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18 Class II HLA interactions modulate genetic risk for multiple sclerosis. Nature Genetics, 2015, 47,
1107-1113. 21.4 312



3

Mauro D'Amato

# Article IF Citations
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23 Longitudinal Multi-omics Reveals Subset-Specific Mechanisms Underlying Irritable Bowel Syndrome.
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25 Integrative epigenome-wide analysis demonstrates that DNA methylation may mediate genetic risk in
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27 Deep Resequencing of GWAS Loci Identifies Rare Variants in CARD9, IL23R and RNF186 That Are
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31 Association Between Variants of PRDM1 and NDP52 and Crohn's Disease, Based on Exome Sequencing
and Functional Studies. Gastroenterology, 2013, 145, 339-347. 1.3 149
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Association of Genetic Variants in <i>NUDT15</i> With Thiopurine-Induced Myelosuppression in
Patients With Inflammatory Bowel Disease. JAMA - Journal of the American Medical Association, 2019,
321, 773.
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33 C13orf31 (FAMIN) is a central regulator of immunometabolic function. Nature Immunology, 2016, 17,
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34
European guidelines on microscopic colitis: United European Gastroenterology and European
Microscopic Colitis Group statements and recommendations. United European Gastroenterology
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35 Loss-of-Function of the Voltage-Gated Sodium Channel NaV1.5 (Channelopathies) in Patients With
Irritable Bowel Syndrome. Gastroenterology, 2014, 146, 1659-1668. 1.3 120

36 Functional variants in the sucraseâ€“isomaltase gene associate with increased risk of irritable bowel
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37 Analysis of 1135 gut metagenomes identifies sex-specific resistome profiles. Gut Microbes, 2019, 10,
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38 Association of Persistent Bronchial Hyperresponsiveness with Î²<sub>2</sub>-Adrenoceptor (ADRB2)
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39 Polygenic Risk Score Improves Prostate Cancer Risk Prediction: Results from the Stockholm-1 Cohort
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54 SOX17 regulates cholangiocyte differentiation and acts as a tumor suppressor in
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60
Increased serum levels of lipopolysaccharide and antiflagellin antibodies in patients with
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61 Mutations in RAD21 Disrupt Regulation of APOB in Patients With Chronic Intestinal
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62
Replication of GWAS-identified systemic lupus erythematosus susceptibility genes affirms B-cell
receptor pathway signalling and strengthens the role of IRF5 in disease susceptibility in a Northern
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64 Increased Prevalence of Rare Sucrase-isomaltase PathogenicÂ Variants in Irritable Bowel Syndrome
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72 PepT1 oligopeptide transporter (SLC15A1) gene polymorphism in inflammatory bowel disease.
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