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h Paper IF Citations

370 àresenceKofKRecombinantKsatKtoronavirusKxttutbKinKtambodianKsatsZZKVirusesWK2022WKbeWK 6.2 1

369 yumanK–asalKvpithelialKtellsKαustainKàersistentKαrRαYtoVYcKznfectionKWKdespiteKvlicitingKaKàrolongedK
rntiviralKResponseZZKMBioWK2022WKeadedgcb 7.8 1

368 βheKspeciesYspecificKcicKresidueKinKtheKàscKsubunitKofKtheKpolymeraseKregulatesKR–rKsynthesisKandK
replicationKofKinfluenzaKrKvirusesKinfectingKbatKandKnonYbatKhostsZZKJournalcofcVirologyWK2022WKjviacbjacb 6.6

367 uecreasedKmemoryKsKcellKfrequenciesKinKt VzuYbjKdeltaKvariantKvaccineKbreakthroughKinfectionZZK
EMBOcMolecularcMedicineWK2022WKebfcch 12 6

366 rssociationKofKyomologousKandKyeterologousKVaccineKsoostersKWithKt VzuYbjKzncidenceKandK
αeverityKinKαingaporeZZKJAMAcrcJournalcofcthecAmericancMedicalcAssociationWK2022WK 27.4 3

365 αeroprevalenceKofKàteropineKorthoreovirusKinKhumansKremainKsimilarKafterKnearlyKtwoKdecadesK
ScaabYcaacKvsZKcabhTKinKβiomanKzslandWK”alaysiaZKJournalcofcMedicalcVirologyWK2022WKjeWKhhbYhhf 19.7 2

364 uifferentialKescapeKofKneutralizingKantibodiesKbyKαrRαYtoVYcK micronKandKpreYemergentK
sarbecovirusesZK2022WK 2

363 RobustKneutralisingKantibodyKresponseKtoKαrRαYtoVYcKmR–rKvaccinationKinKadolescentsKandKyoungK
adultsKwithKchildhoodKonsetKrheumaticKdiseasesZZKRheumatologyWK2022WK 3.9 2

362 uiscrepantKserologicalKfindingsKinKαrRαYtoVYcKàtRKnegativeWKhospitalisedKpatientsKwithKfeverKandK
acuteKrespiratoryKsymptomsKduringKtheKpandemicZZKJournalcofcMedicalcVirologyWK2022WK 19.7 1

361
uynamicsKofK–eutralizingKrntibodyKandKβYtellKResponsesKtoKαrRαYtoVYcKandKVariantsKofKtoncernK
afterKàrimaryKzmmunizationKwithKtoronaVacKandKsoosterKwithKs–βbgcbcKorKthrd xbKinKyealthK
tareKWorkersZKVaccinesWK2022WKbaWKgdj

5.3 2

360 àhageKzmmunoàrecipitationKαequencingKSàhzàYαeqTkKβheKàromiseKofKyighKβhroughputKαerologyZK
PathogensWK2022WKbbWKfgi 4.5 0

359 RoleKofKrnimalsKinKtheKt VzuYbjK utbreakK2022WKcbYdj

358 Wy KinternationalKstandardKforKαrRαYtoVYcKantibodiesKtoKdetermineKmarkersKofKprotectionZZK
LancetcMicrobepcTheWK2021WK 22.2 9

357 VirologicalKandKserologicalKkineticsKofKαrRαYtoVYcKueltaKvariantKvaccineYbreakthroughKinfectionskKaK
multiYcenterKcohortKstudyZKClinicalcMicrobiologycandcInfectionWK2021WK 9.5 78

356 –eutralizingKrctivityKandKαrRαYtoVYcKVaccineKmR–rKàersistenceKinKαerumKandKsreastmilkKrfterK
s–βbgcbcKVaccinationKinK“actatingKWomenZZKFrontierscincImmunologyWK2021WKbcWKhidjhf 8.4 4

355 ueconvolutingKviromeYwideKantibodyKepitopeKreactivityKprofilesZZKEBioMedicineWK2021WKhfWKbadheh 8.8 3

354 znfectiousKdiseaseKinKanKeraKofKglobalKchangeZKNaturecReviewscMicrobiologyWK2021WK 22.2 52
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353 rKnewKyendraKvirusKgenotypeKfoundKinKrustralianKflyingKfoxesZKVirologycJournalWK2021WKbiWKbjh 6.1 5

352 zdentificationKofKZuyytbhKasKaKàotentialKurugKβargetKforKαwineKrcuteKuiarrheaKαyndromeK
toronavirusKznfectionZKMBioWK2021WKbcWKeacdeccb 7.8 3

351 WidelyKheterogeneousKhumoralKandKcellularKimmunityKafterKmildKαrRαYtoVYcKinfectionKinKaK
homogeneousKpopulationKofKhealthyKyoungKmenZKEmergingcMicrobescandcInfectionsWK2021WKbaWKcbebYcbfa 18.9 4

350 ViralKuynamicsKandKzmmuneKtorrelatesKofKtoronavirusKuiseaseKcabjKSt VzuYbjTKαeverityZKClinicalc
InfectiouscDiseasesWK2021WKhdWKecjdcYecjec 11.6 68

349 rtvcKreceptorKusageKrevealsKvariationKinKsusceptibilityKtoKαrRαYtoVKandKαrRαYtoVYcKinfectionK
amongKbatKspeciesZKNaturecEcologycandcEvolutionWK2021WKfWKgaaYgai 12.3 30

348 yighlyKfunctionalKvirusYspecificKcellularKimmuneKresponseKinKasymptomaticKαrRαYtoVYcKinfectionZK
JournalcofcExperimentalcMedicineWK2021WKcbiWK 16.6 97

347 uecodingKbatKimmunitykKtheKneedKforKaKcoordinatedKresearchKapproachZKNaturecReviewscImmunology
WK2021WKcbWKcgjYchb 36.5 8

346 àhenotypicKuivergenceKofKàKàroteinsKofKrustralianKsatK“yssavirusK“ineagesKtirculatingKinK”icrobatsK
andKwlyingKwoxesZKVirusesWK2021WKbdWK 6.2 3

345 rKVirusYαpecificKzmmuneKRheostatKinKtheKzmmunomeKofKàatientsKRecoveringKwromK”ildKt VzuYbjZK
FrontierscincImmunologyWK2021WKbcWKghechj 8.4 1

344
αystemicKinflammationWKinnateKimmunityKandKpathogenesisKafterKZikaKvirusKinfectionKinKcynomolgusK
macaquesKareKmodulatedKbyKstrainYspecificityKwithinKtheKrsianKlineageZKEmergingcMicrobescandc
InfectionsWK2021WKbaWKbefhYbeha

18.9 0

343 uynamicsKofKαrRαYtoVYcKneutralisingKantibodyKresponsesKandKdurationKofKimmunitykKaKlongitudinalK
studyZKLancetcMicrobepcTheWK2021WKcWKeceaYecej 22.2 144

342 tultureWKexpansionWKandKflowYcytometryYbasedKfunctionalKanalysisKofKpteropidKbatK”RbYrestrictedK
unconventionalKβ´ cellsZKSTARcProtocolsWK2021WKcWKbaaeih 1.4 0

341 –eutralizingKrntibodiesKβitersKandKαideKvffectsKinKResponseKtoKs–βbgcbcKVaccineKinKyealthcareK
WorkersKwithKandKwithoutKàriorKαrRαYtoVYcKznfectionZKVaccinesWK2021WKjWK 5.3 18

340 αrRαYtoVYcKseroprevalenceKandKtransmissionKriskKfactorsKamongKhighYriskKcloseKcontactskKaK
retrospectiveKcohortKstudyZKLancetcInfectiouscDiseasespcTheWK2021WKcbWKdddYded 25.5 86

339 “essonsKfromKtheKhostKdefencesKofKbatsWKaKuniqueKviralKreservoirZKNatureWK2021WKfijWKdgdYdha 50.4 70

338 yenipavirusesKSàaramyxoviridaeTK2021WKdffYdgb

337 satsKandKtoronavirusesKinKtheKtontextKofKt VzuYbjZKChinacCDCcWeeklyWK2021WKdWKbfdYbff 4 1

336 àositiveKRβYàtRKdetectedKinKpatientsKrecoveredKfromKt VzuYbjZKAnnalscofcthecAcademycofcMedicinepc
SingaporeWK2021WKfaWKbjbYbje 2.8 1
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335 vvidenceKforKαrRαYtoVYcKrelatedKcoronavirusesKcirculatingKinKbatsKandKpangolinsKinKαoutheastKrsiaZK
NaturecCommunicationsWK2021WKbcWKjhc 17.4 135

334 varlyKinductionKofKfunctionalKαrRαYtoVYcYspecificKβKcellsKassociatesKwithKrapidKviralKclearanceKandK
mildKdiseaseKinKt VzuYbjKpatientsZKCellcReportsWK2021WKdeWKbaihci 10.6 220

333 “ongYβermKyumoralKzmmuneKResponseKinKàersonsKwithKrsymptomaticKorK”ildKαrRαYtoVYcK
znfectionWKVietnamZKEmergingcInfectiouscDiseasesWK2021WKchWKggdYggg 10.2 9

332 varlyKdetectionKofKneutralizingKantibodiesKagainstKαrRαYtoVYcKinKt VzuYbjKpatientsKinKβhailandZK
PLoScONEWK2021WKbgWKeacegige 3.7 10

331 àanYαarbecovirusK–eutralizingKrntibodiesKinKs–βbgcbcYzmmunizedKαrRαYtoVYbKαurvivorsZKNewc
EnglandcJournalcofcMedicineWK2021WKdifWKbeabYbeag 59.2 51

330 satKviromeKresearchkKtheKpastWKtheKpresentKandKtheKfutureZKCurrentcOpinioncincVirologyWK2021WKejWKgiYia 7.5 2

329 tomprehensiveKmappingKofKαrRαYtoVYcKinteractionsKinKvivoKrevealsKfunctionalKvirusYhostK
interactionsZKNaturecCommunicationsWK2021WKbcWKfbbd 17.4 10

328 cacbKβaxonomicKupdateKofKphylumK–egarnaviricotaKSRiboviriakK rthornaviraeTWKincludingKtheKlargeK
ordersKsunyaviralesKandK”ononegaviralesZKArchivescofcVirologyWK2021WKbggWKdfbdYdfgg 2.6 10

327  rthogonalKgenomeYwideKscreensKofKbatKcellsKidentifyK”βywubKasKaKtargetKofKbroadKantiviralK
therapyZKProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaWK2021WKbbiWK 11.5 5

326 rKstrategyKtoKassessKspilloverKriskKofKbatKαrRαYrelatedKcoronavirusesKinKαoutheastKrsiaK2021WK 5

325 RapidKmeasurementKofKαrRαYtoVYcKspikeKβKcellsKinKwholeKbloodKfromKvaccinatedKandKnaturallyK
infectedKindividualsZKJournalcofcClinicalcInvestigationWK2021WKbdbWK 15.9 20

324 rbsenceKofKαrRαYtoVYcKantibodiesKinKpreYpandemicKplasmaKfromKchildrenKandKadultsKinKVietnamZK
InternationalcJournalcofcInfectiouscDiseasesWK2021WKbbbWKbchYbcj 10.5 3

323 vvaluationKofKaKsurrogateKvirusKneutralizationKtestKforKhighYthroughputKserosurveillanceKofK
αrRαYtoVYcZKJournalcofcVirologicalcMethodsWK2021WKcjhWKbbecci 2.6 6

322 αrRαYtoVYcKneutralizingKantibodiesKinKpatientsKwithKvaryingKseverityKofKacuteKt VzuYbjKillnessZK
ScientificcReportsWK2021WKbbWKcagc 4.9 27

321 αrRαYtoVYcKneutralizingKantibodyKlevelsKareKcorrelatedKwithKseverityKofKt VzuYbjKpneumoniaZK
BiomedicinecandcPharmacotherapyWK2020WKbdaWKbbagcj 7.5 32

320 znterferonKRegulatoryKwactorsKzRwbKandKzRwhKuirectlyKRegulateKxeneKvxpressionKinKsatsKinKResponseK
toKViralKznfectionZKCellcReportsWK2020WKddWKbaidef 10.6 7

319 rchimotaKàararubulavirusKdkKrK–ewKsatYuerivedKàaramyxovirusKofKtheKxenusZKVirusesWK2020WKbcWK 6.2 2

318 –ipahKvirusKdynamicsKinKbatsKandKimplicationsKforKspilloverKtoKhumansZKProceedingscofcthecNationalc
AcademycofcSciencescofcthecUnitedcStatescofcAmericaWK2020WKbbhWKcjbjaYcjcab 11.5 44
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317 uetectionKofKRecombinantKRousettusKsatKtoronavirusKxttutbKinK“esserKuawnKsatsKSTKinKαingaporeZK
VirusesWK2020WKbcWK 6.2 9

316 “ackKofKcrossYneutralizationKbyKαrRαKpatientKseraKtowardsKαrRαYtoVYcZKEmergingcMicrobescandc
InfectionsWK2020WKjWKjaaYjac 18.9 62

315 ReplyZKOphthalmologyWK2020WKbchWKebaeYebaf 7.3 2

314 αerologicalKdifferentiationKbetweenKt VzuYbjKandKαrRαKinfectionsZKEmergingcMicrobescandc
InfectionsWK2020WKjWKbejhYbfaf 18.9 66

313 yumanK”rzβKcellKcytolyticKeffectorKproteinsKsynergizeKtoKovercomeKcarbapenemKresistanceKinK
vscherichiaKcoliZKPLoScBiologyWK2020WKbiWKedaaagee 9.7 20

312 uistinctKtellKβranscriptomicK“andscapesKγponKyenipavirusKznfectionsZKFrontierscincMicrobiologyWK
2020WKbbWKjig 5.7 2

311 àositiveKαelectionKofKaKαerineKResidueKinKsatKzRwdKtonfersKvnhancedKrntiviralKàrotectionZKIScienceWK
2020WKcdWKbaajfi 6.1 17

310 rssessingKViralKαheddingKandKznfectivityKofKβearsKinKtoronavirusKuiseaseKcabjKSt VzuYbjTKàatientsZK
OphthalmologyWK2020WKbchWKjhhYjhj 7.3 229

309 –ovelKznsightsKforKsiosurveillanceKofKsatYsorneKVirusesZKProceedingsclmdpimWK2020WKfaWKeh 0.3

308 vpidemiologicKweaturesKandKtlinicalKtourseKofKàatientsKznfectedKWithKαrRαYtoVYcKinKαingaporeZK
JAMAcrcJournalcofcthecAmericancMedicalcAssociationWK2020WKdcdWKbeiiYbeje 27.4 1313

307 wromKyendraKtoKWuhankKwhatKhasKbeenKlearnedKinKrespondingKtoKemergingKzoonoticKvirusesZKLancetpc
TheWK2020WKdjfWKeddYede 40 45

306
αafetyWKtolerabilityWKpharmacokineticsWKandKimmunogenicityKofKaKhumanKmonoclonalKantibodyK
targetingKtheKxKglycoproteinKofKhenipavirusesKinKhealthyKadultskKaKfirstYinYhumanWKrandomisedWK
controlledWKphaseKbKstudyZKLancetcInfectiouscDiseasespcTheWK2020WKcaWKeefYefe

25.5 20

305 uiscoveryKofKsatKtoronavirusesKthroughKαurveillanceKandKàrobeKtaptureYsasedK–extYxenerationK
αequencingZKMSphereWK2020WKfWK 5 44

304 zmmunophenotypingKmonocytesWKmacrophagesKandKgranulocytesKinKtheKàteropodidKbatKvonycterisK
spelaeaZKScientificcReportsWK2020WKbaWKdaj 4.9 5

303 rcuteKexperimentalKinfectionKofKbatsKandKferretsKwithKyendraKviruskKznsightsKintoKtheKearlyKhostK
responseKofKtheKreservoirKhostKandKsusceptibleKmodelKspeciesZKPLoScPathogensWK2020WKbgWKebaaiebc 7.6 11

302 tonnectingKclustersKofKt VzuYbjkKanKepidemiologicalKandKserologicalKinvestigationZKLancetc
InfectiouscDiseasespcTheWK2020WKcaWKiajYibf 25.5 175

301 znfectionKofKhumanK–asalKvpithelialKtellsKwithKαrRαYtoVYcKandKaKdicYntKdeletionKisolateKlackingK
 RwiKrevealsKsimilarKviralKkineticsKandKhostKtranscriptionalKprofilesZKPLoScPathogensWK2020WKbgWKebaajbda 7.6 46

300 rcceleratedKviralKdynamicsKinKbatKcellKlinesWKwithKimplicationsKforKzoonoticKemergenceZKELifeWK2020WKjWK 8.9 64

(2020-2020)
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299 ruthorKresponsekKrcceleratedKviralKdynamicsKinKbatKcellKlinesWKwithKimplicationsKforKzoonoticK
emergenceK2020WK 3

298 rnKunusualKt VzuYbjKcaseKwithKoverKfourKmonthsKofKviralKsheddingKinKtheKpresenceKofKlowK
neutralizingKantibodieskKaKcaseKreportZKJournalcofcBiomedicalcResearchWK2020WKdeWKehaYehe 1.5 5

297 ”RbYRestrictedKβKtellsKwithK”rzβYlikeKtharacteristicsKrreKwunctionallyKtonservedKinKtheKàteropidK
satZKIScienceWK2020WKcdWKbabihg 6.1 5

296  riginKandKcrossYspeciesKtransmissionKofKbatKcoronavirusesKinKthinaK2020WK 16

295  ptimizingKdissectionWKsampleKcollectionKandKcellKisolationKprotocolsKforKfrugivorousKbatsZKMethodsc
incEcologycandcEvolutionWK2020WKbbWKbfaYbfi 7.7 3

294 βheKtemporalKR–rKviromeKpatternsKofKaKlesserKdawnKbatKSTKcolonyKrevealedKbyKdeepKsequencingZK
ViruscEvolutionWK2020WKgWKveaaabh 3.7 3

293 –ipahqcakK“essonsK“earnedKfromKrnotherKVirusKwithKàandemicKàotentialZKMSphereWK2020WKfWK 5 5

292 rKαrRαYtoVYcKsurrogateKvirusKneutralizationKtestKbasedKonKantibodyYmediatedKblockageKofK
rtvcYspikeKproteinYproteinKinteractionZKNaturecBiotechnologyWK2020WKdiWKbahdYbahi 44.5 528

291 uiscoveryKandKxenomicKtharacterizationKofKaKdicY–ucleotideKueletionKinK RwhbKandK RwiKduringK
theKvarlyKvvolutionKofKαrRαYtoVYcZKMBioWK2020WKbbWK 7.8 175

290 αrRαYtoVYcYspecificKβKcellKimmunityKinKcasesKofKt VzuYbjKandKαrRαWKandKuninfectedKcontrolsZK
NatureWK2020WKfieWKefhYegc 50.4 1002

289
tomplementaryKregulationKofKcaspaseYbKandKz“Yb˛†KrevealsKadditionalKmechanismsKofKdampenedK
inflammationKinKbatsZKProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofc
AmericaWK2020WKbbhWKcijdjYcijej

11.5 18

288 uisentanglingKetiologiesKofKt–αKinfectionsKinKαingaporeKusingKmultipleKcorrespondenceKanalysisKandK
randomKforestZKScientificcReportsWK2020WKbaWKbicbj 4.9 3

287 àossibilityKforKreverseKzoonoticKtransmissionKofKαrRαYtoVYcKtoKfreeYrangingKwildlifekKrKcaseKstudyKofK
batsZKPLoScPathogensWK2020WKbgWKebaaihfi 7.6 83

286 rKàotentKàostentryKRestrictionKtoKàrimateK“entivirusesKinKaKYinpterochiropteranKsatZKMBioWK2020WK
bbWK 7.8 6

285 –euroimagingKinKZoonoticK utbreaksKrffectingKtheKtentralK–ervousKαystemkKrreKWeKwightingKtheK
“astKWarpZKAmericancJournalcofcNeuroradiologyWK2020WKebWKbhgaYbhgh 4.4 1

284  riginKandKcrossYspeciesKtransmissionKofKbatKcoronavirusesKinKthinaZKNaturecCommunicationsWK2020WK
bbWKecdf 17.4 144

283 vffectsKofKaKmajorKdeletionKinKtheKαrRαYtoVYcKgenomeKonKtheKseverityKofKinfectionKandKtheK
inflammatoryKresponsekKanKobservationalKcohortKstudyZKLancetpcTheWK2020WKdjgWKgadYgbb 40 247

282 “etterKfromKαingaporekKβheKclinicalKandKresearchKresponseKtoKt VzuYbjZKRespirologyWK2020WKcfWKbbabYbbac3.6 5
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281
RobustKdengueKvirusKinfectionKinKbatKcellsKandKlimitedKinnateKimmuneKresponsesKcoupledKwithK
positiveKserologyKfromKbatsKinKzndo”alayaKandKrustralasiaZKCellularcandcMolecularcLifecSciencesWK2020
WKhhWKbgahYbgcc

10.3 7

280 znfectiousKKoRVYrelatedKretrovirusesKcirculatingKinKrustralianKbatsZKProceedingscofcthecNationalc
AcademycofcSciencescofcthecUnitedcStatescofcAmericaWK2020WKbbhWKjfcjYjfdg 11.5 15

279 yumanK”rzβKcellKcytolyticKeffectorKproteinsKsynergizeKtoKovercomeKcarbapenemKresistanceKinK
vscherichiaKcoliK2020WKbiWKedaaagee

278 yumanK”rzβKcellKcytolyticKeffectorKproteinsKsynergizeKtoKovercomeKcarbapenemKresistanceKinK
vscherichiaKcoliK2020WKbiWKedaaagee

277 yumanK”rzβKcellKcytolyticKeffectorKproteinsKsynergizeKtoKovercomeKcarbapenemKresistanceKinK
vscherichiaKcoliK2020WKbiWKedaaagee

276 yumanK”rzβKcellKcytolyticKeffectorKproteinsKsynergizeKtoKovercomeKcarbapenemKresistanceKinK
vscherichiaKcoliK2020WKbiWKedaaagee

275 yumanK”rzβKcellKcytolyticKeffectorKproteinsKsynergizeKtoKovercomeKcarbapenemKresistanceKinK
vscherichiaKcoliK2020WKbiWKedaaagee

274 yumanK”rzβKcellKcytolyticKeffectorKproteinsKsynergizeKtoKovercomeKcarbapenemKresistanceKinK
vscherichiaKcoliK2020WKbiWKedaaagee

273 àeptideKpresentationKbyKbatK”ytKclassKzKprovidesKnewKinsightKintoKtheKantiviralKimmunityKofKbatsZK
PLoScBiologyWK2019WKbhWKedaaaedg 9.7 15

272 αynchronousKsheddingKofKmultipleKbatKparamyxovirusesKcoincidesKwithKpeakKperiodsKofKyendraKvirusK
spilloverZKEmergingcMicrobescandcInfectionsWK2019WKiWKbdbeYbdcd 18.9 31

271 βaxonomyKofKtheKorderK”ononegaviraleskKsecondKupdateKcabiZKArchivescofcVirologyWK2019WKbgeWKbcddYbcee2.6 50

270 VirusesKinKbatsKandKpotentialKspilloverKtoKanimalsKandKhumansZKCurrentcOpinioncincVirologyWK2019WKdeWKhjYij7.5 110

269 yighKbasalKheatYshockKproteinKexpressionKinKbatsKconfersKresistanceKtoKcellularKheat/oxidativeK
stressZKCellcStresscandcChaperonesWK2019WKceWKidfYiej 4 18

268
αerologicalKevidenceKandKexperimentalKinfectionKofKcynomolgusKmacaquesKwithKpteropineK
orthoreovirusKrevealKmonkeysKasKpotentialKhostsKforKtransmissionKtoKhumansZKEmergingcMicrobesc
andcInfectionsWK2019WKiWKhihYhjf

18.9 4

267 αtudiesKonKsKtellsKinKtheKwruitYvatingKslackKwlyingKwoxKSZKFrontierscincImmunologyWK2019WKbaWKeij 8.4 9

266 βaxonomyKofKtheKorderK”ononegaviraleskKupdateKcabjZKArchivescofcVirologyWK2019WKbgeWKbjghYbjia 2.6 133

265 tomparativeK“ossYofYwunctionKαcreensKRevealKrstvbKasKanKvssentialKtellularKyostKwactorKforK
vfficientKβranslationKofKandZKMBioWK2019WKbaWK 7.8 15

264
rpplicationKofKaKtargetedYenrichmentKmethodologyKforKfullYgenomeKsequencingKofKuengueKbYeWK
thikungunyaKandKZikaKvirusesKdirectlyKfromKpatientKsamplesZKPLoScNeglectedcTropicalcDiseasesWK2019WK
bdWKeaaahbie

4.8 9

(2019-2020)
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263 tellKsurfaceK˛–cWdYlinkedKsialicKacidKfacilitatesKZikaKvirusKinternalizationZKEmergingcMicrobescandc
InfectionsWK2019WKiWKecgYedh 18.9 22

262 vnhancedKrutophagyKtontributesKtoKReducedKViralKznfectionKinKslackKwlyingKwoxKtellsZKVirusesWK2019WK
bbWK 6.2 20

261 uiversityKandKvvolutionKofKViralKàathogenKtommunityKinKtaveK–ectarKsatsKSTZKVirusesWK2019WKbbWK 6.2 10

260 uampenedK–“RàdYmediatedKinflammationKinKbatsKandKimplicationsKforKaKspecialKviralKreservoirKhostZK
NaturecMicrobiologyWK2019WKeWKhijYhjj 26.6 140

259 vntryKofKtheKbatKinfluenzaKybh–baKvirusKintoKmammalianKcellsKisKenabledKbyKtheK”ytKclassKzzKy“rYuRK
receptorZKNaturecMicrobiologyWK2019WKeWKcadfYcadi 26.6 19

258 àrobeKcaptureKenrichmentKnextYgenerationKsequencingKofKcompleteKfootYandYmouthKdiseaseKvirusK
genomesKinKclinicalKsamplesZKJournalcofcVirologicalcMethodsWK2019WKchcWKbbdhad 2.6 5

257 rstsbKprotectsKbatKcellsKfromKu–rKdamageKinducedKbyKgenotoxicKcompoundsZKNaturec
CommunicationsWK2019WKbaWKcica 17.4 11

256 αerologicalKevidenceKofK”vRαYtoVKandKyKγiYrelatedKtoVKcoYinfectionKinKKenyanKcamelsZKEmergingc
MicrobescandcInfectionsWK2019WKiWKbfciYbfde 18.9 12

255 tharacterizationKofKβeviotKvirusWKanKrustralianKbatYborneKparamyxovirusZKJournalcofcGeneralcVirologyWK
2019WKbaaWKeadYebd 4.9 5

254 uetectionKandKcharacterizationKofKaKnovelKbatYborneKcoronavirusKinKαingaporeKusingKmultipleK
molecularKapproachesZKJournalcofcGeneralcVirologyWK2019WKbaaWKbdgdYbdhe 4.9 18

253 ztβVKVirusKβaxonomyKàrofilekZKJournalcofcGeneralcVirologyWK2019WKbaaWKbfjdYbfje 4.9 80

252
αtructuralKandKfunctionalKanalysesKrevealKpromiscuousKandKspeciesKspecificKuseKofKephrinKreceptorsK
byKtedarKvirusZKProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaWK
2019WKbbgWKcahahYcahbf

11.5 17

251 zsolationKandKwullYxenomeKtharacterizationKofK–ipahKVirusesKfromKsatsWKsangladeshZKEmergingc
InfectiouscDiseasesWK2019WKcfWKbggYbha 10.2 21

250 αerologicalKevidenceKofKhumanKinfectionKbyKbatKorthoreovirusKinKαingaporeZKJournalcofcMedicalc
VirologyWK2019WKjbWKhahYhba 19.7 13

249 tharacterizationKofKaKfilovirusKS”˜�nglˆ KvirusTKfromKRousettusKbatsKinKthinaZKNaturecMicrobiologyWK
2019WKeWKdjaYdjf 26.6 75

248 uampenedKαβz–xYuependentKznterferonKrctivationKinKsatsZKCellcHostcandcMicrobeWK2018WKcdWKcjhYdabZee 23.4 119

247 αerologicalKvvidenceKofKsatKαrRαYRelatedKtoronavirusKznfectionKinKyumansWKthinaZKVirologicacSinicaWK
2018WKddWKbaeYbah 6.4 150

246 watalKswineKacuteKdiarrhoeaKsyndromeKcausedKbyKanKyKγcYrelatedKcoronavirusKofKbatKoriginZKNatureWK
2018WKffgWKcffYcfi 50.4 369
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245 uifferentialKvvolutionKofKrntiretroviralKRestrictionKwactorsKinKàteropidKsatsKasKRevealedKbyK
rà svtdKxeneKtomplexityZKMolecularcBiologycandcEvolutionWK2018WKdfWKbgcgYbgdh 8.3 30

244 βaxonomyKofKtheKorderK”ononegaviraleskKupdateKcabiZKArchivescofcVirologyWK2018WKbgdWKccidYccje 2.6 111

243 –ipahKVirusKznfectionZKJournalcofcClinicalcMicrobiologyWK2018WKfgWK 9.7 80

242 ZikaKvirusKinfectionKelicitsKautoYantibodiesKtoKtbqZKScientificcReportsWK2018WKiWKbiic 4.9 15

241 àroblemsKofKclassificationKinKtheKfamilyKàaramyxoviridaeZKArchivescofcVirologyWK2018WKbgdWKbdjfYbeae 2.6 17

240 RescueKandKcharacterizationKofKrecombinantKcedarKvirusWKaKnonYpathogenicKyenipavirusKspeciesZK
VirologycJournalWK2018WKbfWKfg 6.1 15

239 satYmouseKboneKmarrowKchimerakKaKnovelKanimalKmodelKforKdissectingKtheKuniquenessKofKtheKbatK
immuneKsystemZKScientificcReportsWK2018WKiWKehcg 4.9 6

238 ViralKregulationKofKhostKcellKbiologyKbyKhijackingKofKtheKnucleolarKu–rYdamageKresponseZKNaturec
CommunicationsWK2018WKjWKdafh 17.4 19

237 rnimalKinfectionKstudiesKofKtwoKrecentlyKdiscoveredKrfricanKbatKparamyxovirusesWKrchimotaKbKandK
rchimotaKcZKScientificcReportsWK2018WKiWKbchee 4.9 8

236 yerveyKviruskKαtudyKonKcoYcirculationKwithKyenipavirusesKinKàteropidKbatsKwithinKtheirKdistributionK
rangeKfromKrustraliaKtoKrfricaZKPLoScONEWK2018WKbdWKeabjbjdd 3.7 4

235
rKwunctionalKxenomicsKrpproachKtoKyenipavirusKResearchkKβheKRoleKofK–uclearKàroteinsWK
”icroR–rsKandKzmmuneKRegulatorsKinKznfectionKandKuiseaseZKCurrentcTopicscincMicrobiologycandc
ImmunologyWK2018WKebjWKbjbYcbd

3.3 3

234 βheKzw–KResponseKinKsatsKuisplaysKuistinctiveKzw–YαtimulatedKxeneKvxpressionKKineticsKwithK
rtypicalKR–rαv“KznductionZKJournalcofcImmunologyWK2018WKcaaWKcajYcbh 5.3 37

233 rlstonKVirusWKaK–ovelKàaramyxovirusKzsolatedKfromKsatsKtausesKγpperKRespiratoryKβractKznfectionKinK
vxperimentallyKthallengedKwerretsZKVirusesWK2018WKbaWK 6.2 7

232 xeneticKvvidenceKofK”iddleKvastKRespiratoryKαyndromeKtoronavirusKS”vRαYtovTKandKWidespreadK
αeroprevalenceKamongKtamelsKinKKenyaZKVirologicacSinicaWK2018WKddWKeieYejc 6.4 29

231 vxploringKtheKgenomeKandKtranscriptomeKofKtheKcaveKnectarKbatKvonycterisKspelaeaKwithKàacsioK
longYreadKsequencingZKGigaScienceWK2018WKhWK 7.6 16

230 αerologicKvvidenceKofKwruitKsatKvxposureKtoKwilovirusesWKαingaporeWKcabbYcabgZKEmergingcInfectiousc
DiseasesWK2018WKceWKbbeYbbh 10.2 34

229 αerologicalKtrossKReactivityKbetweenKZikaKandKuengueKVirusesKinKvxperimentallyKznfectedK”onkeysZK
VirologicacSinicaWK2018WKddWKdhiYdib 6.4 1

228
rnKacceleratedKrabiesKvaccineKscheduleKbasedKonKtollYlikeKreceptorKdKSβ“RdTKagonistKàzKrKadjuvantK
augmentsKrabiesKvirusKspecificKantibodyKandKβKcellKresponseKinKhealthyKadultKvolunteersZKVaccineWK
2017WKdfWKbbhfYbbid

4.1 16

(2017-2018)
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227 βaxonomyKofKtheKorderK”ononegaviraleskKupdateKcabhZKArchivescofcVirologyWK2017WKbgcWKcejdYcfae 2.6 137

226 znsightsKintoKtheKancestralKorganisationKofKtheKmammalianK”ytKclassKzzKregionKfromKtheKgenomeKofK
theKpteropidKbatWKàteropusKalectoZKBMCcGenomicsWK2017WKbiWKdii 4.5 8

225 xeneticallyKuiverseKwilovirusesKinKRousettusKandKvonycterisKsppZKsatsWKthinaWKcaajKandKcabfZK
EmergingcInfectiouscDiseasesWK2017WKcdWKeicYeig 10.2 47

224 zw–rRcYdependentKgeneKexpressionKprofileKinducedKbyKzw–Y˛–KinKàteropusKalectoKbatKcellsKandK
impactKofKzw–rRcKknockoutKonKvirusKinfectionZKPLoScONEWK2017WKbcWKeabicigg 3.7 20

223 uiscoveryKofKaKrichKgeneKpoolKofKbatKαrRαYrelatedKcoronavirusesKprovidesKnewKinsightsKintoKtheK
originKofKαrRαKcoronavirusZKPLoScPathogensWK2017WKbdWKebaaggji 7.6 535

222 ztβVKVirusKβaxonomyKàrofilekKàneumoviridaeZKJournalcofcGeneralcVirologyWK2017WKjiWKcjbcYcjbd 4.9 131

221 tirculatingKmicroR–rKprofilesKofKyendraKvirusKinfectionKinKhorsesZKScientificcReportsWK2017WKhWKhedb 4.9 9

220 rKphaseKzzKrandomizedKstudyKtoKdetermineKtheKsafetyKandKimmunogenicityKofKtheKnovelKàzKrKrabiesK
vaccineKcontainingKtheKàzKrKadjuvantKusingKanKacceleratedKregimenZKVaccineWK2017WKdfWKhbchYhbdc 4.1 18

219 –uclearKlocalizationKandKsecretionKcompetenceKareKconservedKamongKhenipavirusKmatrixKproteinsZK
JournalcofcGeneralcVirologyWK2017WKjiWKfgdYfhg 4.9 8

218 xeneticallyKuiverseKwilovirusesKinKRousettusKandKvonycterisKsppZKsatsWKthinaWKcaajKandKcabfZK
EmergingcInfectiouscDiseasesWK2017WKcdWKeicYeig 10.2 0

217 toYcirculationKofKyf–gWKyd–cWKyd–iWKandKvmergenceKofK–ovelKReassortantKyd–gKinKaK“ocalK
tommunityKinKyunanKàrovinceKinKthinaZKScientificcReportsWK2016WKgWKcffej 4.9 18

216 βheKRoleKofKsatsKasKReservoirKyostsKofKvmergingK–eurovirusesK2016WKeadYefe 2

215 VirologyKJournalKReviewerKrcknowledgementKcabfZKVirologycJournalWK2016WKbdWK 6.1 78

214 tontractionKofKtheKtypeKzKzw–KlocusKandKunusualKconstitutiveKexpressionKofKzw–Y˛–KinKbatsZKProceedingsc
ofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaWK2016WKbbdWKcgjgYhab 11.5 161

213 xenomeYwideKsiR–rKαcreeningKatKsiosafetyK“evelKeKRevealsKaKtrucialKRoleKforKwibrillarinKinK
yenipavirusKznfectionZKPLoScPathogensWK2016WKbcWKebaafehi 7.6 25

212
βheKimmuneKevasionKfunctionKofKJKandKseilongKvirusKVKproteinsKisKdistinctKfromKthatKofKotherK
paramyxovirusesWKconsistentKwithKtheirKinclusionKinKtheKproposedKgenusKJeilongvirusZKJournalcofc
GeneralcVirologyWK2016WKjhWKfibYfjc

4.9 17

211
βheKequineKyendraKvirusKvaccineKremainsKaKhighlyKeffectiveKpreventativeKmeasureKagainstKinfectionK
inKhorsesKandKhumanskKRβheKimperativeKtoKdevelopKaKhumanKvaccineKforKtheKyendraKvirusKinK
rustraliaRZKInfectioncEcologycandcEpidemiologyWK2016WKgWKdbgfi

4.3 6

210 vxperimentalKznfectionKandKResponseKtoKRechallengeKofKrlpacasKwithK”iddleKvastKRespiratoryK
αyndromeKtoronavirusZKEmergingcInfectiouscDiseasesWK2016WKccWKbahbYe 10.2 42
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209 βheK–atureKofKvxposureKurivesKβransmissionKofK–ipahKVirusesKfromK”alaysiaKandKsangladeshKinK
werretsZKPLoScNeglectedcTropicalcDiseasesWK2016WKbaWKeaaaehhf 4.8 23

208 uualKmicroR–rKαcreensKRevealKβhatKtheKzmmuneYResponsiveKmiRYbibKàromotesKyenipavirusKvntryK
andKtellYtellKwusionZKPLoScPathogensWK2016WKbcWKebaafjhe 7.6 14

207 γniqueK“ossKofKtheKàYyz–KxeneKwamilyKinKsatsKrmongstK”ammalskKzmplicationsKforKznflammasomeK
αensingZKScientificcReportsWK2016WKgWKcbhcc 4.9 62

206 vvolutionKandKcomparativeKanalysisKofKtheKbatK”ytYzKregionZKScientificcReportsWK2016WKgWKcbcfg 4.9 29

205 γnlockingKbatKimmunologykKestablishmentKofKàteropusKalectoKboneKmarrowYderivedKdendriticKcellsK
andKmacrophagesZKScientificcReportsWK2016WKgWKdifjh 4.9 23

204 àhenotypicKandKfunctionalKcharacterizationKofKtheKmajorKlymphocyteKpopulationsKinKtheKfruitYeatingK
batKàteropusKalectoZKScientificcReportsWK2016WKgWKdhhjg 4.9 21

203 tharacterizationKofKtheKrntigenKàrocessingK”achineryKandKvndogenousKàeptideKàresentationKofKaK
satK”ytKtlassKzK”oleculeZKJournalcofcImmunologyWK2016WKbjgWKeegiYhg 5.3 26

202 βaxonomyKofKtheKorderK”ononegaviraleskKupdateKcabgZKArchivescofcVirologyWK2016WKbgbWKcdfbYga 2.6 324

201 uevelopmentKofKmultiplexedKbeadKarraysKforKtheKsimultaneousKdetectionKofKnucleicKacidKfromK
multipleKvirusesKinKbatKsamplesZKJournalcofcVirologicalcMethodsWK2015WKccdWKfYbc 2.6 12

200 tompleteKgenomeKsequenceKofKteviotKparamyxovirusWKaKnovelKrubulavirusKisolatedKfromKfruitKbatsKinK
australiaZKGenomecAnnouncementsWK2015WKdWK 8

199 rKrapidKassayKforKyendraKvirusKzgxKantibodyKdetectionKandKitsKtitreKestimationKusingKmagneticK
nanoparticlesKandKphycoerythrinZKJournalcofcVirologicalcMethodsWK2015WKcccWKbhaYh 2.6 13

198 vcologicalKdynamicsKofKemergingKbatKvirusKspilloverZKProceedingscofcthecRoyalcSocietycB:cBiologicalc
SciencesWK2015WKcicWKcabecbce 4.4 279

197 zsolationKandKtharacterizationKofKaK–ovelKsatKtoronavirusKtloselyKRelatedKtoKtheKuirectKàrogenitorK
ofKαevereKrcuteKRespiratoryKαyndromeKtoronavirusZKJournalcofcVirologyWK2015WKjaWKdcfdYg 6.6 168

196 satKzmmunologyK2015WKdchYdei 7

195 satsKandKRodentsKαhapeK”ammalianKRetroviralKàhylogenyZKScientificcReportsWK2015WKfWKbgfgb 4.9 19

194 tloningWKexpressionWKandKantiviralKactivityKofKinterferonK˛†KfromKtheKthineseKmicrobatWK”yotisKdavidiiZK
VirologicacSinicaWK2015WKdaWKecfYdc 6.4 7

193 ”olecularKevidenceKofKvbolaKRestonKvirusKinfectionKinKàhilippineKbatsZKVirologycJournalWK2015WKbcWKbah 6.1 52

192 satKoriginKofKhumanKcoronavirusesZKVirologycJournalWK2015WKbcWKccb 6.1 232

(2015-2016)
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191 βheKγniquenessKofKsatsK2015WKbYcc 3

190 rnthropogenicKvpidemicsK2015WKcejYchj 2

189 rreKsatsKReallyKâ��αpecialâ��KasKViralKReservoirspKWhatKWeKKnowKandK–eedKtoKKnowK2015WKcibYcje 12

188 rnimalK”odelsKofKRecentlyKvmergedKsatYsorneKVirusesK2015WKcjfYdbd 1

187 satKxenomicsK2015WKdbfYdcg 1

186 VirusesKinKsatsK2015WKcdYef 1

185 satKàaramyxovirusesK2015WKjjYbcg

184 satKtoronavirusesK2015WKbchYbff 4

183 satKwilovirusesK2015WKbfhYbhf

182 satsKandKReverseKβranscribingKR–rKandKu–rKVirusesK2015WKbhhYcab 1

181 satKReovirusesK2015WKcadYcbf 1

180  therKsatYsorneKVirusesK2015WKcbhYceh 3

179 àteropineKorthoreovirusKinfectionKamongKoutYpatientsKwithKacuteKupperKrespiratoryKtractKinfectionK
inK”alaysiaZKJournalcofcMedicalcVirologyWK2015WKihWKcbejYfd 19.7 21

178 xenomicK”iningKRevealsKueepKvvolutionaryKRelationshipsKbetweenKsornavirusesKandKsatsZKVirusesWK
2015WKhWKfhjcYiaa 6.2 9

177 slockingKtheKàzdK/rKβKpathwayKenhancesKmammalianKreovirusKreplicationKbyKrepressingK
zw–YstimulatedKgenesZKFrontierscincMicrobiologyWK2015WKgWKiig 5.7 22

176 rbsenceKofK”vRαYtoVKantibodiesKinKferalKcamelsKinKrustraliakKzmplicationsKforKtheKpathogenRsKoriginK
andKspreadZKOnecHealthWK2015WKbWKhgYic 7.6 31

175 βheKnonYpathogenicKyenipavirusKtedarKparamyxovirusKphosphoproteinKhasKaKcompromisedKabilityK
toKtargetKαβrβbKandKαβrβcZKAntiviralcResearchWK2015WKbceWKgjYhg 10.8 18

174 zsolationKofKmultipleKnovelKparamyxovirusesKfromKpteropidKbatKurineZKJournalcofcGeneralcVirologyWK
2015WKjgWKceYcj 4.9 35
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173 rnalysisKofKcathepsinKandKfurinKproteolyticKenzymesKinvolvedKinKviralKfusionKproteinKactivationKinK
cellsKofKtheKbatKreservoirKhostZKPLoScONEWK2015WKbaWKeabbfhdg 3.7 11

172 trystalKαtructureKofKtheKàreYfusionK–ipahKVirusKwusionKxlycoproteinKRevealsKaK–ovelK
yexamerYofYβrimersKrssemblyZKPLoScPathogensWK2015WKbbWKebaafdcc 7.6 41

171 wilovirusKreceptorK–àtbKcontributesKtoKspeciesYspecificKpatternsKofKebolavirusKsusceptibilityKinKbatsZK
ELifeWK2015WKeWK 8.9 76

170 yenipavirusesK2014WKbcfYbec

169 rligningKbonaKfideKdendriticKcellKpopulationsKacrossKspeciesZKCellularcImmunologyWK2014WKcjbWKdYba 4.4 54

168 tharacterisationKofKnovelKmicroR–rsKinKtheKslackKflyingKfoxKSàteropusKalectoTKbyKdeepKsequencingZK
BMCcGenomicsWK2014WKbfWKgic 4.5 21

167 αubclinicalKinfectionKwithoutKencephalitisKinKmiceKfollowingKintranasalKexposureKtoK–ipahK
virusY”alaysiaKandK–ipahKvirusYsangladeshZKVirologycJournalWK2014WKbbWKbac 6.1 23

166 yostKcellKvirusKentryKmediatedKbyKrustralianKbatKlyssavirusKxKenvelopeKglycoproteinKoccursKthroughK
aKclathrinYmediatedKendocyticKpathwayKthatKrequiresKactinKandKRabfZKVirologycJournalWK2014WKbbWKea 6.1 18

165 yendraKvirusKvaccineWKaKoneKhealthKapproachKtoKprotectingKhorseWKhumanWKandKenvironmentalKhealthZK
EmergingcInfectiouscDiseasesWK2014WKcaWKdhcYj 10.2 119

164 –ovelKphlebovirusKwithKzoonoticKpotentialKisolatedKfromKticksWKrustraliaZKEmergingcInfectiousc
DiseasesWK2014WKcaWKbaeaYd 10.2 61

163 uetailedKmorphologicalKcharacterisationKofKyendraKvirusKinfectionKofKdifferentKcellKtypesKusingK
superYresolutionKandKconventionalKimagingZKVirologycJournalWK2014WKbbWKcaa 6.1 15

162 αerologicalKevidenceKofKhenipavirusKexposureKinKcattleWKgoatsKandKpigsKinKsangladeshZKPLoSc
NeglectedcTropicalcDiseasesWK2014WKiWKeddac 4.8 38

161 àroteomicsKinformedKbyKtranscriptomicsKrevealsKyendraKvirusKsensitizesKbatKcellsKtoKβRrz“YmediatedK
apoptosisZKGenomecBiologyWK2014WKbfWKfdc 18.3 37

160 αensoryKrewiringKinKanKecholocatorkKgenomeYwideKmodificationKofKretinogenicKandKauditoryKgenesKinK
theKbatK”yotisKdavidiiZKGx:cGenespcGenomespcGeneticsWK2014WKeWKbicfYdf 3.2 5

159 àroteomicsKinformedKbyKtranscriptomicsKrevealsKyendraKvirusKsensitizesKbatKcellsKtoKβRrz“KmediatedK
apoptosisK2014WKbfWKfdc 28

158 zRwhKinKtheKrustralianKblackKflyingKfoxWKàteropusKalectokKevidenceKforKaKuniqueKexpressionKpatternK
andKfunctionalKconservationZKPLoScONEWK2014WKjWKebadihf 3.7 37

157 zdentificationKofKdiverseKfullYlengthKendogenousKbetaretrovirusesKinKmegabatsKandKmicrobatsZK
RetrovirologyWK2013WKbaWKdf 3.6 37

156 RecombinantKyendraKvirusesKexpressingKaKreporterKgeneKretainKpathogenicityKinKferretsZKVirologyc
JournalWK2013WKbaWKjf 6.1 22

(2013-2015)
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155 zdentificationKofKimmunogenicKdeterminantsKofKtheKspikeKproteinKofKαrRαYlikeKcoronavirusZK
VirologicacSinicaWK2013WKciWKjcYg 6.4 6

154 γseKofKcrossYreactiveKserologicalKassaysKforKdetectingKnovelKpathogensKinKwildlifekKassessingKanK
appropriateKcutoffKforKhenipavirusKassaysKinKrfricanKbatsZKJournalcofcVirologicalcMethodsWK2013WKbjdWKcjfYdad2.6 40

153 satK”xbKandK asbWKbutKnotKàkrKareKhighlyKinducedKbyKbatKinterferonKandKviralKinfectionZK
DevelopmentalcandcComparativecImmunologyWK2013WKeaWKceaYh 3.2 29

152 αtudyingKimmunityKtoKzoonoticKdiseasesKinKtheKnaturalKhostKYKkeepingKitKrealZKNaturecReviewsc
ImmunologyWK2013WKbdWKifbYgb 36.5 67

151 zsolationKandKcharacterizationKofKaKbatKαrRαYlikeKcoronavirusKthatKusesKtheKrtvcKreceptorZKNatureWK
2013WKfadWKfdfYi 50.4 1085

150 tontinentYwideKpanmixiaKofKanKrfricanKfruitKbatKfacilitatesKtransmissionKofKpotentiallyKzoonoticK
virusesZKNaturecCommunicationsWK2013WKeWKchha 17.4 87

149 tomparativeKanalysisKofKbatKgenomesKprovidesKinsightKintoKtheKevolutionKofKflightKandKimmunityZK
ScienceWK2013WKddjWKefgYga 33.3 377

148 yostKcellKtropismKmediatedKbyKrustralianKbatKlyssavirusKenvelopeKglycoproteinsZKVirologyWK2013WKeeeWKcbYda3.6 9

147 ZoonoticKhenipavirusKtransmissionZKJournalcofcClinicalcVirologyWK2013WKfiWKdfeYg 14.5 3

146 rKtreatmentKforKandKvaccineKagainstKtheKdeadlyKyendraKandK–ipahKvirusesZKAntiviralcResearchWK2013WK
baaWKiYbd 10.8 80

145 ”etagenomicKstudyKofKtheKvirusesKofKrfricanKstrawYcolouredKfruitKbatskKdetectionKofKaKchiropteranK
poxvirusKandKisolationKofKaKnovelKadenovirusZKVirologyWK2013WKeebWKjfYbag 3.6 100

144 àotentKinhibitionKofKyendraKvirusKinfectionKviaKR–rKinterferenceKandKpolyKzktKimmuneKactivationZK
PLoScONEWK2013WKiWKegedga 3.7 5

143 satsKandKtheirKviromekKanKimportantKsourceKofKemergingKvirusesKcapableKofKinfectingKhumansZK
CurrentcOpinioncincVirologyWK2013WKdWKieYjb 7.5 178

142 –ovelWKpotentiallyKzoonoticKparamyxovirusesKfromKtheKrfricanKstrawYcoloredKfruitKbatKvidolonK
helvumZKJournalcofcVirologyWK2013WKihWKbdeiYfi 6.6 59

141 vbolaKvirusKantibodiesKinKfruitKbatsWKbangladeshZKEmergingcInfectiouscDiseasesWK2013WKbjWKchaYd 10.2 100

140 satsKandKviruseskKfriendKorKfoepZKPLoScPathogensWK2013WKjWKebaadgfb 7.6 55

139 βheK“KgeneKofKJKparamyxovirusKplaysKaKcriticalKroleKinKviralKpathogenesisZKJournalcofcVirologyWK2013WK
ihWKbcjjaYi 6.6 8

138 ueepKR–rKsequencingKrevealsKcomplexKtranscriptionalKlandscapeKofKaKbatKadenovirusZKJournalcofc
VirologyWK2013WKihWKfadYbb 6.6 12
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137 satKcellsKfromKàteropusKalectoKareKsusceptibleKtoKinfluenzaKrKvirusKinfectionKandKreassortmentZK
InfluenzacandcOthercRespiratorycVirusesWK2013WKhWKjaaYd 5.6 19

136 àromotionKofKyendraKvirusKreplicationKbyKmicroR–rKbegaZKJournalcofcVirologyWK2013WKihWKdhicYjb 6.6 40

135 rdaptiveKevolutionKofKbatKdipeptidylKpeptidaseKeKSdppeTkKimplicationsKforKtheKoriginKandKemergenceK
ofK”iddleKvastKrespiratoryKsyndromeKcoronavirusZKVirologycJournalWK2013WKbaWKdae 6.1 38

134 βheKdistributionKofKhenipavirusesKinKαoutheastKrsiaKandKrustralasiakKisKWallaceRsKlineKaKbarrierKtoK
–ipahKviruspZKPLoScONEWK2013WKiWKegbdbg 3.7 38

133 uurationKofK”aternalKrntibodiesKagainstKtanineKuistemperKVirusKandKyendraKVirusKinKàteropidKsatsZK
PLoScONEWK2013WKiWKeghfie 3.7 31

132
αecondKgenerationKofKpseudotypeYbasedKserumKneutralizationKassayKforK–ipahKvirusKantibodieskK
sensitiveKandKhighYthroughputKanalysisKutilizingKsecretedKalkalineKphosphataseZKJournalcofc
VirologicalcMethodsWK2012WKbhjWKccgYdc

2.6 27

131 rKnovelKbatKherpesvirusKencodesKhomologuesKofKmajorKhistocompatibilityKcomplexKclassesKzKandKzzWK
tYtypeKlectinWKandKaKuniqueKfamilyKofKimmuneYrelatedKgenesZKJournalcofcVirologyWK2012WKigWKiabeYda 6.6 30

130 yendraKandK–ipahKviruseskKwhyKareKtheyKsoKdeadlypZKCurrentcOpinioncincVirologyWK2012WKcWKcecYh 7.5 54

129 rntigenKcaptureKv“zαrKsystemKforKhenipavirusesKusingKpolyclonalKantibodiesKobtainedKbyKu–rK
immunizationZKArchivescofcVirologyWK2012WKbfhWKbgafYj 2.6 8

128 yendraKviruskKanKemergingKparamyxovirusKinKrustraliaZKLancetcInfectiouscDiseasespcTheWK2012WKbcWKhjjYiah 25.5 79

127 zmmunizationKstrategiesKagainstKhenipavirusesZKCurrentcTopicscincMicrobiologycandcImmunologyWK
2012WKdfjWKbjhYccd 3.3 19

126 tloningWKexpressionKandKantiviralKactivityKofKzw–˛‡KfromKtheKrustralianKfruitKbatWKàteropusKalectoZK
DevelopmentalcandcComparativecImmunologyWK2012WKdgWKgbaYi 3.2 23

125 ”olecularKcharacterisationKofKRzxYzYlikeKhelicasesKinKtheKblackKflyingKfoxWKàteropusKalectoZK
DevelopmentalcandcComparativecImmunologyWK2012WKdgWKgfhYge 3.2 38

124 βheKimmuneKgeneKrepertoireKofKanKimportantKviralKreservoirWKtheKrustralianKblackKflyingKfoxZKBMCc
GenomicsWK2012WKbdWKcgb 4.5 80

123 αerologicalKevidenceKofKebolavirusKinfectionKinKbatsWKthinaZKVirologycJournalWK2012WKjWKcdg 6.1 70

122 zdentificationKofKdiverseKgroupsKofKendogenousKgammaretrovirusesKinKmegaYKandKmicrobatsZKJournalc
ofcGeneralcVirologyWK2012WKjdWKcadhYcaef 4.9 42

121 vvidenceKofKbatKoriginKforK”enangleKvirusWKaKzoonoticKparamyxovirusKfirstKisolatedKfromKdiseasedK
pigsZKJournalcofcGeneralcVirologyWK2012WKjdWKcfjaYcfje 4.9 44

120 yenipavirusKneutralisingKantibodiesKinKanKisolatedKislandKpopulationKofKrfricanKfruitKbatsZKPLoScONEWK
2012WKhWKedadeg 3.7 65

(2012-2013)
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119 rKnewKmodelKforKyendraKvirusKencephalitisKinKtheKmouseZKPLoScONEWK2012WKhWKeeadai 3.7 45

118 βransmissionKroutesKforKnipahKvirusKfromK”alaysiaKandKsangladeshZKEmergingcInfectiouscDiseasesWK
2012WKbiWKbjidYjd 10.2 59

117 tygnetKRiverKvirusWKaKnovelKorthomyxovirusKfromKducksWKrustraliaZKEmergingcInfectiouscDiseasesWK
2012WKbiWKcaeeYg 10.2 10

116 tedarKviruskKaKnovelKyenipavirusKisolatedKfromKrustralianKbatsZKPLoScPathogensWK2012WKiWKebaacidg 7.6 188

115 satKsevereKacuteKrespiratoryKsyndromeYlikeKcoronavirusK RwdbKhomologuesKdisplayKdifferentK
interferonKantagonistKactivitiesZKJournalcofcGeneralcVirologyWK2012WKjdWKchfYcib 4.9 24

114 uiagnosisKofKhenipavirusKinfectionkKcurrentKcapabilitiesKandKfutureKdirectionsZKCurrentcTopicscinc
MicrobiologycandcImmunologyWK2012WKdfjWKbhjYjg 3.3 20

113 siochemicalWKconformationalWKandKimmunogenicKanalysisKofKsolubleKtrimericKformsKofKhenipavirusK
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InfectiouscDiseasesWK2011WKbhWKccdcYi 10.2 60
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82 sroomeKvirusWKaKnewKfusogenicK rthoreovirusKspeciesKisolatedKfromKanKrustralianKfruitKbatZKVirologyWK
2010WKeacWKcgYea 3.6 53
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VirologyWK2009WKidWKbbjhjYic 6.6 77

77 rKneutralizingKhumanKmonoclonalKantibodyKprotectsKagainstKlethalKdiseaseKinKaKnewKferretKmodelKofK
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76 rKneutralizationKtestKforKspecificKdetectionKofK–ipahKvirusKantibodiesKusingKpseudotypedKvesicularK
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75 uifferentialKstepwiseKevolutionKofKαrRαKcoronavirusKfunctionalKproteinsKinKdifferentKhostKspeciesZK
BMCcEvolutionarycBiologyWK2009WKjWKfc 3 39

74 satsKandKviruseskKaKbriefKreviewZKVirologicacSinicaWK2009WKceWKjdYjj 6.4 8

73 zmmunogenicityKdifferenceKbetweenKtheKαrRαKcoronavirusKandKtheKbatKαrRαYlikeKcoronavirusKspikeK
SαTKproteinsZKBiochemicalcandcBiophysicalcResearchcCommunicationsWK2009WKdihWKdcgYj 3.4 5

72 vstablishmentWKimmortalisationKandKcharacterisationKofKpteropidKbatKcellKlinesZKPLoScONEWK2009WKeWKeicgg3.7 118

71 wunctionalKstudiesKofKhostYspecificKephrinYsKligandsKasKyenipavirusKreceptorsZKVirologyWK2008WKdhcWKdfhYhb3.6 75

70
ueterminationKandKapplicationKofKimmunodominantKregionsKofKαrRαKcoronavirusKspikeKandK
nucleocapsidKproteinsKrecognizedKbyKseraKfromKdifferentKanimalKspeciesZKJournalcofcImmunologicalc
MethodsWK2008WKddbWKbYbc
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69 βheKYà“xVxKsequenceKofKtheK–ipahKvirusKmatrixKproteinKisKrequiredKforKbuddingZKVirologycJournalWK
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68 rKrecombinantKsubunitKvaccineKformulationKprotectsKagainstKlethalK–ipahKvirusKchallengeKinKcatsZK
VaccineWK2008WKcgWKdiecYfc 4.1 76

67 tonstructionKofKaKnonYinfectiousKαrRαKcoronavirusKrepliconKforKapplicationKinKdrugKscreeningKandK
analysisKofKviralKproteinKfunctionZKBiochemicalcandcBiophysicalcResearchcCommunicationsWK2008WKdheWKbdiYec3.4 16

66 uifferenceKinKreceptorKusageKbetweenKsevereKacuteKrespiratoryKsyndromeKSαrRαTKcoronavirusKandK
αrRαYlikeKcoronavirusKofKbatKoriginZKJournalcofcVirologyWK2008WKicWKbijjYjah 6.6 117
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65 βiomanKvirusWKaKparamyxovirusKofKbatKoriginWKcausesKmildKdiseaseKinKpigsKandKhasKaKpredilectionKforK
lymphoidKtissuesZKJournalcofcVirologyWK2008WKicWKfgfYi 6.6 33

64 ResiduesKinKtheKstalkKdomainKofKtheKhendraKvirusKgKglycoproteinKmodulateKconformationalKchangesK
associatedKwithKreceptorKbindingZKJournalcofcVirologyWK2008WKicWKbbdjiYeaj 6.6 69

63 vxceptionallyKpotentKcrossYreactiveKneutralizationKofK–ipahKandKyendraKvirusesKbyKaKhumanK
monoclonalKantibodyZKJournalcofcInfectiouscDiseasesWK2008WKbjhWKiegYfd 7 110
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52 vmergingKviruseskKcomingKinKonKaKwrinkledKwingKandKaKprayerZKClinicalcInfectiouscDiseasesWK2007WKeeWKhbbYh11.6 79

51 αerologicalKevidenceKofKpossibleKhumanKinfectionKwithKβiomanKvirusWKaKnewlyKdescribedK
paramyxovirusKofKbatKoriginZKJournalcofcInfectiouscDiseasesWK2007WKbjgWKiieYg 7 38

50 znKuteroKtransmissionKofK–ipahKviruskKroleKplayedKbyKpregnancyKandKverticalKtransmissionKinK
yenipavirusKepidemiologyZKJournalcofcInfectiouscDiseasesWK2007WKbjgWKiahYj 7 4

49 zdentificationKofKyendraKvirusKxKglycoproteinKresiduesKthatKareKcriticalKforKreceptorKbindingZKJournalc
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47 ěuantitativeKanalysisKofK–ipahKvirusKproteinsKreleasedKasKvirusYlikeKparticlesKrevealsKcentralKroleKforK
theKmatrixKproteinZKVirologycJournalWK2007WKeWKb 6.1 130
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nucleocapsidKproteinKexpressedKinKvscherichiaKcoliZKJournalcofcVirologicalcMethodsWK2006WKbdgWKchdYg 2.6 28

44 welineKmodelKofKacuteKnipahKvirusKinfectionKandKprotectionKwithKaKsolubleKglycoproteinYbasedK
subunitKvaccineZKJournalcofcVirologyWK2006WKiaWKbccjdYdac 6.6 135

43 àotentKneutralizationKofKyendraKandK–ipahKvirusesKbyKhumanKmonoclonalKantibodiesZKJournalcofc
VirologyWK2006WKiaWKijbYj 6.6 132

42 wullYlengthKgenomeKsequencesKofKtwoKαrRαYlikeKcoronavirusesKinKhorseshoeKbatsKandKgeneticK
variationKanalysisZKJournalcofcGeneralcVirologyWK2006WKihWKddffYddfj 4.9 85

41 ReviewKofKbatsKandKαrRαZKEmergingcInfectiouscDiseasesWK2006WKbcWKbideYea 10.2 274

40 yendraKandK–ipahKviruseskKdifferentKandKdangerousZKNaturecReviewscMicrobiologyWK2006WKeWKcdYdf 22.2 270

39 rKsingleKaminoKacidKsubstitutionKinKtheKVKproteinKofK–ipahKvirusKaltersKitsKabilityKtoKblockKinterferonK
signallingKinKcellsKfromKdifferentKspeciesZKJournalcofcGeneralcVirologyWK2006WKihWKdgejYdgfd 4.9 35

38 znhibitionKofKyenipavirusKfusionKandKinfectionKbyKheptadYderivedKpeptidesKofKtheK–ipahKvirusKfusionK
glycoproteinZKVirologycJournalWK2005WKcWKfh 6.1 58

37 zmprovedKrapidKamplificationKofKcu–rKendsKSRrtvTKforKmappingKbothKtheKfRKandKdRKterminalK
sequencesKofKparamyxovirusKgenomesZKJournalcofcVirologicalcMethodsWK2005WKbdaWKbfeYg 2.6 83

36 yendraKandK–ipahKviruseskKpathogenesisKandKtherapeuticsZKCurrentcMolecularcMedicineWK2005WKfWKiafYbg 2.5 39

35 tivetsKareKequallyKsusceptibleKtoKexperimentalKinfectionKbyKtwoKdifferentKsevereKacuteKrespiratoryK
syndromeKcoronavirusKisolatesZKJournalcofcVirologyWK2005WKhjWKcgcaYf 6.6 100

34 ReceptorKbindingWKfusionKinhibitionWKandKinductionKofKcrossYreactiveKneutralizingKantibodiesKbyKaK
solubleKxKglycoproteinKofKyendraKvirusZKJournalcofcVirologyWK2005WKhjWKggjaYhac 6.6 141

33 satsKareKnaturalKreservoirsKofKαrRαYlikeKcoronavirusesZKScienceWK2005WKdbaWKghgYj 33.3 1660

32 “ocationKofWKimmunogenicityKofKandKrelationshipsKbetweenKneutralizationKepitopesKonKtheK
attachmentKproteinKSxTKofKyendraKvirusZKJournalcofcGeneralcVirologyWK2005WKigWKcidjYciei 4.9 25

31 βheKcompleteKgenomeKsequenceKofKJKvirusKrevealsKaKuniqueKgenomeKstructureKinKtheKfamilyK
àaramyxoviridaeZKJournalcofcVirologyWK2005WKhjWKbagjaYhaa 6.6 68

30 vphrinYscKligandKisKaKfunctionalKreceptorKforKyendraKvirusKandK–ipahKvirusZKProceedingscofcthec
NationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaWK2005WKbacWKbagfcYh 11.5 312
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29 rntibodiesKtoKαrRαKcoronavirusKinKcivetsZKEmergingcInfectiouscDiseasesWK2004WKbaWKcceeYi 10.2 151

28 wullYlengthKgenomeKsequenceKofK”ossmanKvirusWKaKnovelKparamyxovirusKisolatedKfromKrodentsKinK
rustraliaZKVirologyWK2003WKdbhWKddaYee 3.6 50

27 yendraKvirusKVKproteinKinhibitsKinterferonKsignalingKbyKpreventingKαβrβbKandKαβrβcKnuclearK
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26 rKrapidKimmuneKplaqueKassayKforKtheKdetectionKofKyendraKandK–ipahKvirusesKandKantiYvirusK
antibodiesZKJournalcofcVirologicalcMethodsWK2002WKjjWKebYfb 2.6 42

25 ”embraneKfusionKtropismKandKheterotypicKfunctionalKactivitiesKofKtheK–ipahKvirusKandKyendraKvirusK
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24 ”olecularKbiologyKofKyendraKandK–ipahKvirusesZKMicrobescandcInfectionWK2001WKdWKchjYih 9.3 208

23 βiomanKvirusWKaKnovelKparamyxovirusKisolatedKfromKfruitKbatsKinK”alaysiaZKVirologyWK2001WKcidWKcbfYcj 3.6 118
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andKhumansZKVirologyWK2001WKcidWKdfiYhd 3.6 64
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virusZKVirologyWK2001WKcjaWKbcbYdf 3.6 84

20 βheKexceptionallyKlargeKgenomeKofKyendraKviruskKsupportKforKcreationKofKaKnewKgenusKwithinKtheK
familyKàaramyxoviridaeZKJournalcofcVirologyWK2000WKheWKjjhcYj 6.6 219

19 βheKcleavageKactivationKandKsitesKofKglycosylationKinKtheKfusionKproteinKofKyendraKvirusZKVirusc
ResearchWK2000WKgjWKidYjd 6.4 41

18 ”olecularKcharacterizationKofKtheKfirstKrustralianKisolateKofKJapaneseKencephalitisKvirusWKtheKwγK
strainZKJournalcofcGeneralcVirologyWK2000WKibWKcehbYceia 4.9 61

17 βheKattachmentKproteinKofKyendraKvirusKhasKhighKstructuralKsimilarityKbutKlimitedKprimaryKsequenceK
homologyKcomparedKwithKvirusesKinKtheKgenusKàaramyxovirusZKVirologyWK1998WKcfbWKcchYdd 3.6 53

16 rKnovelKà/V/tKgeneKinKaKnewKmemberKofKtheKàaramyxoviridaeKfamilyWKwhichKcausesKlethalKinfectionK
inKhumansWKhorsesWKandKotherKanimalsZKJournalcofcVirologyWK1998WKhcWKbeicYja 6.6 96

15 sβagkKaKnovelKsixYresidueKepitopeKtagKforKsurveillanceKandKpurificationKofKrecombinantKproteinsZK
GeneWK1996WKbgjWKfdYi 3.8 26

14 γseKofKaKgeneYtargetedKphageKdisplayKrandomKepitopeKlibraryKtoKmapKanKantigenicKdeterminantKonK
theKbluetongueKvirusKouterKcapsidKproteinKVàfZKJournalcofcImmunologicalcMethodsWK1995WKbhiWKbYbc 2.5 80

13 wlyingKwoxesWKyorsesWKandKyumanskKaKZoonosisKtausedKbyKaK–ewK”emberKofKtheKàaramyxoviridaeedYfi 19

12 rKαrRαYtoVYcKsurrogateKvirusKneutralizationKtestKSsV–βTKbasedKonKantibodyYmediatedKblockageKofK
rtvcYspikeKSRsuTKproteinYproteinKinteraction 26
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11 αrRαYtoVYcKneutralizingKantibodiesKinKpatientsKwithKvaryingKseverityKofKacuteKt VzuYbjKillness 2

10 βheKzw–KresponseKinKbatKcellsKconsistsKofKcanonicalKandKnonYcanonicalKzαxsKwithKuniqueKtemporalK
expressionKkinetics 2
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7 γniqueKvvolutionKofKrntiviralKβetherinKinKsats 3
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