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176
–ydrocarbonZdegradingMbacteriaMandMtheMbacterialMcommunityMresponseMinMgulfMofMMexicoMbeachM
sandsMimpactedMbyMtheMdeepwaterMhorizonMoilMspillaMAppliedeandeEnvironmentaleMicrobiologyYM2011YM
jjYMjlieZjg

4.8 609

175 volonicMbacterialMcompositionMinMParkinsonTsMdiseaseaMMovementeDisordersYM2015YMfcYMdfhdZic 7 607

174 TheMNtStMTwinsMStudymMtMmultidimensionalManalysisMofMaMyearZlongMhumanMspaceflightaMScienceYM2019YM
figYM 33.3 300

173 MassivelyMparallelMrRNtMgeneMsequencingMexacerbatesMtheMpotentialMforMbiasedMcommunityMdiversityM
comparisonsMdueMtoMvariableMlibraryMsizesaMEnvironmentaleMicrobiologyYM2012YMdgYMekhZlc 5.2 299

172 TaxaZspecificMchangesMinMsoilMmicrobialMcommunityMcompositionMinducedMbyMpyrogenicMcarbonM
amendmentsaMSoileBiologyeandeBiochemistryYM2011YMgfYMfkhZfle 7.5 250

171 vircadianMdisorganizationMaltersMintestinalMmicrobiotaaMPLoSeONEYM2014YMlYMeljhcc 3.7 239

170 NicheMandMhostZassociatedMfunctionalMsignaturesMofMtheMrootMsurfaceMmicrobiomeaMNaturee
CommunicationsYM2014YMhYMglhc 17.4 219

169
wiversityMofMsulfateZreducingMbacteriaMinMoxicMandManoxicMregionsMofMaMmicrobialMmatMcharacterizedMbyM
comparativeManalysisMofMdissimilatoryMsulfiteMreductaseMgenesaMAppliedeandeEnvironmentale
MicrobiologyYM1999YMihYMgiiiZjd

4.8 157

168 RoleMofMTLRgMinMtheMgutZbrainMaxisMinMParkinsonTsMdiseasemMaMtranslationalMstudyMfromMmenMtoMmiceaM
GutYM2019YMikYMkelZkgf 19.2 156

167 uurnMαnjuryMtltersMtheMαntestinalMMicrobiomeMandMαncreasesMzutMPermeabilityMandMuacterialM
TranslocationaMPLoSeONEYM2015YMdcYMecdellli 3.7 144

166
wenitrifyingMbacteriaMfromMtheMgenusMRhodanobacterMdominateMbacterialMcommunitiesMinMtheMhighlyM
contaminatedMsubsurfaceMofMaMnuclearMlegacyMwasteMsiteaMAppliedeandeEnvironmentaleMicrobiologyYM
2012YMjkYMdcflZgj

4.8 134

165 vhronicMoralMapplicationMofMaMperiodontalMpathogenMresultsMinMbrainMinflammationYM
neurodegenerationMandMamyloidMbetaMproductionMinMwildMtypeMmiceaMPLoSeONEYM2018YMdfYMececglgd 3.7 132

164 uioelectrochemicalMperchlorateMreductionMinMaMmicrobialMfuelMcellaMEnvironmentaleScienceekamp;e
TechnologyYM2010YMggYMgikhZld 10.3 124

163
UnexpectedMpopulationMdistributionMinMaMmicrobialMmatMcommunitymMsulfateZreducingMbacteriaM
localizedMtoMtheMhighlyMoxicMchemoclineMinMcontrastMtoMaMeukaryoticMpreferenceMforManoxiaaMAppliede
andeEnvironmentaleMicrobiologyYM1999YMihYMgihlZih

4.8 118

162 weconstructingMtheMpolymeraseMchainMreactionmMunderstandingMandMcorrectingMbiasMassociatedMwithM
primerMdegeneraciesMandMprimerZtemplateMmismatchesaMPLoSeONEYM2015YMdcYMecdekdee 3.7 117

161 KetogenicMdietMenhancesMneurovascularMfunctionMwithMalteredMgutMmicrobiomeMinMyoungMhealthyM
miceaMScientificeReportsYM2018YMkYMiijc 4.9 115

160 TheMzastrointestinalMMicrobiomemMtlcoholMxffectsMonMtheMvompositionMofMαntestinalMMicrobiotaM2015YM
fjYMeefZfi 114
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159 wenitrifyingMbacteriaMisolatedMfromMterrestrialMsubsurfaceMsedimentsMexposedMtoMmixedZwasteM
contaminationaMAppliedeandeEnvironmentaleMicrobiologyYM2010YMjiYMfeggZhg 4.8 107

158
MicrobialMcommunityMstructureMandMactivityMlinkedMtoMcontrastingMbiogeochemicalMgradientsMinMbogM
andMfenMenvironmentsMofMtheMzlacialMLakeMtgassizMPeatlandaMAppliedeandeEnvironmentaleMicrobiologyYM
2012YMjkYMjcefZfd

4.8 102

157 vircadianMRhythmMandMtheMzutMMicrobiomeaMInternationaleRevieweofeNeurobiologyYM2016YMdfdYMdlfZech 4.4 102

156 wietaryMyiberMTreatmentMvorrectsMtheMvompositionMofMzutMMicrobiotaYMPromotesMSvytMProductionYM
andMSuppressesMvolonMvarcinogenesisaMGenesYM2018YMlYM 4.2 101

155 RhodanobacterMdenitrificansMspaMnovaYMisolatedMfromMnitrateZrichMzonesMofMaMcontaminatedMaquiferaM
InternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyYM2012YMieYMeghjZegie 2.2 100

154 tPOxZmodulatedMt˛†ZinducedMneuroinflammationMinMtlzheimerTsMdiseasemMcurrentMlandscapeYMnovelM
dataYMandMfutureMperspectiveaMJournaleofeNeurochemistryYM2015YMdffYMgihZkk 6 98

153 TimingMofMfoodMintakeMimpactsMdailyMrhythmsMofMhumanMsalivaryMmicrobiotamMaMrandomizedYMcrossoverM
studyaMFASEBeJournalYM2018YMfeYMecicZecje 0.9 96

152 TheMvircadianMvlockMMutationMPromotesMαntestinalMwysbiosisaMAlcoholism:eClinicaleandeExperimentale
ResearchYM2016YMgcYMffhZgj 3.7 94

151 MolecularMandMmorphologicalMcharacterizationMofMcyanobacterialMdiversityMinMtheMstromatolitesMofM
–ighborneMvayYMuahamasaMISMEeJournalYM2009YMfYMhjfZkj 11.9 87

150 vhronicMstressZinducedMgutMdysfunctionMexacerbatesMParkinsonTsMdiseaseMphenotypeMandMpathologyM
inMaMrotenoneZinducedMmouseMmodelMofMParkinsonTsMdiseaseaMNeurobiologyeofeDiseaseYM2020YMdfhYMdcgfhe 7.5 86

149 xffectsMofMnitrateMonMtheMstabilityMofMuraniumMinMaMbioreducedMregionMofMtheMsubsurfaceaM
EnvironmentaleScienceekamp;eTechnologyYM2010YMggYMhdcgZdd 10.3 84

148 tMlimitedMmicrobialMconsortiumMisMresponsibleMforMextendedMbioreductionMofMuraniumMinMaM
contaminatedMaquiferaMAppliedeandeEnvironmentaleMicrobiologyYM2011YMjjYMhlhhZih 4.8 81

147 SimilarityMofMbacterialMcommunitiesMinMsawdustZMandMstrawZamendedMcowMmanureMcompostsaMFEMSe
MicrobiologyeLettersYM2004YMeffYMddhZef 2.9 81

146
zeobacterMdaltoniiMspaMnovaYManMyeUαααVZMandMuraniumUVαVZreducingMbacteriumMisolatedMfromMaMshallowM
subsurfaceMexposedMtoMmixedMheavyMmetalMandMhydrocarbonMcontaminationaMInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyYM2010YMicYMhgiZhhf

2.2 75

145 uiogeochemicalMcyclingMandMmicrobialMdiversityMinMtheMthromboliticMmicrobialitesMofM–ighborneMvayYM
uahamasaMGeobiologyYM2010YMkYMffjZhg 4.3 68

144 SuccessionMofMbacterialMcommunitiesMduringMearlyMplantMdevelopmentmMtransitionMfromMseedMtoMrootM
andMeffectMofMcompostMamendmentaMAppliedeandeEnvironmentaleMicrobiologyYM2006YMjeYMfljhZkf 4.8 67

143 vompetingMfactorsMofMcompostMconcentrationMandMproximityMtoMrootMaffectMtheMdistributionMofM
streptomycetesaMMicrobialeEcologyYM2005YMhcYMjfZkd 4.4 67

142 tnMalkalineMspringMsystemMwithinMtheMwelMPuertoMOphioliteMUvaliforniaYMUStVmMtMMarsManalogMsiteaM
PlanetaryeandeSpaceeScienceYM2009YMhjYMhffZhgc 2 63
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141 tgeMwrivesMwistortionMofMurainMMetabolicYMVascularMandMvognitiveMyunctionsYMandMtheMzutM
MicrobiomeaMFrontierseineAgingeNeuroscienceYM2017YMlYMelk 5.3 62

140 –ighMThroughputMtnalysisMofMαntegronMzeneMvassettesMinMWastewaterMxnvironmentsaMEnvironmentale
Scienceekamp;eTechnologyYM2016YMhcYMddkehZddkfi 10.3 59

139 MicrobialMmetabolicMpotentialMforMcarbonMdegradationMandMnutrientMUnitrogenMandMphosphorusVM
acquisitionMinManMombrotrophicMpeatlandaMAppliedeandeEnvironmentaleMicrobiologyYM2014YMkcYMfhfdZgc 4.8 58

138 MakingMandMSequencingM–eavilyMMultiplexedYM–ighZThroughputMdiSMRibosomalMRNtMzeneMtmpliconM
LibrariesMUsingMaMylexibleYMTwoZStageMPvRMProtocolaMMethodseineMoleculareBiologyYM2018YMdjkfYMdglZdil 1.4 58

137 –umanMmilkMoligosaccharidesMprotectMagainstMtheMdevelopmentMofMautoimmuneMdiabetesMinM
NOwZmiceaMScientificeReportsYM2018YMkYMfkel 4.9 53

136 wiazotrophMvommunityMvharacterizationMviaMaM–ighZThroughputMtmpliconMSequencingMandMtnalysisM
PipelineaMAppliedeandeEnvironmentaleMicrobiologyYM2018YMkgYM 4.8 53

135 LateralMzeneMTransferMinMaM–eavyMMetalZvontaminatedZzroundwaterMMicrobialMvommunityaMMBioYM
2016YMjYMeceefgZdh 7.8 52

134 ShiftsMinMmethanogenMcommunityMstructureMandMfunctionMassociatedMwithMlongZtermMmanipulationMofM
sulfateMandMsalinityMinMaMhypersalineMmicrobialMmataMEnvironmentaleMicrobiologyYM2008YMdcYMfkiZlg 5.2 50

133 vontrastingMpatternsMofMseedMandMrootMcolonizationMbyMbacteriaMfromMtheMgenusMvhryseobacteriumM
andMfromMtheMfamilyMOxalobacteraceaeaMISMEeJournalYM2007YMdYMeldZl 11.9 50

132 LongitudinalMSurveyMofMMicrobiotaMinM–ospitalizedMPretermMVeryZLowZuirthZWeightMαnfantsaMJournale
ofePediatriceGastroenterologyeandeNutritionYM2016YMieYMeleZfcf 2.8 48

131 zenomeMsequencesMforMsixMRhodanobacterMstrainsYMisolatedMfromMsoilsMandMtheMterrestrialM
subsurfaceYMwithMvariableMdenitrificationMcapabilitiesaMJournaleofeBacteriologyYM2012YMdlgYMggidZe 3.5 47

130 TheMPotentialMRoleMofMzutZwerivedMαnflammationMinMMultipleMSystemMttrophyaMJournaleofeParkinsonlse
DiseaseYM2017YMjYMffdZfgi 5.3 46

129 TheMroleMofManaerobicMrespirationMinMtheMimmobilizationMofMuraniumMthroughMbiomineralizationMofM
phosphateMmineralsaMGeochimicaeEteCosmochimicaeActaYM2013YMdciYMfggZfif 5.5 46

128 SignificantMdifferencesMinMfecalMmicrobiotaMareMassociatedMwithMvariousMstagesMofMglucoseMtoleranceM
inMtfricanMtmericanMmaleMveteransaMTranslationaleResearchYM2015YMdiiYMgcdZdd 11 44

127 zutMmicrobiotaMvariesMbyMopioidMuseYMcirculatingMleptinMandMoxytocinMinMtfricanMtmericanMmenMwithM
diabetesMandMhighMburdenMofMchronicMdiseaseaMPLoSeONEYM2018YMdfYMecdlgdjd 3.7 44

126 tMsalinityMandMsulfateMmanipulationMofMhypersalineMmicrobialMmatsMrevealsMstasisMinMtheM
cyanobacterialMcommunityMstructureaMISMEeJournalYM2008YMeYMghjZjc 11.9 43

125 wietaryMinulinMaltersMtheMgutMmicrobiomeYMenhancesMsystemicMmetabolismMandMreducesM
neuroinflammationMinManMtPOxgMmouseMmodelaMPLoSeONEYM2019YMdgYMeceedkek 3.7 42

124 uacterialMvirulenceMagainstManMoceanicMbloomZformingMphytoplankterMisMmediatedMbyMalgalMwMSPaM
ScienceeAdvancesYM2018YMgYMeaauhjdi 14.3 39
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123 TheMnasalMmicrobiomeMinMpatientsMwithMchronicMrhinosinusitismMtnalyzingMtheMeffectsMofMatopyMandM
bacterialMfunctionalMpathwaysMinMdddMpatientsaMJournaleofeAllergyeandeClinicaleImmunologyYM2018YMdgeYMekjZelcaeg11.5 35

122 RootMmicrobiomeMresponseMtoMtreatedMwastewaterMirrigationaMScienceeofetheeTotaleEnvironmentYM2019
YMihhYMkllZlcj 10.2 35

121 SuicideMpolymeraseMendonucleaseMrestrictionYMaMnovelMtechniqueMforMenhancingMPvRMamplificationMofM
minorMwNtMtemplatesaMAppliedeandeEnvironmentaleMicrobiologyYM2005YMjdYMgjedZj 4.8 32

120 zenomicMMethodsMandMMicrobiologicalMTechnologiesMforMProfilingMNovelMandMxxtremeMxnvironmentsM
forMtheMxxtremeMMicrobiomeMProjectMUXMPVaMJournaleofeBiomoleculareTechniquesYM2017YMekYMfdZfl 1.1 31

119
TheMTMlifestyleTMofMbileMacidMj˛–ZdehydroxylatingMbacteriamMcomparativeMgenomicsYMmetatranscriptomicYM
andMbileMacidMmetabolomicsManalysisMofMaMdefinedMmicrobialMcommunityMinMgnotobioticMmiceaMGute
MicrobesYM2020YMddYMfkdZgcg

8.8 31

118 ReproducibleMchangesMinMtheMgutMmicrobiomeMsuggestMaMshiftMinMmicrobialMandMhostMmetabolismM
duringMspaceflightaMMicrobiomeYM2019YMjYMddf 16.6 29

117 αsolationMandMphysiologicalMcharacterizationMofMpsychrophilicMdenitrifyingMbacteriaMfromMpermanentlyM
coldMtrcticMfjordMsedimentsMUSvalbardYMNorwayVaMEnvironmentaleMicrobiologyYM2013YMdhYMdiciZdk 5.2 29

116 wraftMgenomeMsequenceMofMylavobacteriumMspaMstrainMyheYMisolatedMfromMtheMrhizosphereMofMbellM
pepperMUvapsicumMannuumMLaMcvaMMaccabiVaMJournaleofeBacteriologyYM2012YMdlgYMhgieZf 3.5 28

115 wecompositionMofMplanktonZderivedMdissolvedMorganicMmatterMinMpermeableMcoastalMsedimentsM2010YM
hhYMkhj 28

114 tbnormalMxatingMPatternsMvauseMvircadianMwisruptionMandMPromoteMtlcoholZtssociatedMvolonM
varcinogenesisaMCellulareandeMoleculareGastroenterologyeandeHepatologyYM2020YMlYMedlZefj 7.9 25

113 xffectsMofMtillageMpracticesMonMsoilMmicrobiomeMandMagriculturalMparametersaMScienceeofetheeTotale
EnvironmentYM2020YMjchYMdfhjld 10.2 24

112 vystMyluidMuiosignatureMtoMPredictMαntraductalMPapillaryMMucinousMNeoplasmsMofMtheMPancreasMwithM
–ighMMalignantMPotentialaMJournaleofetheeAmericaneCollegeeofeSurgeonsYM2019YMeekYMjedZjel 4.4 23

111 zenomicMxpidemiologyMofMUStfccMMethicillinZResistantMStaphylococcusMaureusMinManMUrbanM
vommunityaMClinicaleInfectiouseDiseasesYM2016YMieYMfjZgg 11.6 23

110 MicrobialMwiversityMinMModernMStromatolitesaMCellulareOrigineandeLifeeineExtremeeHabitatsYM2011YMfkfZgch 23

109 ThermodesulfobacteriumMgeofontisMspaMnovaYMaMhyperthermophilicYMsulfateZreducingMbacteriumM
isolatedMfromMObsidianMPoolYMYellowstoneMNationalMParkaMExtremophilesYM2013YMdjYMehdZif 3 22

108 SleepMfragmentationMincreasesMbloodMpressureMandMisMassociatedMwithMalterationsMinMtheMgutM
microbiomeMandMfecalMmetabolomeMinMratsaMPhysiologicaleGenomicsYM2020YMheYMekcZele 3.6 21

107 MurineMzutMMicrobiomeMtssociationMWithMtllelesaMFrontierseineImmunologyYM2020YMddYMecc 8.4 20

106 xffectsMofMgreenMteaMonMmiRNtMandMmicrobiomeMofMoralMepitheliumaMScientificeReportsYM2018YMkYMhkjf 4.9 20
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105
RestrictionMsiteZassociatedMwNtMsequencingMgeneratesMhighZqualityMsingleMnucleotideM
polymorphismsMforMassessingMhybridizationMbetweenMbigheadMandMsilverMcarpMinMtheMUnitedMStatesM
andMvhinaaMMoleculareEcologyeResourcesYM2014YMdgYMjlZki

8.4 20

104 tMsurveyMofMdeepwaterMhorizonMUwW–VMoilZdegradingMbacteriaMfromMtheMxasternMoysterMbiomeMandMitsM
surroundingMenvironmentaMFrontierseineMicrobiologyYM2014YMhYMdgl 5.7 20

103
zenomicMandMxpidemiologicalMxvidenceMforMvommunityMOriginsMofM–ospitalZOnsetM
MethicillinZResistantMStaphylococcusMaureusMuloodstreamMαnfectionsaMJournaleofeInfectiouseDiseasesYM
2017YMedhYMdigcZdigj

7 19

102 wraftMgenomeMsequencesMforMoilZdegradingMbacterialMstrainsMfromMbeachMsandsMimpactedMbyMtheM
deepwaterMhorizonMoilMspillaMGenomeeAnnouncementsYM2013YMdYM 19

101 SingleZcellMtranscriptionalMchangesMassociatedMwithMdrugMtoleranceMandMresponseMtoMcombinationM
therapiesMinMcanceraMNatureeCommunicationsYM2021YMdeYMdiek 17.4 19

100 MetagenomicMevaluationMofMbacterialMandMarchaealMdiversityMinMtheMgeothermalMhotMspringsMofM
manikaranYMαndiaaMGenomeeAnnouncementsYM2015YMfYM 18

99 WholeZgenomeMsequencesMofMfiveMoysterZassociatedMbacteriaMshowMpotentialMforMcrudeMoilM
hydrocarbonMdegradationaMGenomeeAnnouncementsYM2013YMdYM 18

98 PredictorsMofMObesityMamongMzutMMicrobiotaMuiomarkersMinMtfricanMtmericanMMenMwithMandMwithoutM
wiabetesaMMicroorganismsYM2019YMjYM 4.9 17

97 wecompositionMofMplanktonZderivedMdissolvedMorganicMmatterMinMpermeableMcoastalMsedimentsaM
LimnologyeandeOceanographyYM2010YMhhYMkhjZkjd 4.8 17

96 TheMMicrobiomeMvompositionMofMaMManTsMPenisMPredictsMαncidentMuacterialMVaginosisMinM–isMyemaleM
SexMPartnerMWithM–ighMtccuracyaMFrontierseineCellulareandeInfectioneMicrobiologyYM2020YMdcYMgff 5.9 17

95 SynergisticMeffectsMofMtPOxMandMsexMonMtheMgutMmicrobiomeMofMyoungMxytwMtransgenicMmiceaM
MoleculareNeurodegenerationYM2019YMdgYMgj 19 17

94 ttopicMdermatitisMandMfoodMsensitizationMinMSouthMtfricanMtoddlersmMRoleMofMfiberMandMgutMmicrobiotaaM
AnnalseofeAllergyqeAsthmaeandeImmunologyYM2017YMddkYMjgeZjgfaef 3.2 16

93 tMNewMxraMforMSpaceMLifeMSciencemMαnternationalMStandardsMforMSpaceMOmicsMProcessingaMPatternsYM
2020YMdYMdccdgk 5.1 16

92 MolecularMandMlipidMbiomarkerManalysisMofMaMgypsumZhostedMendoevaporiticMmicrobialMcommunityaM
GeobiologyYM2014YMdeYMieZke 4.3 16

91
weepMvharacterizationMofMtheMMicrobiomesMofMvalophyaMsppaMU–emipteramMvalophyidaeVMzallZαnducingM
PsyllidsMRevealsMtheMtbsenceMofMPlantMPathogenicMuacteriaMandMThreeMwominantMxndosymbiontsaM
PLoSeONEYM2015YMdcYMecdfeegk

3.7 16

90 MicrobialMdiversityMofMgenitalMulcerMdiseaseMinMmenMenrolledMinMaMrandomizedMtrialMofMmaleM
circumcisionMinMKisumuYMKenyaaMPLoSeONEYM2012YMjYMefklld 3.7 16

89 TheMbacterialMcompositionMwithinMtheMSarraceniaMpurpureaMmodelMsystemmMlocalMscaleMdifferencesMandM
theMrelationshipMwithMtheMotherMmembersMofMtheMfoodMwebaMPLoSeONEYM2012YMjYMehclil 3.7 16

88 MicrogliaYMinflammationMandMgutMmicrobiotaMresponsesMinMaMprogressiveMmonkeyMmodelMofM
ParkinsonTsMdiseasemMtMcaseMseriesaMNeurobiologyeofeDiseaseYM2020YMdggYMdchcej 7.5 16
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87 xffectMofMtemperatureMonMmethaneMoxidationMandMcommunityMcompositionMinMlandfillMcoverMsoilaM
JournaleofeIndustrialeMicrobiologyeandeBiotechnologyYM2019YMgiYMdekfZdelh 4.2 15

86 vomparativeMzenomicsMandMMetabolicMtnalysisMRevealsMPeculiarMvharacteristicsMofMRhodococcusM
opacusMStrainMMedfMParticularlyMforMNaphthaleneMwegradationaMPLoSeONEYM2016YMddYMecdidcfe 3.7 15

85 SingleZtrmYMNonZrandomizedYMTimeMSeriesYMSingleZSubjectMStudyMofMyecalMMicrobiotaMTransplantationM
inMMultipleMSclerosisaMFrontierseineNeurologyYM2020YMddYMljk 4.1 15

84
TheMvombinationMofMeTZyucosyllactoseMwithMShortZvhainMzalactoZOligosaccharidesMandMLongZvhainM
yructoZOligosaccharidesMthatMxnhanceMαnfluenzaMVaccineMResponsesMαsMtssociatedMwithMMucosalM
αmmuneMRegulationMinMMiceaMJournaleofeNutritionYM2019YMdglYMkhiZkil

4.1 14

83 MicrobialMandMgeochemicalMassessmentMofMbauxiticMunZminedMandMpostZminedMchronosequenceMsoilsM
fromMMochoMMountainsYMβamaicaaMMicrobialeEcologyYM2012YMigYMjfkZgl 4.4 14

82 –epaticMdeficiencyMofMtheMpioneerMtranscriptionMfactorMyoxtMrestrictsMhepatitisMuMvirusMbiosynthesisM
byMtheMdevelopmentalMregulationMofMviralMwNtMmethylationaMPLoSePathogensYM2017YMdfYMedcciefl 7.6 14

81 αnvestigationMofMRespiratoryMSyncytialMVirusMOutbreakMonManMtdultMStemMvellMTransplantMUnitMbyMUseM
ofMWholeZzenomeMSequencingaMJournaleofeClinicaleMicrobiologyYM2017YMhhYMelhiZelif 9.7 13

80 MolecularMtoolsMforMisolateMandMcommunityMstudiesMofMPyrenomyceteMfungiaMMycologiaYM2004YMliYMgflZghd 2.4 13

79 xffectMofMp–MonMMethaneMOxidationMandMvommunityMvompositionMinMLandfillMvoverMSoilaMJournaleofe
EnvironmentaleEngineeringqeASCEYM2020YMdgiYMcgceccfj 2 12

78 vonsiderationsMWhenMwesigningMaMMicrobiomeMStudymMαmplicationsMforMNursingMScienceaMBiologicale
ResearcheforeNursingYM2019YMedYMdehZdgd 2.6 12

77
MicrobialMvommunityMStructureMtssociatedMwithMuiogeochemicalMProcessesMinMtheMSulfateâ��MethaneM
TransitionMZoneMUSMTZVMofMzasZhydrateZbearingMSedimentMofMtheMUlleungMuasinYMxastMSeaaM
GeomicrobiologyeJournalYM2017YMfgYMecjZedl

2.5 11

76 zenomeZcentricMevaluationMofMspaMstrainMSRSZWZeZecdiMresistantMtoMhighMconcentrationsMofMuraniumM
andMnickelMisolatedMfromMtheMSavannahMRiverMSiteMUSRSVYMUStaMGenomicseDataYM2017YMdeYMieZik 10

75
WatershedZscaleMfungalMcommunityMcharacterizationMalongMaMp–MgradientMinMaMsubsurfaceM
environmentMcocontaminatedMwithMuraniumMandMnitrateaMAppliedeandeEnvironmentaleMicrobiologyYM
2014YMkcYMdkdcZec

4.8 10

74 TheMmicrobiomeMasMaMbiosensormMfunctionalMprofilesMelucidateMhiddenMstressMinMhostsaMMicrobiomeYM
2020YMkYMjd 16.6 10

73 yrequentMMethicillinZResistantMStaphylococcusMaureusMαntroductionsMαntoManMαnnerZcityMβailmM
αndicationsMofMvommunityMTransmissionMNetworksaMClinicaleInfectiouseDiseasesYM2020YMjdYMfefZffd 11.6 10

72
StarchZentrappedMmicrosphereMfibersMimproveMbowelMhabitMbutMdoMnotMexhibitMprebioticMcapacityMinM
thoseMwithMunsatisfactoryMbowelMhabitsmMaMphaseMαYMrandomizedYMdoubleZblindYMcontrolledMhumanMtrialaM
NutritioneResearchYM2017YMggYMejZfj

4 9

71 tssessingMtheMxfficiencyMofMvultivationMTechniquesMToMRecoverMNaturalMProductMuiosyntheticMzeneM
PopulationsMfromMSedimentaMACSeChemicaleBiologyYM2018YMdfYMecjgZeckd 4.9 9

70 vompleteMzenomeMofMMicromonosporaMspaMStrainMucciMRevealsMuiosyntheticMPotentialMofMaMLakeM
MichiganMtctinomyceteaMJournaleofeNaturaleProductsYM2018YMkdYMechjZecik 4.9 9
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69 tssessmentMofMtheMimpactMofMdifferentMfecalMstorageMprotocolsMonMtheMmicrobiotaMdiversityMandM
compositionmMaMpilotMstudyaMBMCeMicrobiologyYM2019YMdlYMdgh 4.5 9

68 zenomeMsequencesMforMthreeMdenitrifyingMbacterialMstrainsMisolatedMfromMaMuraniumZMandM
nitrateZcontaminatedMsubsurfaceMenvironmentaMGenomeeAnnouncementsYM2013YMdYM 9

67 wraftMzenomeMSequenceMofMRhodococcusMopacusMStrainMMedfMShowsMaMwiverseMvatabolicMPotentialaM
GenomeeAnnouncementsYM2013YMdYM 9

66 vompostMMicrobialMPopulationsMandMαnteractionsMwithMPlantsM2010YMefdZehd 9

65 –ostMzeneticMyactorsMtssociatedMwithMVaginalMMicrobiomeMvompositionMinMKenyanMWomenaM
MSystemsYM2020YMhYM 7.6 9

64 NasopharyngealMMicrobiotaMinMStRSZvoVZeMPositiveMandMNegativeMPatientsaMBiologicaleProcedurese
OnlineYM2021YMefYMdc 8.3 9

63 wenaturingMzradientMzelMxlectrophoresisMUwzzxVMforMMicrobialMvommunityMtnalysisaMSpringere
ProtocolsYM2015YMjjZll 0.3 8

62 wetectionMofMrespiratoryMpathogensMinMclinicalMsamplesMusingMmetagenomicMshotgunMsequencingaM
JournaleofeMedicaleMicrobiologyYM2019YMikYMlliZdcce 3.2 8

61 xffectMofMwietaryMyiberMonMtheMvompositionMofMtheMMurineMwentalMMicrobiomeaMDentistryeJournalYM
2019YMjYM 3.1 7

60 yaropenemMresistanceMcausesMinMvitroMcrossZresistanceMtoMcarbapenemsMinMxSuLZproducingM
xscherichiaMcoliaMInternationaleJournaleofeAntimicrobialeAgentsYM2020YMhhYMdchlce 14.3 7

59 yructoseMdietMalleviatesMacetaminophenZinducedMhepatotoxicityMinMmiceaMPLoSeONEYM2017YMdeYMecdkeljj 3.7 7

58 MicroorganismsMandMProcessesMLinkedMtoMUraniumMReductionMandMαmmobilizationddjZdfk 7
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