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m Paper IF Citations

173 SpatialNpartitioningNofNtheNregulatoryNlandscapeNofNtheNXcinactivationNcentredNNaturebN2012bNjnkbNingck 50.4 1894

172 HiycPropNanNoptimizedNandNflexibleNpipelineNforNHicyNdataNprocessingdNGenomecBiologybN2015bNglbNhko 18.3 811

171 wNcriticalNfunctionNforNtransformingNgrowthNfactorcbetabNinterleukinNhiNandNproinflammatoryN
cytokinesNinNdrivingNandNmodulatingNhumanNTVHWcgmNresponsesdNNaturecImmunologybN2008bNobNlkfcm 19.1 748

170 yontrolcéREEypNaNtoolNforNassessingNcopyNnumberNandNallelicNcontentNusingNnextcgenerationN
sequencingNdatadNBioinformaticsbN2012bNhnbNjhick 7.2 576

169 wnalysisNofNarrayNyGHNdatapNfromNsignalNratioNtoNgainNandNlossNofNzNwNregionsdNBioinformaticsbN2004bN
hfbNijgichh 7.2 429

168 yontinuumNofNoverlappingNclonesNspanningNtheNentireNhumanNchromosomeNhgqdNNaturebN1992bNikobNinfcm50.4 394

167 LINEcgNactivityNinNfacultativeNheterochromatinNformationNduringNXNchromosomeNinactivationdNCellbN
2010bNgjgbNoklclo 56.2 246

166 miRcgngaNandNmiRclifNregulateNcisplatincinducedNcancerNcellNdeathdNCancercResearchbN2010bNmfbNgmoicnfi10.1 243

165 yontrolcfreeNcallingNofNcopyNnumberNalterationsNinNdeepcsequencingNdataNusingNGyccontentN
normalizationdNBioinformaticsbN2011bNhmbNhlnco 7.2 190

164 GermlineNxwPgNmutationsNpredisposeNtoNrenalNcellNcarcinomasdNAmericancJournalcofcHumancGeneticsbN
2013bNohbNomjcnf 11 188

163 HeterogeneityNofNneuroblastomaNcellNidentityNdefinedNbyNtranscriptionalNcircuitriesdNNaturecGeneticsbN
2017bNjobNgjfncgjgi 36.3 174

162 érequentNPTENNgenomicNalterationsNandNactivatedNphosphatidylinositolNickinaseNpathwayNinN
basalclikeNbreastNcancerNcellsdNBreastcCancercResearchbN2008bNgfbNRgfg 8.3 168

161 MappingNtheNwholeNhumanNgenomeNbyNfingerprintingNyeastNartificialNchromosomesdNCellbN1992bNmfbNgfkocln56.2 154

160 GenomeNwlterationNPrintNVGwPWpNaNtoolNtoNvisualizeNandNmineNcomplexNcancerNgenomicNprofilesN
obtainedNbyNSNPNarraysdNGenomecBiologybN2009bNgfbNRghn 18.3 150

159 SVzetectpNaNtoolNtoNidentifyNgenomicNstructuralNvariationsNfromNpairedcendNandNmatecpairN
sequencingNdatadNBioinformaticsbN2010bNhlbNgnokcl 7.2 149

158 ylassificationNofNmicroarrayNdataNusingNgeneNnetworksdNBMCcBioinformaticsbN2007bNnbNik 3.6 149

157
xetaccateninNstatusNinNpaediatricNmedulloblastomaspNcorrelationNofNimmunohistochemicalN
expressionNwithNmutationalNstatusbNgeneticNprofilesbNandNclinicalNcharacteristicsdNJournalcofcPathology
bN2009bNhgnbNnlcoj

9.4 141
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156 MathematicalNmodellingNofNcellcfateNdecisionNinNresponseNtoNdeathNreceptorNengagementdNPLoSc
ComputationalcBiologybN2010bNlbNegfffmfh 5 140

155 IndependentNcomponentNanalysisNuncoversNtheNlandscapeNofNtheNbladderNtumorNtranscriptomeNandN
revealsNinsightsNintoNluminalNandNbasalNsubtypesdNCellcReportsbN2014bNobNghikcjk 10.6 131

154 PoloclikeNkinaseNgpNaNpotentialNtherapeuticNoptionNinNcombinationNwithNconventionalNchemotherapyN
forNtheNmanagementNofNpatientsNwithNtriplecnegativeNbreastNcancerdNCancercResearchbN2013bNmibNngichi 10.1 125

153 TheNoncogenicNEWScéLIgNproteinNbindsNinNvivoNGGwwNmicrosatelliteNsequencesNwithNpotentialN
transcriptionalNactivationNfunctiondNPLoScONEbN2009bNjbNejoih 3.7 121

152 EstablishmentNandNcharacterizationNofNaNpanelNofNhumanNuvealNmelanomaNxenograftsNderivedNfromN
primaryNandeorNmetastaticNtumorsdNClinicalcCancercResearchbN2010bNglbNhikhclh 12.9 120

151 HiTypNexplorationNofNhighcthroughputNUyUNexperimentsdNBioinformaticsbN2012bNhnbNhnjicj 7.2 119

150 LiveccellNchromosomeNdynamicsNandNoutcomeNofNXNchromosomeNpairingNeventsNduringNESNcellN
differentiationdNCellbN2011bNgjkbNjjmckn 56.2 118

149 wsfgbbNtheNnecessaryNwsfgNisoformNforNproliferationbNisNpredictiveNofNoutcomeNinNbreastNcancerdN
EMBOcJournalbN2011bNifbNjnfcoi 13 112

148 GenomicNprofilingNandNidentificationNofNhighcriskNuvealNmelanomaNbyNarrayNyGHNanalysisNofNprimaryN
tumorsNandNliverNmetastasesN2009bNkfbNhkmhcnf 107

147 VwMPpNvisualizationNandNanalysisNofNarraycyGHbNtranscriptomeNandNotherNmolecularNprofilesdN
BioinformaticsbN2006bNhhbNhfllcmi 7.2 104

146 TheoreticalNanalysisNofNlibraryNscreeningNusingNaNNcdimensionalNpoolingNstrategydNNucleiccAcidsc
ResearchbN1991bNgobNlhjgcm 20.1 103

145 PrognosticNimpactNofNvitaminNxlNmetabolismNinNlungNcancerdNCellcReportsbN2012bNhbNhkmclo 10.6 100

144 wNcomprehensiveNmodularNmapNofNmolecularNinteractionsNinNRxeEhéNpathwaydNMolecularcSystemsc
BiologybN2008bNjbNgmi 12.2 99

143 HighNPTPjwiNphosphataseNexpressionNcorrelatesNwithNmetastaticNriskNinNuvealNmelanomaNpatientsdN
CancercResearchbN2011bNmgbNlllcmj 10.1 96

142 myProMSbNaNwebNserverNforNmanagementNandNvalidationNofNmassNspectrometrycbasedNproteomicN
datadNProteomicsbN2007bNmbNhkkicl 4.8 95

141 TTKehMPSgNisNanNattractiveNtherapeuticNtargetNforNtriplecnegativeNbreastNcancerdNPLoScONEbN2013bNnbNelimgh3.7 93

140 wtlasNofNyancerNSignallingNNetworkpNaNsystemsNbiologyNresourceNforNintegrativeNanalysisNofNcancerN
dataNwithNGoogleNMapsdNOncogenesisbN2015bNjbNeglf 6.6 90

139 zevelopmentalNdynamicsNandNdiseaseNpotentialNofNrandomNmonoallelicNgeneNexpressiondN
DevelopmentalcCellbN2014bNhnbNillcnf 10.2 90

(2014-2010)
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138 xwyNarrayNyGHNdistinguishesNmutuallyNexclusiveNalterationsNthatNdefineNclinicogeneticNsubtypesNofN
gliomasdNInternationalcJournalcofcCancerbN2008bNghhbNgmmncnl 7.5 90

137 yoncomitantNNotchNactivationNandNpkiNdeletionNtriggerNepithelialctocmesenchymalNtransitionNandN
metastasisNinNmouseNgutdNNaturecCommunicationsbN2014bNkbNkffk 17.4 88

136 xiNoMpNaNyytoscapeNpluginNforNmanipulatingNandNanalyzingNbiologicalNnetworksdNBioinformaticsbN
2008bNhjbNnmlcm 7.2 87

135 IsolationNofNchromosomeNhgcspecificNyeastNartificialNchromosomesNfromNaNtotalNhumanNgenomeN
librarydNNaturecGeneticsbN1992bNgbNhhhck 36.3 87

134 MultiparametricNanalysisNofNcytokinecdrivenNhumanNThgmNdifferentiationNrevealsNaNdifferentialN
regulationNofNILcgmNandNILchhNproductiondNBloodbN2009bNggjbNilgfcj 2.2 85

133 MulticfactorNdataNnormalizationNenablesNtheNdetectionNofNcopyNnumberNaberrationsNinNampliconN
sequencingNdatadNBioinformaticsbN2014bNifbNijjickf 7.2 81

132 MaternalNLSzgeKzMgwNisNanNessentialNregulatorNofNchromatinNandNtranscriptionNlandscapesNduringN
zygoticNgenomeNactivationdNELifebN2016bNkbN 8.9 80

131 XistcdependentNimprintedNXNinactivationNandNtheNearlyNdevelopmentalNconsequencesNofNitsNfailuredN
NaturecStructuralcandcMolecularcBiologybN2017bNhjbNhhlchii 17.6 79

130 GenomecwideNredistributionNofNmeioticNdoublecstrandNbreaksNinNSaccharomycesNcerevisiaedN
MolecularcandcCellularcBiologybN2007bNhmbNgnlncnf 4.8 79

129 ncPROcseqpNaNtoolNforNannotationNandNprofilingNofNncRNwsNinNsRNwcseqNdatadNBioinformaticsbN2012bN
hnbNigjmco 7.2 78

128 MathematicalNModellingNofNMolecularNPathwaysNEnablingNTumourNyellNInvasionNandNMigrationdNPLoSc
ComputationalcBiologybN2015bNggbNegffjkmg 5 72

127 yOVIzcgoNziseaseNMapbNbuildingNaNcomputationalNrepositoryNofNSwRScyoVchNviruschostNinteractionN
mechanismsdNScientificcDatabN2020bNmbNgil 8.2 71

126 érequentNgenomicNstructuralNalterationsNatNHPVNinsertionNsitesNinNcervicalNcarcinomadNJournalcofc
PathologybN2010bNhhgbNihfcif 9.4 70

125 yontinuousNtimeNxooleanNmodelingNforNbiologicalNsignalingpNapplicationNofNGillespieNalgorithmdNBMCc
SystemscBiologybN2012bNlbNggl 3.5 68

124 SpatialNnormalizationNofNarraycyGHNdatadNBMCcBioinformaticsbN2006bNmbNhlj 3.6 67

123 wberrantNERxxjcSRyNSignalingNasNaNHallmarkNofNGroupNjNMedulloblastomaNRevealedNbyNIntegrativeN
PhosphoproteomicNProfilingdNCancercCellbN2018bNijbNimociokdem 24.3 62

122 HighlyNdynamicNandNsexcspecificNexpressionNofNmicroRNwsNduringNearlyNESNcellNdifferentiationdNPLoSc
GeneticsbN2009bNkbNegffflhf 6 61

121 MaxoSSNhdfpNanNenvironmentNforNstochasticNxooleanNmodelingdNBioinformaticsbN2017bNiibNhhhlchhhn 7.2 59
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120 xioinformaticsNforNprecisionNmedicineNinNoncologypNprinciplesNandNapplicationNtoNtheNSHIVwNclinicalN
trialdNFrontierscincGeneticsbN2014bNkbNgkh 4.5 59

119 SearchNforNaNgeneNexpressionNsignatureNofNbreastNcancerNlocalNrecurrenceNinNyoungNwomendNClinicalc
CancercResearchbN2012bNgnbNgmfjcgk 12.9 56

118 NormayurvepNaNSuperyurvecbasedNmethodNthatNsimultaneouslyNquantifiesNandNnormalizesNreverseN
phaseNproteinNarrayNdatadNPLoScONEbN2012bNmbNeinlnl 3.7 54

117 HighcresolutionNmappingNofNzNwNbreakpointsNtoNdefineNtrueNrecurrencesNamongNipsilateralNbreastN
cancersdNJournalcofcthecNationalcCancercInstitutebN2008bNgffbNjnckn 9.7 54

116 StreamlinedNionNtorrentNPGMcbasedNdiagnosticspNxRywgNandNxRywhNgenesNasNaNmodeldNEuropeanc
JournalcofcHumancGeneticsbN2014bNhhbNkikcjg 5.3 51

115 zeNnovoNmotifNidentificationNimprovesNtheNaccuracyNofNpredictingNtranscriptionNfactorNbindingNsitesN
inNyhIPcSeqNdataNanalysisdNNucleiccAcidscResearchbN2010bNinbNeghl 20.1 51

114 SystemsNmedicineNdiseaseNmapspNcommunitycdrivenNcomprehensiveNrepresentationNofNdiseaseN
mechanismsdNNpjcSystemscBiologycandcApplicationsbN2018bNjbNhg 5 47

113 ITTwywpNaNnewNdatabaseNforNintegratedNtumorNtranscriptomeNarrayNandNclinicalNdataNanalysisdNNucleicc
AcidscResearchbN2006bNijbNzlgicl 20.1 47

112 yomputationalNSystemsNxiologyNofNyancer 47

111 IdentificationNofNmicroRNwNclustersNcooperativelyNactingNonNepithelialNtoNmesenchymalNtransitionNinN
tripleNnegativeNbreastNcancerdNNucleiccAcidscResearchbN2019bNjmbNhhfkchhgk 20.1 44

110 PhysixoSSpNaNmulticscaleNagentcbasedNmodellingNframeworkNintegratingNphysicalNdimensionNandNcellN
signallingdNBioinformaticsbN2019bNikbNggnncggol 7.2 44

109 yharacterizationNofNrearrangementsNinvolvingNtheNwLKNgeneNrevealsNaNnovelNtruncatedNformN
associatedNwithNtumorNaggressivenessNinNneuroblastomadNCancercResearchbN2013bNmibNgokchfj 10.1 42

108 xiNoMNhdfbNaNyytoscapeNpluginNforNaccessingNandNanalyzingNpathwaysNusingNstandardNsystemsN
biologyNformatsdNBMCcSystemscBiologybN2013bNmbNgn 3.5 40

107 ylassificationNofNarrayyGHNdataNusingNfusedNSVMdNBioinformaticsbN2008bNhjbNiimkcnh 7.2 40

106 NaviyellpNaNwebcbasedNenvironmentNforNnavigationbNcurationNandNmaintenanceNofNlargeNmolecularN
interactionNmapsdNBMCcSystemscBiologybN2013bNmbNgff 3.5 39

105 SystemsNbiologyNofNEwingNsarcomapNaNnetworkNmodelNofNEWScéLIgNeffectNonNproliferationNandN
apoptosisdNNucleiccAcidscResearchbN2013bNjgbNnnkicmg 20.1 39

104 TranscriptionalNProgramsNzefineNIntratumoralNHeterogeneityNofNEwingNSarcomaNatNSinglecyellN
ResolutiondNCellcReportsbN2020bNifbNgmlmcgmmodel 10.6 39

103 PatientcderivedNxenograftsNrecapitulateNmolecularNfeaturesNofNhumanNuvealNmelanomasdNMolecularc
OncologybN2013bNmbNlhkcil 7.9 37

(2013-2014)
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102 EMwNcNwNRNpackageNforNEasyNMicroarrayNdataNanalysisdNBMCcResearchcNotesbN2010bNibNhmm 2.3 37

101 ylassificationNofNgeneNsignaturesNforNtheirNinformationNvalueNandNfunctionalNredundancydNNpjc
SystemscBiologycandcApplicationsbN2018bNjbNh 5 34

100 yontributionNofNepigeneticNlandscapesNandNtranscriptionNfactorsNtoNXcchromosomeNreactivationNinN
theNinnerNcellNmassdNNaturecCommunicationsbN2017bNnbNghom 17.4 33

99 RNwicdependentNandNindependentNcontrolNofNLINEgNaccumulationNandNmobilityNinNmouseNembryonicN
stemNcellsdNPLoScGeneticsbN2013bNobNegffimog 6 33

98 wPyNinactivationNassociatesNwithNabnormalNmitosisNcompletionNandNconcomitantNxUxgxeMwzhLgN
upcregulationdNGastroenterologybN2007bNgihbNhjjnckn 13.3 33

97 LIyORNpNlearningNcooperativeNregulationNnetworksNfromNgeneNexpressionNdatadNBioinformaticsbN2007
bNhibNhjfmcgj 7.2 33

96 GeneticNandNepigeneticNfeaturesNdirectNdifferentialNefficiencyNofNXistcmediatedNsilencingNatN
XcchromosomalNandNautosomalNlocationsdNNaturecCommunicationsbN2017bNnbNlof 17.4 32

95 IndependentNyomponentNwnalysisNforNUnravelingNtheNyomplexityNofNyancerNOmicsNzatasetsdN
InternationalcJournalcofcMolecularcSciencesbN2019bNhfbN 6.3 32

94 zeterminingNtheNoptimalNnumberNofNindependentNcomponentsNforNreproducibleNtranscriptomicNdataN
analysisdNBMCcGenomicsbN2017bNgnbNmgh 4.5 32

93 ywPwebpNaNbioinformaticsNyGHNarrayNwnalysisNPlatformdNNucleiccAcidscResearchbN2006bNijbNWjmmcng 20.1 32

92 xreakpointNfeaturesNofNgenomicNrearrangementsNinNneuroblastomaNwithNunbalancedNtranslocationsN
andNchromothripsisdNPLoScONEbN2013bNnbNemhgnh 3.7 32

91 NebulaccaNwebcserverNforNadvancedNyhIPcseqNdataNanalysisdNBioinformaticsbN2012bNhnbNhkgmco 7.2 31

90 IndependentNtranscriptionalNreprogrammingNandNapoptosisNinductionNbyNcisplatindNCellcCyclebN2012bN
ggbNijmhcnf 4.7 31

89 PersonalizationNofNLogicalNModelsNWithNMulticOmicsNzataNwllowsNylinicalNStratificationNofNPatientsdN
FrontierscincPhysiologybN2018bNobNgolk 4.6 30

88 zrugczrivenNSyntheticNLethalitypNxypassingNTumorNyellNGeneticsNwithNaNyombinationNofNwsizNwNandN
PwRPNInhibitorsdNClinicalcCancercResearchbN2017bNhibNgffgcgfgg 12.9 30

87 zeepcsequencingNprotocolsNinfluenceNtheNresultsNobtainedNinNsmallcRNwNsequencingdNPLoScONEbN
2012bNmbNeihmhj 3.7 30

86 zynamicalNmodelingNofNmicroRNwNactionNonNtheNproteinNtranslationNprocessdNBMCcSystemscBiologybN
2010bNjbNgi 3.5 30

85 yommunitycdrivenNroadmapNforNintegratedNdiseaseNmapsdNBriefingscincBioinformaticsbN2019bNhfbNlkoclmf 13.4 30
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84 PreferentialNoccurrenceNofNchromosomeNbreakpointsNwithinNearlyNreplicatingNregionsNinN
neuroblastomadNCellcCyclebN2005bNjbNgnjhcl 4.7 29

83 HMyanpNaNmethodNforNdetectingNchromatinNmodificationsNinNcancerNsamplesNusingNyhIPcseqNdatadN
BioinformaticsbN2013bNhobNhomocnl 7.2 28

82 yontributionNtoNhighcresolutionNmappingNinNpigsNwithNgfgNtypeNINmarkersNandNprogressNinN
comparativeNmapNbetweenNhumansNandNpigsdNMammaliancGenomebN2003bNgjbNhmkcnn 3.2 28

81 Gˆ'noPlantecInfoNVGPIWpNaNcollectionNofNdatabasesNandNbioinformaticsNresourcesNforNplantNgenomicsdN
NucleiccAcidscResearchbN2003bNigbNgmocnh 20.1 27

80 NaviyellNWebNServiceNforNnetworkcbasedNdataNvisualizationdNNucleiccAcidscResearchbN2015bNjibNWklfck 20.1 26

79 ROMwpNRepresentationNandNQuantificationNofNModuleNwctivityNfromNTargetNExpressionNzatadN
FrontierscincGeneticsbN2016bNmbNgn 4.5 25

78 SVcxaypNstructuralNvariantNdetectionNinNcancerNgenomesNusingNaNxayesianNapproachNwithNcorrectionN
forNGyccontentNandNreadNmappabilitydNBioinformaticsbN2016bNihbNonjcoh 7.2 24

77 ITwLIySpNanNalgorithmNforNnormalizationNandNzNwNcopyNnumberNcallingNforNwffymetrixNSNPNarraysdN
BioinformaticsbN2008bNhjbNmlncmj 7.2 24

76 TheNshortestNpathNisNnotNtheNoneNyouNknowpNapplicationNofNbiologicalNnetworkNresourcesNinNprecisionN
oncologyNresearchdNMutagenesisbN2015bNifbNgogchfj 2.8 23

75 NetworkcbasedNapproachesNforNdrugNresponseNpredictionNandNtargetedNtherapyNdevelopmentNinN
cancerdNBiochemicalcandcBiophysicalcResearchcCommunicationsbN2015bNjljbNinlcog 3.4 23

74 wNmultiscaleNsignallingNnetworkNmapNofNinnateNimmuneNresponseNinNcancerNrevealsNcellN
heterogeneityNsignaturesdNNaturecCommunicationsbN2019bNgfbNjnfn 17.4 23

73 MultipleccheckpointNinhibitionNofNthymicNstromalNlymphopoietincinducedNTHhNresponseNbyN
THgmcrelatedNcytokinesdNJournalcofcAllergycandcClinicalcImmunologybN2012bNgifbNhiicjfdek 11.5 23

72 InterpretingNpathwaysNtoNdiscoverNcancerNdriverNgenesNwithNMoonlightdNNaturecCommunicationsbN
2020bNggbNlo 17.4 23

71 yomparativeNanalysesNofNsupercenhancersNrevealNconservedNelementsNinNvertebrateNgenomesdN
GenomecResearchbN2017bNhmbNhkochln 9.7 21

70 OySwNwpNoptimalNcombinationsNofNinterventionsNfromNnetworkNanalysisdNBioinformaticsbN2013bNhobNgkmgci7.2 21

69 SpicgePUdgNoncogeneNacceleratesNzNwNreplicationNforkNelongationNandNpromotesNgeneticNinstabilityN
inNtheNabsenceNofNzNwNbreakagedNCancercResearchbN2010bNmfbNlmkmcll 10.1 21

68 yombinatorialNcodeNgoverningNcellularNresponsesNtoNcomplexNstimulidNNaturecCommunicationsbN2015bN
lbNlnjm 17.4 20

67 SyntheticNlethalityNbetweenNgeneNdefectsNaffectingNaNsingleNnoncessentialNmolecularNpathwayNwithN
reversibleNstepsdNPLoScComputationalcBiologybN2013bNobNegffifgl 5 19

(2013-2005)
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66 SpicgePUdgNactivatesNtranscriptionNthroughNclusteredNzNwNoccupancyNinNerythroleukemiadNNucleicc
AcidscResearchbN2012bNjfbNnohmcjg 20.1 19

65 SoftwareNpackageNforNautomaticNmicroarrayNimageNanalysisNVMwIwWdNBioinformaticsbN2007bNhibNliocjf 7.2 17

64 zezaLpNyytoscapeNiNappNforNproducingNandNmorphingNdatacdrivenNandNstructurecdrivenNnetworkN
layoutsdNBMCcSystemscBiologybN2015bNobNjl 3.5 16

63 RobustNandNScalableNLearningNofNyomplexNIntrinsicNzatasetNGeometryNviaNElPiGraphdNEntropybN2020bN
hhbN 2.8 16

62 PredictingNgeneticNinteractionsNfromNxooleanNmodelsNofNbiologicalNnetworksdNIntegrativecBiologyc
lUnitedcKingdommbN2015bNmbNohgco 3.7 15

61 EffectiveNnormalizationNforNcopyNnumberNvariationNinNHicyNdatadNBMCcBioinformaticsbN2018bNgobNigi 3.6 15

60 wssessingNreproducibilityNofNmatrixNfactorizationNmethodsNinNindependentNtranscriptomesdN
BioinformaticsbN2019bNikbNjifmcjigi 7.2 14

59 SelectingNbiomedicalNdataNsourcesNaccordingNtoNuserNpreferencesdNBioinformaticsbN2004bNhfNSupplNgbNinlcoi7.2 13

58 zetectionNofNmiRNwNregulatoryNeffectNonNtripleNnegativeNbreastNcancerNtranscriptomedNBMCc
GenomicsbN2015bNglbNSj 4.5 11

57 wNcomprehensiveNapproachNtoNtheNmolecularNdeterminantsNofNlifespanNusingNaNxooleanNmodelNofN
geroconversiondNAgingcCellbN2016bNgkbNgfgncgfhl 9.9 10

56 GirafeccanNRexioconductorNpackageNforNfunctionalNexplorationNofNalignedNnextcgenerationN
sequencingNreadsdNBioinformaticsbN2010bNhlbNhofhci 7.2 10

55 wnNalgorithmNforNautomaticNevaluationNofNtheNspotNqualityNinNtwoccolorNzNwNmicroarrayN
experimentsdNBMCcBioinformaticsbN2005bNlbNhoi 3.6 10

54 PersonalizedNlogicalNmodelsNtoNinvestigateNcancerNresponseNtoNxRwéNtreatmentsNinNmelanomasNandN
colorectalNcancersdNPLoScComputationalcBiologybN2021bNgmbNegffmoff 5 10

53 NaviyompNaNwebNapplicationNtoNcreateNinteractiveNmolecularNnetworkNportraitsNusingNmulticlevelN
omicsNdatadNDatabase:cthecJournalcofcBiologicalcDatabasescandcCurationbN2017bNhfgmbN 5 9

52 RegulatoryNnetworkNreconstructionNusingNanNintegralNadditiveNmodelNwithNflexibleNkernelNfunctionsdN
BMCcSystemscBiologybN2008bNhbNn 3.5 9

51 wdvancedNspotNqualityNanalysisNinNtwoccolourNmicroarrayNexperimentsdNBMCcResearchcNotesbN2008bNgbNnf 2.3 9

50 yOVIzgoNziseaseNMapbNaNcomputationalNknowledgeNrepositoryNofNviruschostNinteractionN
mechanismsdNMolecularcSystemscBiologybN2021bNgmbNegfinm 12.2 9

49 yonceptualNandNcomputationalNframeworkNforNlogicalNmodellingNofNbiologicalNnetworksNderegulatedN
inNdiseasesdNBriefingscincBioinformaticsbN2019bNhfbNghincghjo 13.4 9
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48 SignallingNmapsNinNcancerNresearchpNconstructionNandNdataNanalysisdNDatabase:cthecJournalcofc
BiologicalcDatabasescandcCurationbN2018bNhfgnbN 5 8

47 wntagonismNpatternNdetectionNbetweenNmicroRNwNandNtargetNexpressionNinNEwingUsNsarcomadNPLoSc
ONEbN2012bNmbNejgmmf 3.7 7

46 éromNaNbiologicalNhypothesisNtoNtheNconstructionNofNaNmathematicalNmodeldNMethodscincMolecularc
BiologybN2013bNgfhgbNgfmchk 1.4 7

45 cdhsbgnmlpNbidirectionalNconversionNbetweenNyellzesignerNandNSxGNNformatsdNBioinformaticsbN2020bN
ilbNhlhfchlhh 7.2 7

44 TrajectoriesbNbifurcationsbNandNpseudoctimeNinNlargeNclinicalNdatasetspNapplicationsNtoNmyocardialN
infarctionNandNdiabetesNdatadNGigaSciencebN2020bNobN 7.6 7

43 wpplicationNofNwtlasNofNyancerNSignallingNNetworkNinNpreclinicalNstudiesdNBriefingscincBioinformaticsbN
2019bNhfbNmfgcmgl 13.4 7

42 MolecularNInverseNyomorbidityNbetweenNwlzheimerUsNziseaseNandNLungNyancerpNNewNInsightsNfromN
MatrixNéactorizationdNInternationalcJournalcofcMolecularcSciencesbN2019bNhfbN 6.3 6

41 LogicalNversusNkineticNmodelingNofNbiologicalNnetworkspNapplicationsNinNcancerNresearchdNCurrentc
OpinioncincChemicalcEngineeringbN2018bNhgbNhhcig 5.4 5

40 yellNdeathNandNlifeNinNcancerpNmathematicalNmodelingNofNcellNfateNdecisionsdNAdvancescincExperimentalc
MedicinecandcBiologybN2012bNmilbNhlgcmj 3.6 5

39 PracticalNuseNofNxiNoMpNaNbiologicalNnetworkNmanagerNsoftwaredNMethodscincMolecularcBiologybN2013bN
gfhgbNghmcjl 1.4 5

38 TheNGENETPIGNdatabasepNaNtoolNforNcomparativeNmappingNinNpigNVSusNscrofaWdNNucleiccAcidscResearchbN
2003bNigbNgincjg 20.1 5

37 wNrobustNalgorithmNforNratioNestimationNinNtwoccolorNmicroarrayNexperimentsdNJournalcofc
BioinformaticscandcComputationalcBiologybN2005bNibNgjggchn 1 5
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