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k Paper IF Citations

125 vumoralHimmuneHresponsesHtoHqOVwrU[gHvaccinationHinHpeopleHlivingHwithHvwVHreceivingH
suppressiveHantiretroviralHtherapyVVHNpjfVaccinesTH2022THeTH]f 9.5 4

124 ReducedHmagnitudeHandHdurabilityHofHhumoralHimmuneHresponsesHtoHqOVwrU[gHmRκoHvaccinesH
amongHolderHadultsVHJournalfoffInfectiousfDiseasesTH2021TH 7 12

123 vwVHProviralHpurdenTHueneticHriversityTHandHrynamicsHinHViremicHqontrollersHWhoHSubsequentlyH
wnitiatedHSuppressiveHontiretroviralHTherapyVHMBioTH2021THeX]bgX][ 7.8 0

122 vumoralHimmuneHresponsesHtoHqOVwrU[gHvaccinationHinHpeopleHlivingHwithHvwVHreceivingH
suppressiveHantiretroviralHtherapyH2021TH 2

121 WeakHhumoralHimmuneHreactivityHamongHresidentsHofHlongUtermHcareHfacilitiesHfollowingHoneHdoseHofH
theHpκT[d]b]HmRκoHqOVwrU[gHvaccineH2021TH 11

120 oHparticipantUderivedHxenograftHmodelHofHvwVHenablesHlongUtermHevaluationHofHautologousH
immunotherapiesVHJournalfoffExperimentalfMedicineTH2021TH][fTH 16.6 2

119 wntraUhostHevolutionaryHdynamicsHofHtheHhepatitisHqHvirusHamongHpeopleHwhoHinjectHdrugsVHScientificf
ReportsTH2021TH[[THggfd 4.9 1

118 RapidHretectionHofHSoRSUqoVU]HVariantsHofHqoncernTHwncludingHpV[V[V]fWPV[THpritishHqolumbiaTH
qanadaVHEmergingfInfectiousfDiseasesTH2021TH]eTH[deaU[ded 10.2 20

117 ProviralHTurnoverHruringHUntreatedHvwVHwnfectionHwsHrynamicHandHVariableHpetweenHvostsTH
wmpactingHReservoirHqompositionHonHoRTVHFrontiersfinfMicrobiologyTH2021TH[]THe[g[ca 5.7 2

116 SoRSUqoVU]HRκoHQuantificationHUsingHrropletHrigitalHRTUPqRVHJournalfoffMolecularfDiagnosticsTH
2021TH]aTHgXeUg[g 5.1 6

115 UnderstandingHpatternsHofHvwVHmultiUdrugHresistanceHthroughHmodelsHofHtemporalHandHspatialHdrugH
heterogeneityVHELifeTH2021TH[XTH 8.9 4

114 qoncordanceHofHvwVHtransmissionHriskHfactorsHelucidatedHusingHviralHdiversificationHrateHandH
phylogeneticHclusteringVHEvolutionsfMedicinefandfPublicfHealthTH2021THgTHaafUabf 3 1

113 UntimedHsfavirenzHrrugHzevelsHofterHSwitchingHtromHprandHtoHuenericHtormulationshHoHShortH
qommunicationVHTherapeuticfDrugfMonitoringTH2021THbaTHeX[UeXc 3.2

112 vwVU[HdiversityHconsiderationsHinHtheHapplicationHofHtheHwntactHProviralHrκoHossayHPwProQVHNaturef
CommunicationsTH2021TH[]TH[dc 17.4 12

111 ueneticHriversityTHqompartmentalizationTHandHogeHofHvwVHProvirusesHPersistingHinHqrbHTHqellH
SubsetsHduringHzongUTermHqombinationHontiretroviralHTherapyVHJournalfoffVirologyTH2020THgbTH 6.6 9

110
riscordanceHbetweenHstravirineHPhenotypeHandHuenotypeUpasedHPredictedHPhenotypeHforHSubtypeH
qHvwVU[HfromHtirstUzineHontiretroviralHTherapyHtailuresHinHSouthHofricaVHAntimicrobialfAgentsfandf
ChemotherapyTH2020THdbTH

5.9 1

109 rifferentialHVpuUMediatedHqrbHandHTetherinHrownregulationHtunctionsHamongHMajorHvwVU[HuroupH
MHSubtypesVHJournalfoffVirologyTH2020THgbTH 6.6 4
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108 oreHWeHReadyHforHκuSHvwVHrrugHResistanceHTestingmHTheHSecondHJWinnipegHqonsensusJH
SymposiumVHVirusesTH2020TH[]TH 6.2 6

107 TheHwmpactHofHTreatmentHasHPreventionHonHtheHvwVHspidemicHinHpritishHqolumbiaTHqanadaVHCurrentf
HIVvAIDSfReportsTH2020TH[eTHeeUfe 5.9 8

106 SuboptimalHpiologicalHSamplingHasHaHProbableHqauseHofHtalseUκegativeHqOVwrU[gHriagnosticHTestH
ResultsVHJournalfoffInfectiousfDiseasesTH2020TH]]]THfggUgX] 7 54

105 MultiUzaboratoryHqomparisonHofHκextUuenerationHtoHSangerUpasedHSequencingHforHvwVU[HrrugH
ResistanceHuenotypingVHVirusesTH2020TH[]TH 6.2 10

104 zongitudinalHwithinUhostHevolutionHofHvwVHκefUmediatedHqrbTHvzoHandHSsRwκqcHdownregulationH
activityhHaHcaseHstudyVHRetrovirologyTH2020TH[eTHa 3.6 5

103 PerformanceHcomparisonHofHnextHgenerationHsequencingHanalysisHpipelinesHforHvwVU[HdrugH
resistanceHtestingVHScientificfReportsTH2020TH[XTH[dab 4.9 21

102 TUcellHresponsesHtoHsequentiallyHemergingHviralHescapeHmutantsHshapeHlongUtermHvwVU[HpopulationH
dynamicsVHPLoSfPathogensTH2020TH[dTHe[XXg[ee 7.6 2

101
svaluationHofHκasopharyngealHSwabHqollectionHTechniquesHforHκucleicHocidHRecoveryHandH
ParticipantHsxperiencehHRecommendationsHforHqOVwrU[gHriagnosticsVHOpenfForumfInfectiousf
DiseasesTH2020THeTHofaabff

1 11

100 VariationHinHvwVU[HκefHfunctionHwithinHandHamongHviralHsubtypesHrevealsHgeneticallyHseparableH
antagonismHofHSsRwκqaHandHSsRwκqcVHPLoSfPathogensTH2020TH[dTHe[XXff[a 7.6 6

99 TUcellHresponsesHtoHsequentiallyHemergingHviralHescapeHmutantsHshapeHlongUtermHvwVU[HpopulationH
dynamicsH2020TH[dTHe[XXg[ee

98 TUcellHresponsesHtoHsequentiallyHemergingHviralHescapeHmutantsHshapeHlongUtermHvwVU[HpopulationH
dynamicsH2020TH[dTHe[XXg[ee

97 TUcellHresponsesHtoHsequentiallyHemergingHviralHescapeHmutantsHshapeHlongUtermHvwVU[HpopulationH
dynamicsH2020TH[dTHe[XXg[ee

96 TUcellHresponsesHtoHsequentiallyHemergingHviralHescapeHmutantsHshapeHlongUtermHvwVU[HpopulationH
dynamicsH2020TH[dTHe[XXg[ee

95 PrevalenceHandHqorrelatesHofHPreUTreatmentHvwVHrrugHResistanceHamongHvwVUwnfectedHqhildrenHinH
sthiopiaVHVirusesTH2019TH[[TH 6.2 4

94 retectionHofHvwVHtransmissionHhotspotsHinHpritishHqolumbiaTHqanadahHoHnovelHframeworkHforHtheH
prioritizationHandHallocationHofHtreatmentHandHpreventionHresourcesVHEBioMedicineTH2019THbfTHbXcUb[a 8.8 3

93 vwVHSubtypeHandHκefUMediatedHwmmuneHsvasionHtunctionHqorrelateHwithHViralHReservoirHSizeHinH
sarlyUTreatedHwndividualsVHJournalfoffVirologyTH2019THgaTH 6.6 18

92 oHsystematicTHdeepHsequencingUbasedHmethodologyHforHidentificationHofHmixedUgenotypeHhepatitisH
qHvirusHinfectionsVHInfectionsfGeneticsfandfEvolutionTH2019THdgTHedUfb 4.5 5

91 uenotypicHandHMechanisticHqharacterizationHofHSubtypeUSpecificHvwVHodaptationHtoHvostHqellularH
wmmunityVHJournalfoffVirologyTH2019THgaTH 6.6 11

(2019-2020)
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90 κovelHvzoHclassHwHassociationsHwithHvwVU[HcontrolHinHaHuniqueHgeneticallyHadmixedHpopulationVH
ScientificfReportsTH2018THfTHd[[[ 4.9 17

89 trequentHcrossUresistanceHtoHrilpivirineHamongHsubtypeHqHvwVU[HfromHfirstUlineHantiretroviralHtherapyH
failuresHinHSouthHofricaVHAntiviralfChemistryfandfChemotherapyTH2018TH]dTH]XbX]Xdd[fed]gfc 3.5 5

88 zongitudinalHtrendsHofHvwVHdrugHresistanceHinHaHlargeHqanadianHcohortTH[ggdU]X[dVHClinicalf
MicrobiologyfandfInfectionTH2018TH]bTH[fcU[g[ 9.5 19

87 vighHzevelsHofHrualUqlassHrrugHResistanceHinHvwVUwnfectedHqhildrenHtailingHtirstUzineHontiretroviralH
TherapyHinHSouthernHsthiopiaVHVirusesTH2018TH[XTH 6.2 6

86 WeakerHvzoHtootprintsHonHvwVHinHtheHUniqueHandHvighlyHueneticallyHodmixedHvostHPopulationHofH
MexicoVHJournalfoffVirologyTH2018THg]TH 6.6 3

85 pioinformaticHdataHprocessingHpipelinesHinHsupportHofHnextUgenerationHsequencingUbasedHvwVHdrugH
resistanceHtestinghHtheHWinnipegHqonsensusVHJournalfoffthefInternationalfAIDSfSocietyTH2018TH][THe]c[ga 5.4 24

84 trequentHqrossUResistanceHtoHrapivirineHinHvwVU[HSubtypeHqUwnfectedHwndividualsHafterHtirstUzineH
ontiretroviralHTherapyHtailureHinHSouthHofricaVHAntimicrobialfAgentsfandfChemotherapyTH2017THd[TH 5.9 9

83 MotherUtoUqhildHvwVHTransmissionHpottleneckHSelectsHforHqonsensusHVirusHwithHzowerH
uagUProteaseUrrivenHReplicationHqapacityVHJournalfoffVirologyTH2017THg[TH 6.6 4

82 uenotypicHsusceptibilityHscoreHPuSSQHandHqrbSHTHcellHrecoveryHinHvwVU[HpatientsHwithHsuppressedH
viralHloadVHJournalfoffAntimicrobialfChemotherapyTH2017THe]THbgdUcXa 5.1 2

81 PromisesHandHpitfallsHofHwlluminaHsequencingHforHvwVHresistanceHgenotypingVHVirusfResearchTH2017TH
]agTHgeU[Xc 6.4 18

80 sstimatingHtheHRespectiveHqontributionsHofHvumanHandHViralHueneticHVariationHtoHvwVHqontrolVHPLoSf
ComputationalfBiologyTH2017TH[aTHe[XXcaag 5 16

79 PrevalenceHandHclinicalHimpactsHofHvwVU[HintersubtypeHrecombinantsHinHUgandaHrevealedHbyH
nearUfullUgenomeHpopulationHandHdeepHsequencingHapproachesVHAidsTH2017THa[TH]abcU]acb 3.5 14

78 sstimationHofHmeasurementHerrorHinHplasmaHvwVU[HRκoHassaysHnearHtheirHlimitHofHquantificationVH
PLoSfONETH2017TH[]THeX[e[[cc 3.7 3

77 SociodemographicHcorrelatesHofHvwVHdrugHresistanceHandHaccessHtoHdrugHresistanceHtestingHinHpritishH
qolumbiaTHqanadaVHPLoSfONETH2017TH[]THeX[fbfbf 3.7 4

76 wncreasingHprevalenceHofHydcyHandHyddyHinHvwVU[HsubtypeHpHreverseHtranscriptaseVHAidsTH2016THaXTH]efeU]ega3.5

75 wmpactHofHpreUadaptedHvwVHtransmissionVHNaturefMedicineTH2016TH]]THdXdU[a 50.5 66

74
revelopmentHandHValidationHofHTwoHScreeningHossaysHforHtheHvepatitisHqHVirusHκSaHQfXyH
PolymorphismHossociatedHwithHReducedHResponseHtoHqombinationHTreatmentHRegimensHqontainingH
SimeprevirVHJournalfoffClinicalfMicrobiologyTH2015THcaTH]gb]UcX

9.7 9

73
TheHimpactHofHclinicalTHdemographicHandHriskHfactorsHonHratesHofHvwVHtransmissionhHaH
populationUbasedHphylogeneticHanalysisHinHpritishHqolumbiaTHqanadaVHJournalfoffInfectiousfDiseasesTH
2015TH][[THg]dUac

7 73
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72 vwVHdrugHresistanceHtestingHbyHhighUmultiplexHJwideJHsequencingHonHtheHMiSeqHinstrumentVH
AntimicrobialfAgentsfandfChemotherapyTH2015THcgTHdf]bUaa 5.9 41

71 zackHofHaHsignificantHimpactHofHuagUProteaseUmediatedHvwVU[HreplicationHcapacityHonHclinicalH
parametersHinHtreatmentUnaiveHxapaneseHindividualsVHRetrovirologyTH2015TH[]THgf 3.6 2

70 PrevalenceHandHvirologicHconsequencesHofHtransmittedHvwVU[HdrugHresistanceHinHUgandaVHAIDSf
ResearchfandfHumanfRetrovirusesTH2014THaXTHfgdUgXd 1.6 23

69 SubtypeUSpecificHvwVU[HodaptationHtoHvostHvzoVHAIDSfResearchfandfHumanfRetrovirusesTH2014THaXTHo][fUo][f1.6

68
TransmittedHsscapeHMutationsHzeadHtoHocceleratedHvwVU[HriseaseHProgressionHandHzargelyHrefineH
theHRelativeHqontributionHofHvzoHollelesHtoHqontrolVHAIDSfResearchfandfHumanfRetrovirusesTH2014TH
aXTHobXUobX

1.6

67 TrendsHinHplasmaHvwVURκoHsuppressionHandHantiretroviralHresistanceHinHpritishHqolumbiaTH[ggeU]X[XVH
JournalfoffAcquiredfImmunefDeficiencyfSyndromesfoy999pTH2014THdcTH[XeU[b 3.1 13

66 zimitedHevolutionHofHinferredHvwVU[HtropismHwhileHviremiaHisHundetectableHduringHstandardHvooRTH
therapyVHPLoSfONETH2014THgTHeggXXX 3.7 7

65 qompetitiveHfitnessHassaysHindicateHthatHtheHs[afoHsubstitutionHinHvwVU[HreverseHtranscriptaseH
decreasesHinHvitroHsusceptibilityHtoHemtricitabineVHAntimicrobialfAgentsfandfChemotherapyTH2014THcfTH]baXUa5.9 6

64 uenotypicHandHfunctionalHimpactHofHvwVU[HadaptationHtoHitsHhostHpopulationHduringHtheHκorthH
omericanHepidemicVHPLoSfGeneticsTH2014TH[XTHe[XXb]gc 6 34

63 TheoreticalHandHexperimentalHassessmentHofHdegenerateHprimerHtaggingHinHultraUdeepHapplicationsH
ofHnextUgenerationHsequencingVHNucleicfAcidsfResearchTH2014THb]THegf 20.1 27

62 rirectHnonUproductiveHvwVU[HinfectionHinHaHTUcellHlineHisHdrivenHbyHcellularHactivationHstateHandHκt˛”pVH
RetrovirologyTH2014TH[[TH[e 3.6 23

61 obilityHofHvwVU[HκefHtoHdownregulateHqrbHandHvzoHclassHwHdiffersHamongHviralHsubtypesVH
RetrovirologyTH2013TH[XTH[XX 3.6 56

60 wnfluenceHofHvzoUqHexpressionHlevelHonHvwVHcontrolVHScienceTH2013THabXTHfeUg[ 33.3 277

59 JTestUandUtreatJHstrategyHforHcontrolHofHvwVHandHowrSHcanHleadHtoHaHdecreaseTHnotHanHincreaseTHofH
multidrugUresistantHvirusesVHClinicalfInfectiousfDiseasesTH2013THceTHbefUg 11.6 3

58 StructureHofHTqRHandHantigenHcomplexesHatHanHimmunodominantHqTzHepitopeHinHvwVU[HinfectionVH
ScientificfReportsTH2013THaTHaXge 4.9 25

57 ReplicationHfitnessHofHmultipleHnonnucleosideHreverseHtranscriptaseUresistantHvwVU[HvariantsHinHtheH
presenceHofHetravirineHmeasuredHbyHbcbHdeepHsequencingVHJournalfoffVirologyTH2013THfeTHffXcUe 6.6 8

56 uenotypicHanalysisHofHtheHVaHregionHofHvwVHfromHvirologicHnonrespondersHtoHmaravirocUcontainingH
regimensHrevealsHdistinctHpatternsHofHfailureVHAntimicrobialfAgentsfandfChemotherapyTH2013THceTHd[]]UaX 5.9 16

55 oHgenomeUtoUgenomeHanalysisHofHassociationsHbetweenHhumanHgeneticHvariationTHvwVU[HsequenceH
diversityTHandHviralHcontrolVHELifeTH2013TH]THeX[[]a 8.9 85

(2013-2015)
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54 MinorHcontributionHofHvzoHclassHwUassociatedHselectiveHpressureHtoHtheHvariabilityHofHvwVU[HaccessoryH
proteinHVpuVHBiochemicalfandfBiophysicalfResearchfCommunicationsTH2012THb][TH]g[Uc 3.4 7

53 qharacteristicsHandHoutcomesHofHinitialHvirologicHsuppressorsHduringHanalyticHtreatmentHinterruptionH
inHaHtherapeuticHvwVU[HgagHvaccineHtrialVHPLoSfONETH2012THeTHeab[ab 3.7 5

52 WholeHgenomeHdeepHsequencingHofHvwVU[HrevealsHtheHimpactHofHearlyHminorHvariantsHuponHimmuneH
recognitionHduringHacuteHinfectionVHPLoSfPathogensTH2012THfTHe[XX]c]g 7.6 270

51 outomatingHvwVHdrugHresistanceHgenotypingHwithHRsqallTHaHfreelyHaccessibleHsequenceHanalysisHtoolVH
JournalfoffClinicalfMicrobiologyTH2012THcXTH[gadUb] 9.7 126

50 qorrelatesHofHprotectiveHcellularHimmunityHrevealedHbyHanalysisHofHpopulationUlevelHimmuneHescapeH
pathwaysHinHvwVU[VHJournalfoffVirologyTH2012THfdTH[a]X]U[d 6.6 81

49 ominopeptidaseHsubstrateHpreferenceHaffectsHvwVHepitopeHpresentationHandHpredictsHimmuneH
escapeHpatternsHinHvwVUinfectedHindividualsVHJournalfoffImmunologyTH2012TH[ffTHcg]bUab 5.3 26

48 UncommonHpathwaysHofHimmuneHescapeHattenuateHvwVU[HintegraseHreplicationHcapacityVHJournalfoff
VirologyTH2012THfdTHdg[aU]a 6.6 28

47 wncreasinglyHsuccessfulHhighlyHactiveHantiretroviralHtherapyHdelaysHtheHemergenceHofHnewHvzoHclassH
wUassociatedHescapeHmutationsHinHvwVU[VHClinicalfInfectiousfDiseasesTH2012THcbTH[dc]Ug 11.6 8

46
PopulationUbasedHsequencingHofHtheHVaUloopHcanHpredictHtheHvirologicalHresponseHtoHmaravirocHinH
treatmentUnaiveHpatientsHofHtheHMsRwTHtrialVHJournalfoffAcquiredfImmunefDeficiencyfSyndromesf
oy999pTH2012THd[TH]egUfd

3.1 38

45 TechnicalHandHregulatoryHshortcomingsHofHtheHTaqManHversionH[HvwVHviralHloadHassayVHPLoSfONETH
2012THeTHebaff] 3.7 11

44
ReducedHreplicationHcapacityHofHκzbUaHrecombinantHvirusesHencodingHreverseH
transcriptaseUintegraseHsequencesHfromHvwVU[HeliteHcontrollersVHJournalfoffAcquiredfImmunef
DeficiencyfSyndromesfoy999pTH2011THcdTH[XXUf

3.1 52

43 refinitionHofHtheHviralHtargetsHofHprotectiveHvwVU[UspecificHTHcellHresponsesVHJournalfoffTranslationalf
MedicineTH2011THgTH]Xf 8.5 124

42 wnfluenceHofHuagUproteaseUmediatedHreplicationHcapacityHonHdiseaseHprogressionHinHindividualsH
recentlyHinfectedHwithHvwVU[HsubtypeHqVHJournalfoffVirologyTH2011THfcTHaggdUbXXd 6.6 42

41 tactorsHassociatedHwithHviralHreboundHinHvwVU[UinfectedHindividualsHenrolledHinHaHtherapeuticHvwVU[H
gagHvaccineHtrialVHJournalfoffInfectiousfDiseasesTH2011TH]XaTHgedUfa 7 27

40 ViralHadaptationHtoHimmuneHselectionHpressureHbyHvzoHclassHwUrestrictedHqTzHresponsesHtargetingH
epitopesHinHvwVHframeshiftHsequencesVHJournalfoffExperimentalfMedicineTH2010TH]XeTHd[Uec 16.6 43

39 wmpairedHreplicationHcapacityHofHacuteWearlyHvirusesHinHpersonsHwhoHbecomeHvwVHcontrollersVHJournalf
offVirologyTH2010THfbTHecf[Ug[ 6.6 107

38 uagUproteaseUmediatedHreplicationHcapacityHinHvwVU[HsubtypeHqHchronicHinfectionhHassociationsHwithH
vzoHtypeHandHclinicalHparametersVHJournalfoffVirologyTH2010THfbTH[Xf]XUa[ 6.6 71

37 sarlyHselectionHinHuagHbyHprotectiveHvzoHallelesHcontributesHtoHreducedHvwVU[HreplicationHcapacityH
thatHmayHbeHlargelyHcompensatedHforHinHchronicHinfectionVHJournalfoffVirologyTH2010THfbTH[[gaeUbg 6.6 101

Chanson J Brumme

6



36 sfficaciousHearlyHantiviralHactivityHofHvwVHuagUHandHPolUspecificHvzoUpH]eXcUrestrictedHqrfSHTHcellsVH
JournalfoffVirologyTH2010THfbTH[XcbaUce 6.6 72

35 TheHmajorHgeneticHdeterminantsHofHvwVU[HcontrolHaffectHvzoHclassHwHpeptideHpresentationVHScienceTH
2010THaaXTH[cc[Ue 33.3 884

34 QuantitativeHtraitHlociHforHqrbhqrfHlymphocyteHratioHareHassociatedHwithHriskHofHtypeH[HdiabetesHandH
vwVU[HimmuneHcontrolVHAmericanfJournalfoffHumanfGeneticsTH2010THfdTHffUg] 11 71

33 vzoUassociatedHviralHmutationsHareHcommonHinHhumanHimmunodeficiencyHvirusHtypeH[HeliteH
controllersVHJournalfoffVirologyTH2009THfaTHabXeU[] 6.6 62

32 TransmissionHandHlongUtermHstabilityHofHcompensatedHqrfHescapeHmutationsVHJournalfoffVirologyTH
2009THfaTHaggaUe 6.6 52

31 vzoUassociatedHalterationsHinHreplicationHcapacityHofHchimericHκzbUaHvirusesHcarryingHgagUproteaseH
fromHeliteHcontrollersHofHhumanHimmunodeficiencyHvirusHtypeH[VHJournalfoffVirologyTH2009THfaTH[bXUg 6.6 103

30 vumanHimmunodeficiencyHvirusHtypeH[UspecificHqrfSHTUcellHresponsesHduringHprimaryHinfectionHareH
majorHdeterminantsHofHtheHviralHsetHpointHandHlossHofHqrbSHTHcellsVHJournalfoffVirologyTH2009THfaTHedb[Uf 6.6 153

29
wmpactHofHselectHimmunologicHandHvirologicHbiomarkersHonHqrbHcellHcountHdecreaseHinHpatientsHwithH
chronicHvwVU[HsubtypeHqHinfectionhHresultsHfromHSinikithembaHqohortTHrurbanTHSouthHofricaVHClinicalf
InfectiousfDiseasesTH2009THbgTHgcdUdb

11.6 18

28
vzoUpceWpRcfX[HhumanHimmunodeficiencyHvirusHtypeH[HeliteHcontrollersHselectHforHrareHgagHvariantsH
associatedHwithHreducedHviralHreplicationHcapacityHandHstrongHcytotoxicHTUlymphocyteH[corrected]H
recognitionVHJournalfoffVirologyTH2009THfaTH]ebaUcc

6.6 225

27 odaptationHofHvwVU[HtoHhumanHleukocyteHantigenHclassHwVHNatureTH2009THbcfTHdb[Uc 50.4 361

26 vzoUassociatedHimmuneHescapeHpathwaysHinHvwVU[HsubtypeHpHuagTHPolHandHκefHproteinsVHPLoSfONETH
2009THbTHeddfe 3.7 131

25
MarkedHepitopeUHandHalleleUspecificHdifferencesHinHratesHofHmutationHinHhumanHimmunodeficiencyH
typeH[HPvwVU[QHuagTHPolTHandHκefHcytotoxicHTUlymphocyteHepitopesHinHacuteWearlyHvwVU[HinfectionVH
JournalfoffVirologyTH2008THf]THg][dU]e

6.6 152

24 qrbUdependentHcharacteristicsHofHcoreceptorHuseHandHvwVHtypeH[HVaHsequenceHinHaHlargeHpopulationH
ofHtherapyUnaiveHindividualsVHAIDSfResearchfandfHumanfRetrovirusesTH2008TH]bTH][gU]f 1.6 21

23 PhylogeneticHdependencyHnetworkshHinferringHpatternsHofHqTzHescapeHandHcodonHcovariationHinH
vwVU[HuagVHPLoSfComputationalfBiologyTH2008THbTHe[XXX]]c 5 98

22 ueneticHcharacterizationHofHhumanHimmunodeficiencyHvirusHtypeH[HinHeliteHcontrollershHlackHofHgrossH
geneticHdefectsHorHcommonHaminoHacidHchangesVHJournalfoffVirologyTH2008THf]THfb]]UaX 6.6 107

21 vumanHleukocyteHantigenUspecificHpolymorphismsHinHvwVU[HuagHandHtheirHassociationHwithHviralHloadH
inHchronicHuntreatedHinfectionVHAidsTH2008TH]]TH[]eeUfd 3.5 60

20
TheHrelationshipHbetweenHresistanceHandHadherenceHinHdrugUnaiveHindividualsHinitiatingHvooRTHisH
specificHtoHindividualHdrugHclassesVHJournalfoffAcquiredfImmunefDeficiencyfSyndromesfoy999pTH2008TH
bgTH]ddUe[

3.1 46

19 ontigenHloadHandHviralHsequenceHdiversificationHdetermineHtheHfunctionalHprofileHofHvwVU[UspecificH
qrfSHTHcellsVHPLoSfMedicineTH2008THcTHe[XX 11.6 181

(2008-2010)
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18 svidenceHofHdifferentialHvzoHclassHwUmediatedHviralHevolutionHinHfunctionalHandHaccessoryWregulatoryH
genesHofHvwVU[VHPLoSfPathogensTH2007THaTHegb 7.6 139

17 ReplyHtoHWatersHetHalVVHClinicalfInfectiousfDiseasesTH2007THbcTH[]bbU[]bc 11.6

16 oHsimpleHscreeningHapproachHtoHreduceHpRceX[UassociatedHabacavirHhypersensitivityHonHtheHbasisHofH
sequenceHvariationHinHvwVHreverseHtranscriptaseVHClinicalfInfectiousfDiseasesTH2007THbbTH[cXaUf 11.6 31

15 sffectsHofHhumanHleukocyteHantigenHclassHwHgeneticHparametersHonHclinicalHoutcomesHandHsurvivalH
afterHinitiationHofHhighlyHactiveHantiretroviralHtherapyVHJournalfoffInfectiousfDiseasesTH2007TH[gcTH[dgbUeXb7 26
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