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m Paper IF Citations

308 txmUp“HbetaHgeneHcontributesHtoHsusceptibilityHandHresistanceHtoHinsulinUdependentHdiabetesH
mellitusVHNatureTH1987TH[ZeTHaeeUbX] 50.4 1860

307 mssociationHofHtheHTUcellHregulatoryHgeneHoTxm]HwithHsusceptibilityHtoHautoimmuneHdiseaseVHNatureTH
2003TH]Z[THaXbUYY 50.4 1774

306 senomeUwideHassociationHstudyHandHmetaUanalysisHfindHthatHoverH]XHlociHaffectHriskHofHtypeHYH
diabetesVHNaturefGeneticsTH2009TH]YTHcX[Uc 36.3 1298

305 mHgenomeUwideHsearchHforHhumanHtypeHYHdiabetesHsusceptibilityHgenesVHNatureTH1994TH[cYTHY[XUb 50.4 1175

304 ”obustHassociationsHofHfourHnewHchromosomeHregionsHfromHgenomeUwideHanalysesHofHtypeHYH
diabetesVHNaturefGeneticsTH2007TH[eTHdacUb] 36.3 1159

303 mssociationHscanHofHY]TaXXHnonsynonymousH zPsHinHfourHdiseasesHidentifiesHautoimmunityHvariantsVH
NaturefGeneticsTH2007TH[eTHY[ZeU[c 36.3 1130

302 taplotypeHtaggingHforHtheHidentificationHofHcommonHdiseaseHgenesVHNaturefGeneticsTH2001THZeTHZ[[Uc 36.3 1014

301 senomeUwideHassociationHstudiesfHtheoreticalHandHpracticalHconcernsVHNaturefReviewsfGeneticsTH2005
THbTHYXeUYd 30.1 881

300 ”areHvariantsHofHurutYTHaHgeneHimplicatedHinHantiviralHresponsesTHprotectHagainstHtypeHYHdiabetesVH
ScienceTH2009TH[Z]TH[dcUe 33.3 772

299 unsulinHexpressionHinHhumanHthymusHisHmodulatedHbyHuz HαzT”HallelesHatHtheHuppyZHlocusVHNaturef
GeneticsTH1997THYaTHZdeUeZ 36.3 671

298 senomeUwideHassociationHstudyHofHozαsHinHYbTXXXHcasesHofHeightHcommonHdiseasesHandH[TXXXH
sharedHcontrolsVHNatureTH2010TH]b]THcY[UZX 50.4 639

297 mHhighUresolutionHtxmHandH zPHhaplotypeHmapHforHdiseaseHassociationHstudiesHinHtheHextendedH
humanHytoVHNaturefGeneticsTH2006TH[dTHYYbbUcZ 36.3 618

296 seneticHanalysisHofHautoimmuneHdiseaseVHCellTH1996THdaTH[YYUd 56.2 610

295 TheHoTxmU]HgeneHregionHofHchromosomeHZq[[HisHlinkedHtoTHandHassociatedHwithTHtypeHYHdiabetesVH
nelgianHpiabetesH”egistryVHHumanfMolecularfGeneticsTH1996THaTHYXcaUdX 5.6 560

294 xineageU pecificHsenomeHmrchitectureHxinksHqnhancersHandHzonUcodingHpiseaseHαariantsHtoHTargetH
seneHPromotersVHCellTH2016THYbcTHY[beUY[d]VeYe 56.2 556

293  haredHandHdistinctHgeneticHvariantsHinHtypeHYHdiabetesHandHceliacHdiseaseVHNewfEnglandfJournalfoff
MedicineTH2008TH[aeTHZcbcUcc 59.2 546

292 mHgenomeUwideHassociationHstudyHofHnonsynonymousH zPsHidentifiesHaHtypeHYHdiabetesHlocusHinHtheH
interferonUinducedHhelicaseHPurutYQHregionVHNaturefGeneticsTH2006TH[dTHbYcUe 36.3 544
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291 senomicHatlasHofHtheHhumanHplasmaHproteomeVHNatureTH2018THaadTHc[Uce 50.4 529

290 txmHp”Up“HhaplotypesHandHgenotypesHandHtypeHYHdiabetesHriskfHanalysisHofHtheHtypeHYHdiabetesH
geneticsHconsortiumHfamiliesVHDiabetesTH2008THacTHYXd]UeZ 0.9 522

289 seneticHanalysisHofHautoimmuneHtypeHYHdiabetesHmellitusHinHmiceVHNatureTH1991TH[aYTHa]ZUc 50.4 466

288 PopulationHstructureTHdifferentialHbiasHandHgenomicHcontrolHinHaHlargeUscaleTHcaseUcontrolHassociationH
studyVHNaturefGeneticsTH2005TH[cTHYZ][Ub 36.3 458

287 xocalizationHofHtypeHYHdiabetesHsusceptibilityHtoHtheHytoHclassHuHgenesHtxmUnHandHtxmUmVHNatureTH
2007TH]aXTHddcUeZ 50.4 421

286 TowardsHconstructionHofHaHhighHresolutionHmapHofHtheHmouseHgenomeHusingHPo”UanalysedH
microsatellitesVHNucleicfAcidsfResearchTH1990THYdTH]YZ[U[X 20.1 415

285 rineHmappingHofHtypeHYHdiabetesHsusceptibilityHlociHandHevidenceHforHcolocalizationHofHcausalHvariantsH
withHlymphoidHgeneHenhancersVHNaturefGeneticsTH2015TH]cTH[dYUb 36.3 414

284 PervasiveHsharingHofHgeneticHeffectsHinHautoimmuneHdiseaseVHPLoSfGeneticsTH2011THcTHeYXXZZa] 6 413

283 ”eplicationHofHanHassociationHbetweenHtheHlymphoidHtyrosineHphosphataseHlocusHPxYPWPTPzZZQHwithH
typeHYHdiabetesTHandHevidenceHforHitsHroleHasHaHgeneralHautoimmunityHlocusVHDiabetesTH2004THa[TH[XZXU[ 0.9 401

282 yetaUanalysisHofHgenomeUwideHassociationHstudyHdataHidentifiesHadditionalHtypeHYHdiabetesHriskHlociVH
NaturefGeneticsTH2008TH]XTHY[eeU]XY 36.3 400

281 qtiologyHofHtypeHYHdiabetesVHImmunityTH2010TH[ZTH]acUbc 32.3 378

280 petectingHdiseaseHassociationsHdueHtoHlinkageHdisequilibriumHusingHhaplotypeHtagsfHaHclassHofHtestsH
andHtheHdeterminantsHofHstatisticalHpowerVHHumanfHeredityTH2003THabTHYdU[Y 1.1 367

279 nayesianHrefinementHofHassociationHsignalsHforHY]HlociHinH[HcommonHdiseasesVHNaturefGeneticsTH2012TH
]]THYZe]U[XY 36.3 347

278 xargeUscaleHgeneticHfineHmappingHandHgenotypeUphenotypeHassociationsHimplicateHpolymorphismHinH
theHuxZ”mHregionHinHtypeHYHdiabetesVHNaturefGeneticsTH2007TH[eTHYXc]UdZ 36.3 326

277 TowardsHfullyHautomatedHgenomeUwideHpolymorphismHscreeningVHNaturefGeneticsTH1995THeTH[]YUZ 36.3 320

276 unterleukinUZHgeneHvariationHimpairsHregulatoryHTHcellHfunctionHandHcausesHautoimmunityVHNaturef
GeneticsTH2007TH[eTH[ZeU[c 36.3 306

275 mHsearchHforHtypeHYHdiabetesHsusceptibilityHgenesHinHfamiliesHfromHtheHénitedHwingdomVHNaturef
GeneticsTH1998THYeTHZecU[XX 36.3 287

274 xocalizationHofHaHtypeHYHdiabetesHlocusHinHtheHuxZ”mWopZaHregionHbyHuseHofHtagHsingleUnucleotideH
polymorphismsVHAmericanfJournalfoffHumanfGeneticsTH2005THcbTHcc[Ue 11 286

(2005-2018)

3



273 βidespreadHseasonalHgeneHexpressionHrevealsHannualHdifferencesHinHhumanHimmunityHandH
physiologyVHNaturefCommunicationsTH2015THbTHcXXX 17.4 268

272 xinkageHandHassociationHofHinsulinHgeneHαzT”HregulatoryHpolymorphismHwithHpolycysticHovaryH
syndromeVHLancetsfTheTH1997TH[]eTHedbUeX 40 254

271 αariationHanalysisHandHgeneHannotationHofHeightHytoHhaplotypesfHtheHytoHtaplotypeHProjectVH
ImmunogeneticsTH2008THbXTHYUYd 3.2 246

270 mssociationHofHtheHuz HαzT”HwithHsizeHatHbirthVHmx PmoH tudyHTeamVHmvonHxongitudinalH tudyHofH
PregnancyHandHohildhoodVHNaturefGeneticsTH1998THYeTHedUYXX 36.3 239

269 TheHimprintedHpxwYUyqs[HgeneHregionHonHchromosomeHY]q[ZVZHaltersHsusceptibilityHtoHtypeHYH
diabetesVHNaturefGeneticsTH2010TH]ZTHbdUcY 36.3 238

268 oompleteHytoHhaplotypeHsequencingHforHcommonHdiseaseHgeneHmappingVHGenomefResearchTH2004TH
Y]THYYcbUdc 9.7 235

267 tumanHtypeHYHdiabetesHandHtheHinsulinHgenefHprinciplesHofHmappingHpolygenesVHAnnualfReviewfoff
GeneticsTH1996TH[XTH[][UcX 14.5 234

266  evenHregionsHofHtheHgenomeHshowHevidenceHofHlinkageHtoHtypeHYHdiabetesHinHaHconsensusHanalysisH
ofHcbcHmultiplexHfamiliesVHAmericanfJournalfoffHumanfGeneticsTH2001THbeTHdZXU[X 11 225

265 mHtransUactingHlocusHregulatesHanHantiUviralHexpressionHnetworkHandHtypeHYHdiabetesHriskVHNatureTH
2010TH]bcTH]bXU] 50.4 224

264 oellUspecificHproteinHphenotypesHforHtheHautoimmuneHlocusHuxZ”mHusingHaHgenotypeUselectableH
humanHbioresourceVHNaturefGeneticsTH2009TH]YTHYXYYUa 36.3 224

263 seneticHcontrolHofHautoimmunityHinHtypeHYHdiabetesVHTrendsfinfImmunologyTH1990THYYTHYZZUe 224

262 unheritedHvariationHinHvitaminHpHgenesHisHassociatedHwithHpredispositionHtoHautoimmuneHdiseaseHtypeH
YHdiabetesVHDiabetesTH2011THbXTHYbZ]U[Y 0.9 222

261 seneticsHofHtypeHYHdiabetesfHwhatOsHnextkVHDiabetesTH2010THaeTHYabYUcY 0.9 218

260 OverexpressionHofHtheHoytokineHnmrrHandHmutoimmunityH”iskVHNewfEnglandfJournalfoffMedicineTH
2017TH[cbTHYbYaUYbZb 59.2 198

259 ParametersHforHreliableHresultsHinHgeneticHassociationHstudiesHinHcommonHdiseaseVHNaturefGeneticsTH
2002TH[XTHY]eUaX 36.3 198

258 senomeUwideHassociationHanalysisHofHautoantibodyHpositivityHinHtypeHYHdiabetesHcasesVHPLoSfGenetics
TH2011THcTHeYXXZZYb 6 195

257 TypeHYHdiabetesfHevidenceHforHsusceptibilityHlociHfromHfourHgenomeUwideHlinkageHscansHinHYT][aH
multiplexHfamiliesVHDiabetesTH2005THa]THZeeaU[XXY 0.9 195

256 oloningHofHaHnovelHmemberHofHtheHlowUdensityHlipoproteinHreceptorHfamilyVHGeneTH1998THZYbTHYX[UYY 3.8 193
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255 mHtypeHuHinterferonHtranscriptionalHsignatureHprecedesHautoimmunityHinHchildrenHgeneticallyHatHriskH
forHtypeHYHdiabetesVHDiabetesTH2014THb[THZa[dUaX 0.9 188

254 uxZ”mHgeneticHheterogeneityHinHmultipleHsclerosisHandHtypeHYHdiabetesHsusceptibilityHandHsolubleH
interleukinUZHreceptorHproductionVHPLoSfGeneticsTH2009THaTHeYXXX[ZZ 6 183

253 ”emappingHtheHinsulinHgeneWuppyZHlocusHinHtypeHYHdiabetesVHDiabetesTH2004THa[THYdd]Ue 0.9 180

252 seneticHprotectionHfromHtheHinflammatoryHdiseaseHtypeHYHdiabetesHinHhumansHandHanimalHmodelsVH
ImmunityTH2001THYaTH[dcUea 32.3 173

251 runctionalHuxb”H[admlaHalleleHimpairsHclassicalHuxUbHreceptorHsignalingHandHinfluencesHriskHofHdiverseH
inflammatoryHdiseasesVHPLoSfGeneticsTH2013THeTHeYXX[]]] 6 170

250 usolationHandHcharacterizationHofHx”PbTHaHnovelHmemberHofHtheHlowHdensityHlipoproteinHreceptorH
geneHfamilyVHBiochemicalfandfBiophysicalfResearchfCommunicationsTH1998THZ]dTHdceUdd 3.4 169

249 TypeHYHdiabetesHinHmiceHisHlinkedHtoHtheHinterleukinUYHreceptorHandHxshWutyWncgHgenesHonH
chromosomeHYVHNatureTH1991TH[a[THZbZUa 50.4 165

248 yetagenomicsHandHpersonalizedHmedicineVHCellTH2011THY]cTH]]Uab 56.2 164

247 TheHgeneticallyHisolatedHpopulationsHofHrinlandHandHsardiniaHmayHnotHbeHaHpanaceaHforHlinkageH
disequilibriumHmappingHofHcommonHdiseaseHgenesVHNaturefGeneticsTH2000THZaTH[ZXU[ 36.3 164

246 unsulinHαzT”HalleleUspecificHeffectHinHtypeHYHdiabetesHdependsHonHidentityHofHuntransmittedHpaternalH
alleleVHTheHuypumnHsroupVHNaturefGeneticsTH1997THYcTH[aXUZ 36.3 163

245 mssociationHofHtheHvitaminHpHmetabolismHgeneHoYPZcnYHwithHtypeHYHdiabetesVHDiabetesTH2007THabTHZbYbUZY0.9 163

244 TheHpredispositionHtoHtypeHYHdiabetesHlinkedHtoHtheHhumanHleukocyteHantigenHcomplexHincludesHatH
leastHoneHnonUclassHuuHgeneVHAmericanfJournalfoffHumanfGeneticsTH1999THb]THce[UdXX 11 163

243
mbsoluteHriskHofHchildhoodUonsetHtypeHYHdiabetesHdefinedHbyHhumanHleukocyteHantigenHclassHuuH
genotypefHaHpopulationUbasedHstudyHinHtheHénitedHwingdomVHJournalfoffClinicalfEndocrinologyfandf
MetabolismTH2004THdeTH]X[cU][

5.6 162

242
oomparativeHhighUresolutionHanalysisHofHlinkageHdisequilibriumHandHtagHsingleHnucleotideH
polymorphismsHbetweenHpopulationsHinHtheHvitaminHpHreceptorHgeneVHHumanfMolecularfGeneticsTH
2004THY[THYb[[Ue

5.6 161

241  tatisticalHfalseHpositiveHorHtrueHdiseaseHpathwaykVHNaturefGeneticsTH2006TH[dTHc[YU[ 36.3 158

240 zegligibleHimpactHofHrareHautoimmuneUlocusHcodingUregionHvariantsHonHmissingHheritabilityVHNatureTH
2013TH]edTHZ[ZUa 50.4 156

239 qvaluationHofHsingleHnucleotideHpolymorphismHtypingHwithHinvaderHonHPo”HampliconsHandHitsH
automationVHGenomefResearchTH2000THYXTH[[XU][ 9.7 155

238 mdditiveHandHinteractionHeffectsHatHthreeHaminoHacidHpositionsHinHtxmUp“HandHtxmUp”HmoleculesH
driveHtypeHYHdiabetesHriskVHNaturefGeneticsTH2015TH]cTHdedUeXa 36.3 154

(2015-2014)
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237 mdditionalHmicrosatelliteHmarkersHforHmouseHgenomeHmappingVHMammalianfGenomeTH1991THYTHZc[UdZ 3.2 153

236 senomeUwideHanalysisHofHallelicHexpressionHimbalanceHinHhumanHprimaryHcellsHbyHhighUthroughputH
transcriptomeHresequencingVHHumanfMolecularfGeneticsTH2010THYeTHYZZU[] 5.6 152

235 TypeHYHdiabetesUassociatedHuxZ”mHvariationHlowersHuxUZHsignalingHandHcontributesHtoHdiminishedH
op]SopZaSHregulatoryHTHcellHfunctionVHJournalfoffImmunologyTH2012THYddTH]b]]Ua[ 5.3 147

234 PanningHforHgoldfHgenomeUwideHscanningHforHlinkageHinHtypeHYHdiabetesVHHumanfMolecularfGeneticsTH
1996THaH pecHzoTHY]][Ud 5.6 145

233 nloodHandHisletHphenotypesHindicateHimmunologicalHheterogeneityHinHtypeHYHdiabetesVHDiabetesTH
2014THb[TH[d[aU]a 0.9 144

232 TheHzOpHuddeHgeneticHintervalHinfluencesHtheHpathogenicityHofHinsulitisHandHcontainsHmolecularH
variantsHofHod[XTHTnfrZTHandHodY[cVHImmunityTH2000THY[THYXcUYa 32.3 143

231 seneticHanalysisHofHcompletelyHsequencedHdiseaseUassociatedHytoHhaplotypesHidentifiesHshufflingH
ofHsegmentsHinHrecentHhumanHhistoryVHPLoSfGeneticsTH2006THZTHee 6 140

230 mHcorrelationHbetweenHtheHrelativeHpredispositionHofHytoHclassHuuHallelesHtoHtypeHYHdiabetesHandHtheH
structureHofHtheirHproteinsVHHumanfMolecularfGeneticsTH2001THYXTHZXZaU[c 5.6 140

229
uppyZUαzT”UencodedHsusceptibilityHtoHtypeHYHdiabetesfHdominantHprotectionHandHparentalH
transmissionHofHallelesHofHtheHinsulinHgeneUlinkedHminisatelliteHlocusVHJournalfoffAutoimmunityTH1996TH
eTH]YaUZY

15.5 137

228 TheHinsulinHgeneHαzT”THtypeHZHdiabetesHandHbirthHweightVHNaturefGeneticsTH1999THZYTHZbZU[ 36.3 131

227 TheHgenerationHofHaHlibraryHofHPo”UanalyzedHmicrosatelliteHvariantsHforHgeneticHmappingHofHtheH
mouseHgenomeVHGenomicsTH1991THYXTHdc]UdY 4.3 130

226 ”egressionHmappingHofHassociationHbetweenHtheHhumanHleukocyteHantigenHregionHandHsravesH
diseaseVHAmericanfJournalfoffHumanfGeneticsTH2005THcbTHYacUb[ 11 121

225  evenHnewlyHidentifiedHlociHforHautoimmuneHthyroidHdiseaseVHHumanfMolecularfGeneticsTH2012THZYTHaZXZUd5.6 120

224 TypeHYHdiabetesHgenesHandHpathwaysHsharedHbyHhumansHandHzOpHmiceVHJournalfoffAutoimmunityTH
2005THZaH upplTHZeU[[ 15.5 118

223
oongenicHmappingHofHtheHtypeHYHdiabetesHlocusTHudd[THtoHaHcdXUkbHregionHofHmouseHchromosomeH[fH
identificationHofHaHcandidateHsegmentHofHancestralHpzmHbyHhaplotypeHmappingVHGenomefResearchTH
2000THYXTH]]bUa[

9.7 112

222  m” UooαUZHwithinUhostHdiversityHandHtransmissionVHScienceTH2021TH[cZTH 33.3 110

221 mHmaleUfemaleHbiasHinHtypeHYHdiabetesHandHlinkageHtoHchromosomeHXpHinHytoHtxmUp”[UpositiveH
patientsVHNaturefGeneticsTH1998THYeTH[XYUZ 36.3 107

220 énbiasedHapplicationHofHtheHtransmissionWdisequilibriumHtestHtoHmultilocusHhaplotypesVHAmericanf
JournalfoffHumanfGeneticsTH2000THbbTHZXXeUYZ 11 102
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219 TheHTypeHYHpiabetesHseneticsHoonsortiumVHAnnalsfoffthefNewfYorkfAcademyfoffSciencesTH2006THYXceTHYUd 6.5 98

218  tatisticalHcolocalizationHofHgeneticHriskHvariantsHforHrelatedHautoimmuneHdiseasesHinHtheHcontextHofH
commonHcontrolsVHNaturefGeneticsTH2015TH]cTHd[eU]b 36.3 97

217
untegrationHofHdiseaseHassociationHandHe“TxHdataHusingHaHnayesianHcolocalisationHapproachH
highlightsHsixHcandidateHcausalHgenesHinHimmuneUmediatedHdiseasesVHHumanfMolecularfGeneticsTH
2015THZ]TH[[XaUY[

5.6 94

216
rineHmappingTHgeneHcontentTHcomparativeHsequencingTHandHexpressionHanalysesHsupportHotla]HandH
zrampYHasHcandidatesHforHuddaVYHandHuddaVZHinHtheHnonobeseHdiabeticHmouseVHJournalfoffImmunology
TH2004THYc[THYb]Uc[

5.3 94

215 réTZHnonsecretorHstatusHlinksHtypeHYHdiabetesHsusceptibilityHandHresistanceHtoHinfectionVHDiabetesTH
2011THbXTH[XdYU] 0.9 92

214 seneticHanalysisHofHadultUonsetHautoimmuneHdiabetesVHDiabetesTH2011THbXTHZb]aUa[ 0.9 92

213 xongUrangeHpzmHloopingHandHgeneHexpressionHanalysesHidentifyHpqXuHasHanHautoimmuneHdiseaseH
candidateHgeneVHHumanfMolecularfGeneticsTH2012THZYTH[ZZU[[ 5.6 91

212 mssociationHofHtheHinterleukinUZHreceptorHalphaHPuxUZ”alphaQWopZaHgeneHregionHwithHsravesOHdiseaseH
usingHaHmultilocusHtestHandHtagH zPsVHClinicalfEndocrinologyTH2007THbbTHaXdUYZ 3.4 91

211
yajorHfactorsHinfluencingHlinkageHdisequilibriumHbyHanalysisHofHdifferentHchromosomeHregionsHinH
distinctHpopulationsfHdemographyTHchromosomeHrecombinationHfrequencyHandHselectionVHHumanf
MolecularfGeneticsTH2000THeTHZe]cUac

5.6 89

210 rromHgenomeHtoHaetiologyHinHaHmultifactorialHdiseaseTHtypeHYHdiabetesVHBioEssaysTH1999THZYTHYb]Uc] 4.1 89

209 uxUZYHproductionHbyHop]SHeffectorHTHcellsHandHfrequencyHofHcirculatingHfollicularHhelperHTHcellsHareH
increasedHinHtypeHYHdiabetesHpatientsVHDiabetologiaTH2015THadTHcdYUeX 10.3 86

208 mHhumanHtypeHYHdiabetesHsusceptibilityHlocusHmapsHtoHchromosomeHZYqZZV[VHDiabetesTH2008THacTHZdadUbY0.9 85

207 rineUmappingHandHfunctionalHstudiesHhighlightHpotentialHcausalHvariantsHforHrheumatoidHarthritisHandH
typeHYHdiabetesVHNaturefGeneticsTH2018THaXTHY[bbUY[c] 36.3 82

206 mHmolecularHbasisHforHgeneticHsusceptibilityHtoHinsulinUdependentHdiabetesHmellitusVHTrendsfinf
GeneticsTH1988TH]THYZeU[] 8.5 80

205 seneticHcontrolHofHautoimmunityfHprotectionHfromHdiabetesTHbutHspontaneousHautoimmuneHbiliaryH
diseaseHinHaHnonobeseHdiabeticHcongenicHstrainVHJournalfoffImmunologyTH2004THYc[THZ[YaUZ[ 5.3 79

204 yultifactorialHinheritanceHinHtypeHYHdiabetesVHTrendsfinfGeneticsTH1995THYYTH]eeUaX] 8.5 79

203 senomeUwideHscanHforHlinkageHtoHtypeHYHdiabetesHinHZT]ebHmultiplexHfamiliesHfromHtheHTypeHYH
piabetesHseneticsHoonsortiumVHDiabetesTH2009THadTHYXYdUZZ 0.9 78

202
”egulatoryHTHoellH”esponsesHinHParticipantsHwithHTypeHYHpiabetesHafterHaH ingleHposeHofH
unterleukinUZfHmHzonU”andomisedTHOpenHxabelTHmdaptiveHposeUrindingHTrialVHPLoSfMedicineTH2016TH
Y[THeYXXZY[e

11.6 76

(2016-2006)
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201 PrevalenceHofHabnormalHlipidHprofilesHandHtheHrelationshipHwithHtheHdevelopmentHofH
microalbuminuriaHinHadolescentsHwithHtypeHYHdiabetesVHDiabetesfCareTH2009TH[ZTHbadUb[ 14.6 74

200 ProteomeUwideHanalysisHofHdiseaseUassociatedH zPsHthatHshowHalleleUspecificHtranscriptionHfactorH
bindingVHPLoSfGeneticsTH2012THdTHeYXXZedZ 6 74

199 mHnovelHandHmajorHassociationHofHtxmUoHinHsravesOHdiseaseHthatHeclipsesHtheHclassicalHtxmUp”nYH
effectVHHumanfMolecularfGeneticsTH2007THYbTHZY]eUa[ 5.6 72

198  tatisticalHcolocalizationHofHmonocyteHgeneHexpressionHandHgeneticHriskHvariantsHforHtypeHYHdiabetesVH
HumanfMolecularfGeneticsTH2012THZYTHZdYaUZ] 5.6 71

197 PTPzZZHTrpbZXHexplainsHtheHassociationHofHchromosomeHYpY[HwithHtypeHYHdiabetesHandHshowsHaH
statisticalHinteractionHwithHtxmHclassHuuHgenotypesVHDiabetesTH2008THacTHYc[XUc 0.9 69

196 yononucleotideHrepeatsHareHanHabundantHsourceHofHlengthHvariantsHinHmouseHgenomicHpzmVH
MammalianfGenomeTH1991THYTHZXbUYX 3.2 67

195 ”educedHexpressionHofHurutYHisHprotectiveHforHtypeHYHdiabetesVHPLoSfONETH2010THaTHeYZb]b 3.7 66

194 mnalysisHofHtheHvitaminHpHreceptorHgeneHsequenceHvariantsHinHtypeHYHdiabetesVHDiabetesTH2004THa[THZcXeUYZ0.9 65

193 oommonHpolymorphismHinHtYeHassociatedHwithHbirthweightHandHcordHbloodHusrUuuHlevelsHinHhumansVH
BMCfGeneticsTH2005THbTHZZ 2.6 65

192 qxperimentalHaspectsHofHcopyHnumberHvariantHassaysHatHoox[xYVHNaturefMedicineTH2009THYaTHYYYaUc 50.5 63

191 pifferentialHglycosylationHofHinterleukinHZTHtheHmolecularHbasisHforHtheHzOpHudd[HtypeHYHdiabetesH
genekVHCytokineTH2000THYZTH]ccUdZ 4 62

190 TYpnasefHupdateHZXYYTHorganizationHandHpresentationHofHlargeUscaleHdataHsetsHforHtypeHYHdiabetesH
researchVHNucleicfAcidsfResearchTH2011TH[eTHpeecUYXXY 20.1 61

189  tatisticalHindependenceHofHtheHcolocalizedHassociationHsignalsHforHtypeHYHdiabetesHandH”P ZbHgeneH
expressionHonHchromosomeHYZqY[VHBiostatisticsTH2009THYXTH[ZcU[] 3.7 60

188 TransmissionHratioHdistortionHatHtheHuz UusrZHαzT”VHNaturefGeneticsTH1999THZZTH[Z]Ua 36.3 60

187 mHmethodHtoHaddressHdifferentialHbiasHinHgenotypingHinHlargeUscaleHassociationHstudiesVHPLoSfGenetics
TH2007TH[THec] 6 59

186 mssociationHofHuxY[HwithHtotalHugqfHevidenceHagainstHanHinverseHassociationHofHatopyHandHdiabetesVH
JournalfoffAllergyfandfClinicalfImmunologyTH2006THYYcTHY[XbUY[ 11.5 57

185 TYpnasefHintegrationHandHpresentationHofHcomplexHdataHforHtypeHYHdiabetesHresearchVHNucleicfAcidsf
ResearchTH2007TH[aTHpc]ZUb 20.1 56

184 yaternalUfetalHinteractionsHandHbirthHorderHinfluenceHinsulinHvariableHnumberHofHtandemHrepeatsH
alleleHclassHassociationsHwithHheadHsizeHatHbirthHandHchildhoodHweightHgainVHDiabetesTH2004THa[THYYZdU[[ 0.9 56
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183 mssessingHtheHvalidityHofHtheHassociationHbetweenHtheH éyO]HyaaαHvariantHandHriskHofHtypeHYH
diabetesVHNaturefGeneticsTH2005TH[cTHYYXUYgHauthorHreplyHYYZU[ 36.3 56

182 TheHimpactHofHproinflammatoryHcytokinesHonHtheH˛†UcellHregulatoryHlandscapeHprovidesHinsightsHintoH
theHgeneticsHofHtypeHYHdiabetesVHNaturefGeneticsTH2019THaYTHYaddUYaea 36.3 55

181 mnalysisHofHassociationHofHtheHTu”mPHPymxQH YdXxHvariantHandHtuberculosisHinHthreeHpopulationsVH
NaturefGeneticsTH2008TH]XTHZbYUZgHauthorHreplyHZbZU[ 36.3 55

180 taplotypeHstructureTHxpHblocksTHandHunevenHrecombinationHwithinHtheHx”PaHgeneVHGenomefResearchTH
2003THY[THd]aUaa 9.7 54

179  tatisticalHmodelingHofHinterlocusHinteractionsHinHaHcomplexHdiseasefHrejectionHofHtheHmultiplicativeH
modelHofHepistasisHinHtypeHYHdiabetesVHGeneticsTH2001THYadTH[acUbc 4 54

178 seneUgeneHinteractionsHinHtheHzOpHmouseHmodelHofHtypeHYHdiabetesVHAdvancesfinfImmunologyTH2008TH
YXXTHYaYUca 5.6 53

177 ohildhoodHadiposityHandHriskHofHtypeHYHdiabetesfHmHyendelianHrandomizationHstudyVHPLoSfMedicineTH
2017THY]THeYXXZ[bZ 11.6 53

176 rineHmappingHofHtheHdiabetesUsusceptibilityHlocusTHuppy]THonHchromosomeHYYqY[VHAmericanfJournalf
offHumanfGeneticsTH1998THb[THa]cUab 11 51

175
qxpressionHofHtheHtypeHuHdiabetesUassociatedHgeneHx”PaHinHmacrophagesTHvitaminHmHsystemHcellsTHandH
theHusletsHofHxangerhansHsuggestsHmultipleHpotentialHrolesHinHdiabetesVHJournalfoffHistochemistryfandf
CytochemistryTH2000TH]dTHY[acUbd

3.4 51

174 TenHyearsHofHgeneticsHandHgenomicsfHwhatHhaveHweHachievedHandHwhereHareHweHheadingkVHNaturef
ReviewsfGeneticsTH2010THYYTHcZ[U[[ 30.1 50

173 seneticHandHfunctionalHassociationHofHtheHimmuneHsignalingHmoleculeH]UYnnHPopY[cWTzr” reQHwithH
typeHYHdiabetesVHJournalfoffAutoimmunityTH2005THZaTHY[UZX 15.5 50

172 mnalysisHofHtheHop[HgeneHregionHandHtypeHYHdiabetesfHapplicationHofHfluorescenceUbasedHtechnologyH
toHlinkageHdisequilibriumHmappingVHHumanfMolecularfGeneticsTH1995TH]THYecUZXZ 5.6 50

171 qvidenceHofHgeneUgeneHinteractionHandHageUatUdiagnosisHeffectsHinHtypeHYHdiabetesVHDiabetesTH2012TH
bYTH[XYZUc 0.9 49

170 mssociationHofHhumanHendogenousHretrovirusHwUYdHpolymorphismsHwithHtypeHYHdiabetesVHDiabetesTH
2004THa[THdaZU] 0.9 49

169 OpenHTargetsHseneticsfHsystematicHidentificationHofHtraitUassociatedHgenesHusingHlargeUscaleH
geneticsHandHfunctionalHgenomicsVHNucleicfAcidsfResearchTH2021TH]eTHpY[YYUpY[ZX 20.1 49

168 qvidenceHthatHtxmHclassHuHandHuuHassociationsHwithHtypeHYHdiabetesTHautoantibodiesHtoHsmpHandH
autoantibodiesHtoHumUZTHareHdistinctVHDiabetesTH2011THbXTHZb[aU]] 0.9 48

167 qxtremeHclonalityHinHlymphoblastoidHcellHlinesHwithHimplicationsHforHalleleHspecificHexpressionH
analysesVHPLoSfONETH2008TH[THeZebb 3.7 48

166 mHlongUlivedHuxUZHmuteinHthatHselectivelyHactivatesHandHexpandsHregulatoryHTHcellsHasHaHtherapyHforH
autoimmuneHdiseaseVHJournalfoffAutoimmunityTH2018THeaTHYUY] 15.5 48

(2018-2005)
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165 oellsHwithHTregUspecificHrOXP[HdemethylationHbutHlowHopZaHareHprevalentHinHautoimmunityVHJournalf
offAutoimmunityTH2017THd]THcaUdb 15.5 46

164 unteractionsHbetweenHuddaVYWotla]HandHotherHtypeHYHdiabetesHgenesVHJournalfoffImmunologyTH2007TH
YceTHd[]YUe 5.3 46

163 zoHassociationHbetweenHvariationHofHtheHrOXP[HgeneHandHcommonHtypeHYHdiabetesHinHtheH ardinianH
populationVHDiabetesTH2004THa[THYeYYU] 0.9 46

162
TheHinterUregionalHdistributionHofHtxmHclassHuuHhaplotypesHindicatesHtheHsuitabilityHofHtheH ardinianH
populationHforHcaseUcontrolHassociationHstudiesHinHcomplexHdiseasesVHHumanfMolecularfGeneticsTH
2000THeTHZeaeUba

5.6 46

161 seneticsHofHautoimmuneHdiseaseVHCurrentfOpinionfinfImmunologyTH1995THcTHcdbUeZ 7.8 45

160 TheHuxZ[”HmWsln[dYHalleleHpromotesHuxUZ[HunresponsivenessHinHhumanHmemoryHTUhelperHYcHcellsHandH
impairsHThYcHresponsesHinHpsoriasisHpatientsVHJournalfoffInvestigativefDermatologyTH2013THY[[THZ[dYUZ[de4.3 44

159 mHmethodHforHgeneUbasedHpathwayHanalysisHusingHgenomewideHassociationHstudyHsummaryHstatisticsH
revealsHnineHnewHtypeHYHdiabetesHassociationsVHGeneticfEpidemiologyTH2014TH[dTHbbYUcX 2.6 43

158 pissectionHofHaHoomplexHpiseaseH usceptibilityH”egionHésingHaHnayesianH tochasticH earchHmpproachH
toHrineHyappingVHPLoSfGeneticsTH2015THYYTHeYXXaZcZ 6 42

157 mnalysisHofHpolymorphismsHinHYbHgenesHinHtypeHYHdiabetesHthatHhaveHbeenHassociatedHwithHotherH
immuneUmediatedHdiseasesVHBMCfMedicalfGeneticsTH2006THcTHZX 2.1 42

156 netaUoellHrragilityHmsHaHoommonHénderlyingH”iskHractorHinHTypeHYHandHTypeHZHpiabetesVHTrendsfinf
MolecularfMedicineTH2017THZ[THYdYUYe] 11.5 42

155 ohromosomeHcontactsHinHactivatedHTHcellsHidentifyHautoimmuneHdiseaseHcandidateHgenesVHGenomef
BiologyTH2017THYdTHYba 18.3 41

154 oontrastingHgeneticHassociationHofHuxZ”mHwithH xqHandHmzomUassociatedHvasculitisVHBMCfMedicalf
GeneticsTH2009THYXTHZZ 2.1 41

153 mnHalleleHofHuwZrYHPukarosQHconferringHsusceptibilityHtoHchildhoodHacuteHlymphoblasticHleukemiaH
protectsHagainstHtypeHYHdiabetesVHDiabetesTH2011THbXTHYX]YU] 0.9 41

152 TYpnaseTHaHcommunityHwebUbasedHresourceHforHtypeHYHdiabetesHresearchVHNucleicfAcidsfResearchTH
2005TH[[THpa]]Ue 20.1 41

151 TheHderivationHofHhighlyHgermlineUcompetentHembryonicHstemHcellsHcontainingHzOpUderivedH
genomeVHDiabetesTH2003THaZTHZXaUd 0.9 40

150 mpproachesHandHadvancesHinHtheHgeneticHcausesHofHautoimmuneHdiseaseHandHtheirHimplicationsVH
NaturefImmunologyTH2018THYeTHbc]Ubd] 19.1 39

149 TestsHforHgeneticHinteractionsHinHtypeHYHdiabetesfHlinkageHandHstratificationHanalysesHofH]T]ZZH
affectedHsibUpairsVHDiabetesTH2011THbXTHYX[XU]X 0.9 39

148 ”areHandHfunctionalH umqHvariantsHareHnotHassociatedHwithHautoimmuneHdiseaseHriskHinHupHtoHbbTeZ]H
individualsHofHquropeanHancestryVHNaturefGeneticsTH2011TH]]TH[Ua 36.3 39

John A Todd
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147  aturationHmultipointHlinkageHmappingHofHchromosomeHbqHinHtypeHYHdiabetesVHHumanfMolecularf
GeneticsTH1996THaTHYXcYU] 5.6 39

146 xinkageHandHassociationHmappingHofHtheHx”PaHlocusHonHchromosomeHYYqY[HinHtypeHYHdiabetesVH
HumanfGeneticsTH2003THYY[THeeUYXa 6.3 38

145 yolecularHgeneticsHofHdiabetesHmellitusVHBaillierensfClinicalfEndocrinologyfandfMetabolismTH1995THeTHb[YUab 38

144 mssociationHofHinsulinHgeneHαzT”HpolymorphismHwithHpolycysticHovaryHsyndromeVHLancetsfTheTH1997TH
[]eTHYccYUYccZ 40 37

143 TheHcandidateHgenesHTmraxTHTorcTHPpopYTHuxbHandHuomyYHcannotHbeHexcludedHfromHhavingHeffectsH
inHtypeHYHdiabetesVHBMCfMedicalfGeneticsTH2007THdTHcY 2.1 37

142 zoHevidenceHofHassociationHorHinteractionHbetweenHtheHux]”mTHux]THandHuxY[HgenesHinHtypeHYH
diabetesVHAmericanfJournalfoffHumanfGeneticsTH2005THcbTHaYcUZY 11 37

141 mssociationHofHintercellularHadhesionHmoleculeUYHgeneHwithHtypeHYHdiabetesVHLancetsfTheTH2003TH[bZTHYcZ[U]40 37

140 zextHgenerationHsequencingHrevealsHtheHassociationHofHp”n[RXZfXZHwithHtypeHYHdiabetesVHDiabetesTH
2013THbZTHZbYdUZZ 0.9 35

139 seneticHassociationHanalysesHofHatopicHillnessHandHproinflammatoryHcytokineHgenesHwithHtypeHYH
diabetesVHDiabetesvMetabolismfResearchfandfReviewsTH2011THZcTHd[dU][ 7.5 35

138 senomeHbioinformaticHanalysisHofHnonsynonymousH zPsVHBMCfBioinformaticsTH2007THdTH[XY 3.6 35

137 ”esequencingHandHassociationHanalysisHofHtheH PYYXHgeneHinHadultHpulmonaryHtuberculosisVHHumanf
GeneticsTH2007THYZYTHYaaUbX 6.3 35

136 zaturalHαariationHinHunterleukinUZH ensitivityHunfluencesH”egulatoryHTUoellHrrequencyHandHrunctionHinH
undividualsHβithHxongUstandingHTypeHYHpiabetesVHDiabetesTH2015THb]TH[deYUeXZ 0.9 34

135 PostthymicHexpansionHinHhumanHop]HnaiveHTHcellsHdefinedHbyHexpressionHofHfunctionalHhighUaffinityH
uxUZHreceptorsVHJournalfoffImmunologyTH2013THYeXTHZaa]Ubb 5.3 34

134 mnalysisHofHtheHtypeHZHdiabetesUassociatedHsingleHnucleotideHpolymorphismsHinHtheHgenesHu” YTH
wozvYYTHandHPPm”sZHinHtypeHYHdiabetesVHDiabetesTH2004THa[THdcXU[ 0.9 34

133
pivergenceHbetweenHgeneticHdeterminantsHofHusrZHtranscriptionHlevelsHinHleukocytesHandHofH
uppyZUencodedHsusceptibilityHtoHtypeHYHdiabetesVHJournalfoffClinicalfEndocrinologyfandfMetabolismTH
1998THd[THZe[[Ue

5.6 34

132 yutationHofHtheHglucagonHreceptorHgeneHandHdiabetesHmellitusHinHtheHéwfHassociationHorHfounderH
effectkVHHumanfMolecularfGeneticsTH1995TH]THYbXeUYZ 5.6 33

131 mHpracticalHapproachHtoHidentificationHofHsusceptibilityHgenesHforHuppyVHDiabetesTH1992TH]YTHYXZeU[] 0.9 33

130 xaHcarteHdesHmicrosatellitesHestHarrivˆ'eIH[TheHmapHofHmicrosatellitesHhasHarrivedI]VHHumanfMolecularf
GeneticsTH1992THYTHbb[Ub 5.6 32

(1992-1996)
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129
OralHinsulinHtherapyHforHprimaryHpreventionHofHtypeHYHdiabetesHinHinfantsHwithHhighHgeneticHriskfHtheH
sPPmpUPOunTHPglobalHplatformHforHtheHpreventionHofHautoimmuneHdiabetesHprimaryHoralHinsulinH
trialQHstudyHprotocolVHBMJfOpenTH2019THeTHeXZdacd

3 31

128 TheHsequenceHandHgeneHcharacterizationHofHaH]XXUkbHcandidateHregionHforHuppy]HonHchromosomeH
YYqY[VHGenomicsTH2001THcZTHZ[YU]Z 4.3 31

127 pifferentialHexpressionHofHpenicillinUbindingHproteinHstructuralHgenesHduringnacillusH
subtilissporulationVHFEMSfMicrobiologyfLettersTH1983THYdTHYecUZXZ 2.9 31

126  equencingUbasedHgenotypingHandHassociationHanalysisHofHtheHyuomHandHyuonHgenesHinHtypeHYH
diabetesVHDiabetesTH2008THacTHYca[Ub 0.9 29

125 unvestigatingHtheHutilityHofHcombiningHphiZeHwholeHgenomeHamplificationHandHhighlyHmultiplexedH
singleHnucleotideHpolymorphismHneadmrrayHgenotypingVHBMCfBiotechnologyTH2004TH]THYa 3.5 29

124 mnalysisHofHpolymorphismsHofHtheHinterleukinUYdHgeneHinHtypeHYHdiabetesHandHtardyUβeinbergH
equilibriumHtestingVHDiabetesTH2006THaaTHaaeUbZ 0.9 28

123 rineUmappingTHtransUancestralHandHgenomicHanalysesHidentifyHcausalHvariantsTHcellsTHgenesHandHdrugH
targetsHforHtypeHYHdiabetesVHNaturefGeneticsTH2021THa[THebZUecY 36.3 28

122
seneticHαariantsHPredisposingHyostH tronglyHtoHTypeHYHpiabetesHpiagnosedHénderHmgeHcHYearsHxieH
zearHoandidateHsenesHThatHrunctionHinHtheHummuneH ystemHandHinHPancreaticH˛†UoellsVHDiabetesfCare
TH2020TH][THYbeUYcc

14.6 28

121 ”ationaleHandHstudyHdesignHofHtheHmdaptiveHstudyHofHuxUZHdoseHonHregulatoryHTHcellsHinHtypeHYH
diabetesHPpuxTYpQfHaHnonUrandomisedTHopenHlabelTHadaptiveHdoseHfindingHtrialVHBMJfOpenTH2014TH]THeXXaaae3 26

120 zonobeseHdiabeticHcongenicHstrainHanalysisHofHautoimmuneHdiabetesHrevealsHgeneticHcomplexityHofH
theHuddYdHlocusHandHidentifiesHαav[HasHaHcandidateHgeneVHJournalfoffImmunologyTH2010THYd]THaXcaUd] 5.3 26

119 zeonatalHandHadultHrecentHthymicHemigrantsHproduceHuxUdHandHexpressHcomplementHreceptorsHo”YH
andHo”ZVHJCIfInsightTH2017THZTH 9.9 26

118 udentificationHofHodYXYHasHaHsusceptibilityHgeneHforHzovosphingobiumHaromaticivoransUinducedHliverH
autoimmunityVHJournalfoffImmunologyTH2011THYdcTH[[cU]e 5.3 25

117 rrameworkHYmoHcontigHanchoredHintoHaH[VZUybHhighUresolutionHphysicalHmapHinHproximalHYYqY[VH
GenomicsTH1997TH]XTHY[UZ[ 4.3 25

116 taplotypeHtagHsingleHnucleotideHpolymorphismHanalysisHofHtheHhumanHorthologuesHofHtheHratHtypeHYH
diabetesHgenesHuan]HPxypWuddmYQHandHoblbVHDiabetesTH2004THa[THaXaUe 0.9 25

115 udentificationHofHaHstructurallyHdistinctHopYXYHmoleculeHencodedHinHtheHeaXUkbHuddYXHregionHofHzOpH
miceVHDiabetesTH2003THaZTHYaaYUb 0.9 25

114 TheHusefulnessHofHdifferentHdensityH zPHmapsHforHdiseaseHassociationHstudiesHofHcommonHvariantsVH
HumanfMolecularfGeneticsTH2003THYZTH[Y]aUe 5.6 25

113 txmHantigensHandHinsulinUdependentHdiabetesVHNatureTH1988TH[[[THcYX 50.4 25

112 piscoveryHofHopdXHandHopdbHasHrecentHactivationHmarkersHonHregulatoryHTHcellsHbyHproteinU”zmH
singleUcellHanalysisVHGenomefMedicineTH2020THYZTHaa 14.4 24

John A Todd
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111 zoHevidenceHforHaHmajorHeffectHofHtwoHcommonHpolymorphismsHofHtheHcatalaseHgeneHinHtypeHYH
diabetesHsusceptibilityVHDiabetesvMetabolismfResearchfandfReviewsTH2006THZZTH[abUbX 7.5 24

110 teterogeneityHinHtheHmagnitudeHofHtheHinsulinHgeneHeffectHonHtxmHriskHinHtypeHYHdiabetesVHDiabetesTH
2004THa[TH[ZdbUeY 0.9 24

109 unvestigationHofHsolubleHandHtransmembraneHoTxmU]HisoformsHinHserumHandHmicrovesiclesVHJournalfoff
ImmunologyTH2014THYe[THddeUeXX 5.3 23

108 qvidenceHthatHodYXYHisHanHautoimmuneHdiabetesHgeneHinHnonobeseHdiabeticHmiceVHJournalfoff
ImmunologyTH2011THYdcTH[ZaU[b 5.3 22

107 mnHopenHapproachHtoHsystematicallyHprioritizeHcausalHvariantsHandHgenesHatHallHpublishedHhumanH
sβm HtraitUassociatedHlociVHNaturefGeneticsTH2021THa[THYaZcUYa[[ 36.3 22

106 qpigeneticHanalysisHofHregulatoryHTHcellsHusingHmultiplexHbisulfiteHsequencingVHEuropeanfJournalfoff
ImmunologyTH2015TH]aTH[ZXXU[ 6.1 21

105 PlasmaHconcentrationsHofHsolubleHuxUZHreceptorH˛–HPopZaQHareHincreasedHinHtypeHYHdiabetesHandH
associatedHwithHreducedHoUpeptideHlevelsHinHyoungHpatientsVHDiabetologiaTH2014THacTH[bbUcZ 10.3 21

104
oommonalityHinHtheHgeneticHcontrolHofHTypeHYHdiabetesHinHhumansHandHzOpHmicefHvariantsHofHgenesH
inHtheHuxUZHpathwayHareHassociatedHwithHautoimmuneHdiabetesHinHbothHspeciesVHBiochemicalfSocietyf
TransactionsTH2008TH[bTH[YZUa

5.1 21

103 TheHsporulationUspecificHpenicillinUbindingHproteinHaaHfromHnacillusHsubtilisHisHaH
ppUcarboxypeptidaseHinHvitroVHBiochemicalfJournalTH1985THZ[XTHdZaUd 3.8 21

102 ”ebrandingHasymptomaticHtypeHYHdiabetesfHtheHcaseHforHautoimmuneHbetaHcellHdisorderHasHaH
pathologicalHandHdiagnosticHentityVHDiabetologiaTH2017THbXTH[aU[d 10.3 20

101  exUrelatedHbiasHandHexclusionHmappingHofHtheHnonrecombinantHportionHofHchromosomeHYHinHhumanH
typeHYHdiabetesHinHtheHisolatedHfounderHpopulationHofH ardiniaVHDiabetesTH2002THaYTH[ac[Ub 0.9 20

100 TheHchromosomeHbqZZV[[HregionHisHassociatedHwithHageHatHdiagnosisHofHtypeHYHdiabetesHandHdiseaseH
riskHinHthoseHdiagnosedHunderHa´ yearsHofHageVHDiabetologiaTH2018THbYTHY]cUYac 10.3 19

99 xackHofHassociationHofHtheHmlaP]aQThrHpolymorphismHandHotherHcommonHvariantsHofHtheHzeuropH
geneHwithHtypeHYHdiabetesVHDiabetesTH2004THa[THYYadUbY 0.9 19

98 mssociationHmappingHofHcomplexHdiseasesHinHlinkedHregionsfHestimationHofHgeneticHeffectsHandH
feasibilityHofHtestingHrareHvariantsVHGeneticfEpidemiologyTH2003THZ]TH[bU][ 2.6 19

97 oomparisonHofHpopulationUHandHfamilyUbasedHmethodsHforHgeneticHassociationHanalysisHinHtheH
presenceHofHinteractingHlociVHGeneticfEpidemiologyTH2005THZeTHaYUbc 2.6 19

96 mlterationHinHtheHpenicillinUbindingHprofileHofHnacillusHmegateriumHduringHsporulationVHNatureTH1982TH
[XXTHb]XU[ 50.4 19

95 qvidenceHofHassociationHwithHtypeHYHdiabetesHinHtheH xoYYmYHgeneHregionVHBMCfMedicalfGeneticsTH
2011THYZTHae 2.1 18

94 seneticsHofHdiabetesVHTransUracialHgeneHmappingHstudiesVHBaillierensfClinicalfEndocrinologyfandf
MetabolismTH1991THaTH[ZYU]X 18

(1991-2006)
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93 mHmethodHforHidentifyingHgeneticHheterogeneityHwithinHphenotypicallyHdefinedHdiseaseHsubgroupsVH
NaturefGeneticsTH2017TH]eTH[YXU[Yb 36.3 17

92 oonstructionHandHanalysisHofHtagHsingleHnucleotideHpolymorphismHmapsHforHsixHhumanUmouseH
orthologousHcandidateHgenesHinHtypeHYHdiabetesVHBMCfGeneticsTH2005THbTHe 2.6 17

91 xinkageHanalysisHofHd]HmicrosatelliteHmarkersHinHintraUHandHinterspecificHbackcrossesVHMammalianf
GenomeTH1992TH[TH]acUbX 3.2 17

90 mHbloodHatlasHofHoOαupUYeHdefinesHhallmarksHofHdiseaseHseverityHandHspecificityVVHCellTH2022THYdaTHeYbUe[dVead56.2 17

89 udentificationHofHxZTrxYHasHaHcandidateHeffectorHgeneHatHaHoOαupUYeHriskHlocusVHNaturefGeneticsTH
2021THa[THYbXbUYbYa 36.3 17

88 udentificationHofHinfantsHwithHincreasedHtypeHYHdiabetesHgeneticHriskHforHenrollmentHintoHPrimaryH
PreventionHTrialsUsPPmpUXZHstudyHdesignHandHfirstHresultsVHPediatricfDiabetesTH2019THZXTHcZXUcZc 3.6 16

87
ProtocolHofHtheHadaptiveHstudyHofHuxUZHdoseHfrequencyHonHregulatoryHTHcellsHinHtypeHYHdiabetesH
PpuxfrequencyQfHaHmechanisticTHnonUrandomisedTHrepeatHdoseTHopenUlabelTHresponseUadaptiveHstudyVH
BMJfOpenTH2015THaTHeXXecee

3 16

86 mHgenomeUwideHassessmentHofHtheHroleHofHuntaggedHcopyHnumberHvariantsHinHtypeHYHdiabetesVHPLoSf
GeneticsTH2014THYXTHeYXX][bc 6 16

85 yolecularHanalysisHofHtheHytoHclassHuuHregionHinHp”]THp”cTHandHp”eHhaplotypesVHImmunogeneticsTH
1991TH[]TH[]eUac 3.2 16

84 tumanHuxUb”TusuTHop]opYZcopZaHTHcellsHdisplayHpotentHinHvitroHsuppressiveHcapacityHandHaHdistinctH
ThYcHprofileVHClinicalfImmunologyTH2017THYceTHZaU[e 9 15

83
TheHplasmaHbiomarkerHsolubleH usxqoUYHisHassociatedHwithHtheHtypeHuHinterferonHtranscriptionalH
signatureTHethnicHbackgroundHandHrenalHdiseaseHinHsystemicHlupusHerythematosusVHArthritisfResearchf
andfTherapyTH2018THZXTHYaZ

5.7 15

82 zoHevidenceHforHassociationHofHOm YHwithHtypeHYHdiabetesHinHunaffectedHsiblingsHorHtypeHYHdiabeticH
casesVHDiabetesTH2006THaaTHYaZaUd 0.9 15

81
petectionHandHfrequencyHestimationHofHrareHvariantsHinHpoolsHofHgenomicHpzmHfromHlargeH
populationsHusingHmutationalHspectrometryVHMutationfResearchftfFundamentalfandfMolecularf
MechanismsfoffMutagenesisTH2005THacXTHZbcUdX

3.3 15

80 mHcomprehensiveTHstatisticallyHpoweredHanalysisHofHsmpZHinHtypeHYHdiabetesVHDiabetesTH2002THaYTHZdbbUcX 0.9 15

79 mlleleUspecificHmethylationHofHtypeHYHdiabetesHsusceptibilityHgenesVHJournalfoffAutoimmunityTH2018TH
deTHb[Uc] 15.5 15

78 pevelopmentHofHanHintegratedHgenomeHinformaticsTHdataHmanagementHandHworkflowH
infrastructurefHaHtoolboxHforHtheHstudyHofHcomplexHdiseaseHgeneticsVHHumanfGenomicsTH2004THYTHedUYXe 6.8 14

77 yappingHmultipleHlinkedHquantitativeHtraitHlociHinHnonUobeseHdiabeticHmiceHusingHaHstepwiseH
regressionHstrategyVHGeneticalfResearchTH1998THcYTHaYUb] 1.1 14

76
ohronicHummuneHmctivationHinH ystemicHxupusHqrythematosusHandHtheHmutoimmuneHPTPzZZHTrpH
”iskHmlleleHpriveHtheHqxpansionHofHrOXP[H”egulatoryHTHoellsHandHPpUYHqxpressionVHFrontiersfinf
ImmunologyTH2019THYXTHZbXb

8.4 14

John A Todd
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75 TypeHYHpiabetesHPreventionfHmHsoalHpependentHonHmcceptingHaHpiagnosisHofHanHmsymptomaticH
piseaseVHDiabetesTH2016THbaTH[Z[[U[Z[e 0.9 13

74 oapturingHtheHsystemicHimmuneHsignatureHofHaHnorovirusHinfectionfHanHnUofUYHcaseHstudyHwithinHaH
clinicalHtrialVHWellcomefOpenfResearchTH2017THZTHZd 4.8 13

73 opcXHexpressionHdeterminesHtheHtherapeuticHefficacyHofHexpandedHhumanHregulatoryHTHcellsVH
CommunicationsfBiologyTH2020TH[TH[ca 6.7 13

72 mHhybridHqPo”W zPHarrayHapproachHallowsHcostHefficientHassessmentHofHwu”HgeneHcopyHnumbersHinH
largeHsamplesVHBMCfGenomicsTH2014THYaTHZc] 4.5 12

71 zwsZpU”mqUYHreceptorUligandHvariationHdoesHnotHaccountHforHtheHzwHcellHdefectHinHnonobeseH
diabeticHmiceVHJournalfoffImmunologyTH2008THYdYTHcXc[UdX 5.3 12

70 youseHmicrosatellitesHfromHaHflowUsortedH]fbH”obertsonianHchromosomeVHMammalianfGenomeTH
1992TH[THbZXU] 3.2 12

69 PreventingHtypeHYHdiabetesHinHchildhoodVHScienceTH2021TH[c[THaXbUaYX 33.3 12

68 petectionHandHcorrectionHofHartefactsHinHestimationHofHrareHcopyHnumberHvariantsHandHanalysisHofH
rareHdeletionsHinHtypeHYHdiabetesVHHumanfMolecularfGeneticsTH2015THZ]THYcc]UeX 5.6 11

67 TheHPTPzZZHlocusHandHrheumatoidHarthritisfHnoHevidenceHforHanHeffectHonHriskHindependentHofH
mrgbZXTrpVHPLoSfONETH2010THaTHeY[a]] 3.7 11

66 pOohIHgenesHandHenvironmentHcauseHorohnOsHdiseaseVHCellTH2010THY]YTHYYY]Ub 56.2 11

65  temHcellsHandHaHcureHforHtypeHYHdiabeteskVHProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaTH2009THYXbTHYaaZ[U] 11.5 11

64 qncyclopediaHofHtheHmouseHgenomeHuuuVHOctoberHYee[VHyouseHchromosomeH[VHMammalianfGenomeTH
1993TH]H pecHzoTH ]cUac 3.2 11

63 TheHpuxfrequencyHstudyHisHanHadaptiveHtrialHtoHidentifyHoptimalHuxUZHdosingHinHpatientsHwithHtypeHYH
diabetesVHJCIfInsightTH2018TH[TH 9.9 11

62 qfficacyHofHohmdOxYHnooαUYeHPmZpYZZZQHvaccineHagainstH m” UooαUZHlineagesHcirculatingHinHnrazilVH
NaturefCommunicationsTH2021THYZTHadbY 17.4 11

61 mssociationHanalysisHofHmyosinHuXnHandHtypeHYHdiabetesVHHumanfImmunologyTH2010THcYTHaedUbXY 2.3 10

60 unteractionHanalysisHofHtheHonxnHandHoTxm]HgenesHinHtypeHYHdiabetesVHJournalfoffLeukocytefBiologyTH
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