodegenerationYM2019YMdgYMgj 19 17

109 RoleMofMTLRgMinMtheMgutZbrainMaxisMinMParkinsonTsMdiseasemMaMtranslationalMstudyMfromMmenMtoMmiceaM
GutYM2019YMikYMkelZkgf 19.2 156

108 RootMmicrobiomeMresponseMtoMtreatedMwastewaterMirrigationaMScienceeofetheeTotaleEnvironmentYM2019
YMihhYMkllZlcj 10.2 35

107 vonsiderationsMWhenMwesigningMaMMicrobiomeMStudymMαmplicationsMforMNursingMScienceaMBiologicale
ResearcheforeNursingYM2019YMedYMdehZdgd 2.6 12

106
–ighMyrequencyMofMMYwkkMLeihPMMutationMinMPrimaryMOcularMtdnexalMMarginalMZoneMLymphomaM
andMαtsMvlinicopathologicMvorrelationmMtMStudyMyromMaMSingleMαnstitutionaMArchiveseofePathologyeande
LaboratoryeMedicineYM2019YMdgfYMgkfZglf

5 4

(2019-2019)
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105 wietaryMinulinMaltersMtheMgutMmicrobiomeYMenhancesMsystemicMmetabolismMandMreducesM
neuroinflammationMinManMtPOxgMmouseMmodelM2019YMdgYMeceedkek

104 wietaryMinulinMaltersMtheMgutMmicrobiomeYMenhancesMsystemicMmetabolismMandMreducesM
neuroinflammationMinManMtPOxgMmouseMmodelM2019YMdgYMeceedkek

103 wietaryMinulinMaltersMtheMgutMmicrobiomeYMenhancesMsystemicMmetabolismMandMreducesM
neuroinflammationMinManMtPOxgMmouseMmodelM2019YMdgYMeceedkek

102 wietaryMinulinMaltersMtheMgutMmicrobiomeYMenhancesMsystemicMmetabolismMandMreducesM
neuroinflammationMinManMtPOxgMmouseMmodelM2019YMdgYMeceedkek

101 –umanMmilkMoligosaccharidesMprotectMagainstMtheMdevelopmentMofMautoimmuneMdiabetesMinM
NOwZmiceaMScientificeReportsYM2018YMkYMfkel 4.9 53

100 xffectsMofMgreenMteaMonMmiRNtMandMmicrobiomeMofMoralMepitheliumaMScientificeReportsYM2018YMkYMhkjf 4.9 20

99 KetogenicMdietMenhancesMneurovascularMfunctionMwithMalteredMgutMmicrobiomeMinMyoungMhealthyM
miceaMScientificeReportsYM2018YMkYMiijc 4.9 115

98 TheMnasalMmicrobiomeMinMpatientsMwithMchronicMrhinosinusitismMtnalyzingMtheMeffectsMofMatopyMandM
bacterialMfunctionalMpathwaysMinMdddMpatientsaMJournaleofeAllergyeandeClinicaleImmunologyYM2018YMdgeYMekjZelcaeg11.5 35

97 tssessingMtheMxfficiencyMofMvultivationMTechniquesMToMRecoverMNaturalMProductMuiosyntheticMzeneM
PopulationsMfromMSedimentaMACSeChemicaleBiologyYM2018YMdfYMecjgZeckd 4.9 9

96 wietaryMyiberMTreatmentMvorrectsMtheMvompositionMofMzutMMicrobiotaYMPromotesMSvytMProductionYM
andMSuppressesMvolonMvarcinogenesisaMGenesYM2018YMlYM 4.2 101

95 vompleteMzenomeMofMMicromonosporaMspaMStrainMucciMRevealsMuiosyntheticMPotentialMofMaMLakeM
MichiganMtctinomyceteaMJournaleofeNaturaleProductsYM2018YMkdYMechjZecik 4.9 9

94 zutMmicrobiotaMvariesMbyMopioidMuseYMcirculatingMleptinMandMoxytocinMinMtfricanMtmericanMmenMwithM
diabetesMandMhighMburdenMofMchronicMdiseaseaMPLoSeONEYM2018YMdfYMecdlgdjd 3.7 44

93 wiazotrophMvommunityMvharacterizationMviaMaM–ighZThroughputMtmpliconMSequencingMandMtnalysisM
PipelineaMAppliedeandeEnvironmentaleMicrobiologyYM2018YMkgYM 4.8 53

92 TimingMofMfoodMintakeMimpactsMdailyMrhythmsMofMhumanMsalivaryMmicrobiotamMaMrandomizedYMcrossoverM
studyaMFASEBeJournalYM2018YMfeYMecicZecje 0.9 96

91 vompleteMzenomeMSequenceMofMspaMStrainMwjYMaMVirulentMuacteriumMαsolatedMfromManMtlgalMuloomMinM
theMNorthMttlanticaMMicrobiologyeResourceeAnnouncementsYM2018YMjYM 1.3 3

90 vhronicMoralMapplicationMofMaMperiodontalMpathogenMresultsMinMbrainMinflammationYM
neurodegenerationMandMamyloidMbetaMproductionMinMwildMtypeMmiceaMPLoSeONEYM2018YMdfYMececglgd 3.7 132

89 uacterialMvirulenceMagainstManMoceanicMbloomZformingMphytoplankterMisMmediatedMbyMalgalMwMSPaM
ScienceeAdvancesYM2018YMgYMeaauhjdi 14.3 39

88 MakingMandMSequencingM–eavilyMMultiplexedYM–ighZThroughputMdiSMRibosomalMRNtMzeneMtmpliconM
LibrariesMUsingMaMylexibleYMTwoZStageMPvRMProtocolaMMethodseineMoleculareBiologyYM2018YMdjkfYMdglZdil 1.4 58
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87
MicrobialMvommunityMStructureMtssociatedMwithMuiogeochemicalMProcessesMinMtheMSulfateâ��MethaneM
TransitionMZoneMUSMTZVMofMzasZhydrateZbearingMSedimentMofMtheMUlleungMuasinYMxastMSeaaM
GeomicrobiologyeJournalYM2017YMfgYMecjZedl

2.5 11

86 TheMPotentialMRoleMofMzutZwerivedMαnflammationMinMMultipleMSystemMttrophyaMJournaleofeParkinsonlse
DiseaseYM2017YMjYMffdZfgi 5.3 46

85 zenomeZcentricMevaluationMofMspaMstrainMSRSZWZeZecdiMresistantMtoMhighMconcentrationsMofMuraniumM
andMnickelMisolatedMfromMtheMSavannahMRiverMSiteMUSRSVYMUStaMGenomicseDataYM2017YMdeYMieZik 10

84
zenomicMandMxpidemiologicalMxvidenceMforMvommunityMOriginsMofM–ospitalZOnsetM
MethicillinZResistantMStaphylococcusMaureusMuloodstreamMαnfectionsaMJournaleofeInfectiouseDiseasesYM
2017YMedhYMdigcZdigj

7 19

83 ttopicMdermatitisMandMfoodMsensitizationMinMSouthMtfricanMtoddlersmMRoleMofMfiberMandMgutMmicrobiotaaM
AnnalseofeAllergyqeAsthmaeandeImmunologyYM2017YMddkYMjgeZjgfaef 3.2 16

82
StarchZentrappedMmicrosphereMfibersMimproveMbowelMhabitMbutMdoMnotMexhibitMprebioticMcapacityMinM
thoseMwithMunsatisfactoryMbowelMhabitsmMaMphaseMαYMrandomizedYMdoubleZblindYMcontrolledMhumanMtrialaM
NutritioneResearchYM2017YMggYMejZfj

4 9

81 yructoseMdietMalleviatesMacetaminophenZinducedMhepatotoxicityMinMmiceaMPLoSeONEYM2017YMdeYMecdkeljj 3.7 7

80 zenomicMMethodsMandMMicrobiologicalMTechnologiesMforMProfilingMNovelMandMxxtremeMxnvironmentsM
forMtheMxxtremeMMicrobiomeMProjectMUXMPVaMJournaleofeBiomoleculareTechniquesYM2017YMekYMfdZfl 1.1 31

79 αnvestigationMofMRespiratoryMSyncytialMVirusMOutbreakMonManMtdultMStemMvellMTransplantMUnitMbyMUseM
ofMWholeZzenomeMSequencingaMJournaleofeClinicaleMicrobiologyYM2017YMhhYMelhiZelif 9.7 13

78 MicrobialMwiversityMofMzenitalMUlcersMofM–SVZeMSeropositiveMWomenaMScientificeReportsYM2017YMjYMdhgjh 4.9 5

77 tgeMwrivesMwistortionMofMurainMMetabolicYMVascularMandMvognitiveMyunctionsYMandMtheMzutM
MicrobiomeaMFrontierseineAgingeNeuroscienceYM2017YMlYMelk 5.3 62

76 –epaticMdeficiencyMofMtheMpioneerMtranscriptionMfactorMyoxtMrestrictsMhepatitisMuMvirusMbiosynthesisM
byMtheMdevelopmentalMregulationMofMviralMwNtMmethylationaMPLoSePathogensYM2017YMdfYMedcciefl 7.6 14

75 LongitudinalMSurveyMofMMicrobiotaMinM–ospitalizedMPretermMVeryZLowZuirthZWeightMαnfantsaMJournale
ofePediatriceGastroenterologyeandeNutritionYM2016YMieYMeleZfcf 2.8 48

74 zenomicMxpidemiologyMofMUStfccMMethicillinZResistantMStaphylococcusMaureusMinManMUrbanM
vommunityaMClinicaleInfectiouseDiseasesYM2016YMieYMfjZgg 11.6 23

73 vomparativeMzenomicsMandMMetabolicMtnalysisMRevealsMPeculiarMvharacteristicsMofMRhodococcusM
opacusMStrainMMedfMParticularlyMforMNaphthaleneMwegradationaMPLoSeONEYM2016YMddYMecdidcfe 3.7 15

72 TheMvircadianMvlockMMutationMPromotesMαntestinalMwysbiosisaMAlcoholism:eClinicaleandeExperimentale
ResearchYM2016YMgcYMffhZgj 3.7 94

71 vircadianMRhythmMandMtheMzutMMicrobiomeaMInternationaleRevieweofeNeurobiologyYM2016YMdfdYMdlfZech 4.4 102

70 LateralMzeneMTransferMinMaM–eavyMMetalZvontaminatedZzroundwaterMMicrobialMvommunityaMMBioYM
2016YMjYMeceefgZdh 7.8 52

(2016-2017)
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69 –ighMThroughputMtnalysisMofMαntegronMzeneMvassettesMinMWastewaterMxnvironmentsaMEnvironmentale
Scienceekamp;eTechnologyYM2016YMhcYMddkehZddkfi 10.3 59

68 SignificantMdifferencesMinMfecalMmicrobiotaMareMassociatedMwithMvariousMstagesMofMglucoseMtoleranceM
inMtfricanMtmericanMmaleMveteransaMTranslationaleResearchYM2015YMdiiYMgcdZdd 11 44

67
PirindMαsMaMNonZvircadianMRegulatedMTranscriptMandMProteinYMbutM–ighlyMResponsiveMtoMLightbwarkM
PeriodsMinMtheMSeedZtoZSeedlingMTransitionMinMtrabidopsisMthalianaaMPlanteMoleculareBiologyeReporterYM
2015YMffYMdffiZdfgk

1.7 1

66 MetagenomicMevaluationMofMbacterialMandMarchaealMdiversityMinMtheMgeothermalMhotMspringsMofM
manikaranYMαndiaaMGenomeeAnnouncementsYM2015YMfYM 18

65 wraftMzenomeMSequenceMofMtheMPathogenicMuacteriumMVibrioMvulnificusMVeheMuiotypeMdYMαsolatedMinM
αsraelaMGenomeeAnnouncementsYM2015YMfYM 6

64 MetagenomicsMRevealsMPlanktonicMuacterialMvommunityMShiftsMacrossMaMNaturalMvOeMzradientMinMtheM
MediterraneanMSeaaMGenomeeAnnouncementsYM2015YMfYM 6

63 MicrobialMvommunityMtnalysisMUsingM–ighZThroughputMtmpliconMSequencingM2015YMeagaeZdZeagaeZei 3

62 volonicMbacterialMcompositionMinMParkinsonTsMdiseaseaMMovementeDisordersYM2015YMfcYMdfhdZic 7 607

61 weuteromethylactinMuMfromMaMyreshwaterZderivedStreptomycesspaaMNaturaleProducteSciencesYM2015YM
edYMeid 1.1 4

60 weconstructingMtheMpolymeraseMchainMreactionmMunderstandingMandMcorrectingMbiasMassociatedMwithM
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