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n Paper IF Citations

75 sKglobalKreferenceKforKhumanKgeneticKvariationYKNatureWK2015WKgdhWKhjXif 50.4 8599

74 snKintegratedKsoftwareKsystemKforKanalyzingKuh™PXchipKandKuh™PXseqKdataYKNaturehBiotechnologyWK
2008WKdhWKcdkeXebb 44.5 604

73 StatisticalKinferencesKforKisoformKexpressionKinKRNsXSeqYKBioinformaticsWK2009WKdgWKcbdhXed 7.2 360

72 SeqℓaplKmappingKmassiveKamountKofKoligonucleotidesKtoKtheKgenomeYKBioinformaticsWK2008WKdfWKdekgXh 7.2 354

71 vetectionKofKspliceKjunctionsKfromKpairedXendKRNsXseqKdataKbyKSpliceℓapYKNucleichAcidshResearchWK
2010WKejWKfgibXj 20.1 255

70 viversityKofKtheKvaginalKmicrobiomeKcorrelatesKwithKpretermKbirthYKReproductivehSciencesWK2014WKdcWKedXfb3 183

69 sKPotentKandKSelectiveKSmallXℓoleculeKvegraderKofKSTsTeKschievesKuompleteKTumorKRegressionK
™n´ VivoYKCancerhCellWK2019WKehWKfkjXgccYeci 24.3 181

68 ℓodelingKnonXuniformityKinKshortXreadKratesKinKRNsXSeqKdataYKGenomehBiologyWK2010WKccWKRgb 18.3 146

67 uomparativeKanalysisKofKcirculatingKtumorKvNsKstabilityK™nKKwvTsWKStreckWKandKuellSaveKbloodK
collectionKtubesYKClinicalhBiochemistryWK2016WKfkWKcegfXcehb 3.5 141

66 wxpansionKofKuTusKfromKearlyKstageKlungKcancerKpatientsKusingKaKmicrofluidicKcoXcultureKmodelYK
OncotargetWK2014WKgWKcdejeXki 3.3 134

65 snalysisKofKtheKandrogenKreceptorXregulatedKlncRNsKlandscapeKidentifiesKaKroleKforKsRóNucKinK
prostateKcancerKprogressionYKNaturehGeneticsWK2018WKgbWKjcfXjdf 36.3 124

64 TargetedKvegradationKofKtwTKProteinsKinKTripleXNegativeKtreastKuancerYKCancerhResearchWK2017WKiiWKdfihXdfji10.1 115

63 TheKdynamicsKofKtheKvaginalKmicrobiomeKduringKinfertilityKtherapyKwithKinKvitroKfertilizationXembryoK
transferYKJournalhofhAssistedhReproductionhandhGeneticsWK2012WKdkWKcbgXcg 3.4 94

62 zumanKtranscriptomeKarrayKforKhighXthroughputKclinicalKstudiesYKProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaWK2011WKcbjWKeibiXcd 11.5 91

61 uomprehensiveKmultiXcenterKassessmentKofKsmallKRNsXseqKmethodsKforKquantitativeKmiRNsK
profilingYKNaturehBiotechnologyWK2018WKehWKifhXigi 44.5 85

60 TheKgeneticKregulatoryKsignatureKofKtypeKdKdiabetesKinKhumanKskeletalKmuscleYKNatureh
CommunicationsWK2016WKiWKccihf 17.4 82

59 ℓsvSlKaKnewKandKimprovedKmethodKforKanalysisKofKdifferentialKalternativeKsplicingKbyKexonXtilingK
microarraysYKRnaWK2008WKcfWKcfibXk 5.8 78
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58 sKnovelKRNsKinKsituKhybridizationKassayKforKtheKlongKnoncodingKRNsKSuhósPcKpredictsKpoorKclinicalK
outcomeKafterKradicalKprostatectomyKinKclinicallyKlocalizedKprostateKcancerYKNeoplasiaWK2014WKchWKccdcXi 6.4 71

57 warlyKroleKforK™óXhKsignallingKduringKgenerationKofKinducedKpluripotentKstemKcellsKrevealedKbyK
heterokaryonKRNsXSeqYKNaturehCellhBiologyWK2013WKcgWKcdffXgd 23.4 69

56 vevelopmentKofKPeptidomimeticK™nhibitorsKofKtheKwRyKyeneKxusionKProductKinKProstateKuancerYK
CancerhCellWK2017WKecWKgedXgfjYei 24.3 57

55 StatisticalKℓodelingKofKRNsXSeqKvataYKStatisticalhScienceWK2011WKdhWK 2.4 53

54 ™dentifiabilityKofKisoformKdeconvolutionKfromKjunctionKarraysKandKRNsXSeqYKBioinformaticsWK2009WKdgWKebghXk7.2 51

53 TheKinKvivoKendothelialKcellKtranslatomeKisKhighlyKheterogeneousKacrossKvascularKbedsYKProceedingsh
ofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaWK2019WKcchWKdehcjXdehdf 11.5 50

52 TrastuzumabKresistanceKinducesKwℓTKtoKtransformKzwRdSVTKPTwNSXTKtoKaKtripleKnegativeKbreastK
cancerKthatKrequiresKuniqueKtreatmentKoptionsYKScientifichReportsWK2015WKgWKcgjdc 4.9 43

51 xastKandKaccurateKreadKalignmentKforKresequencingYKBioinformaticsWK2012WKdjWKdehhXie 7.2 37

50 óabelXfreeKabsoluteKproteinKquantificationKwithKdataXindependentKacquisitionYKJournalhofhProteomics
WK2019WKdbbWKgcXgk 3.9 32

49 urossXhybridizationKmodelingKonKsffymetrixKexonKarraysYKBioinformaticsWK2008WKdfWKdjjiXke 7.2 32

48 NovelKcancerKstemKcellKtargetsKduringKepithelialKtoKmesenchymalKtransitionKinKPTwNXdeficientK
trastuzumabXresistantKbreastKcancerYKOncotargetWK2016WKiWKgcfbjXgcfdd 3.3 32

47 wxpressionKofKPvócKStiXzcTKteforeKandKsfterKNeoadjuvantKuhemotherapyKinKUrothelialKuarcinomaYK
EuropeanhUrologyhFocusWK2016WKcWKdhgXdhj 5.1 31

46 UsingKuisyenomeKtoKanalyzeKuh™PXchipKandKuh™PXseqKdataYKCurrenthProtocolshinhBioinformaticsWK2011WK
uhapterKdWKUnitdYce 24.2 31

45 uisyenomeKtrowserlKaKflexibleKtoolKforKgenomicKdataKvisualizationYKBioinformaticsWK2010WKdhWKcijcXd 7.2 31

44
uomparisonKofKproteinKexpressionKbetweenKhumanKliversKandKtheKhepaticKcellKlinesKzepydWKzepetWK
andKzuhiKusingKSWsTzKandKℓRℓXzRKproteomicslKxocusingKonKdrugXmetabolizingKenzymesYKDrugh
MetabolismhandhPharmacokineticsWK2018WKeeWKceeXcfb

2.2 30

43 ℓultivariateKvensityKwstimationKbyKtayesianKSequentialKPartitioningYKJournalhofhthehAmericanh
StatisticalhAssociationWK2013WKcbjWKcfbdXcfcb 2.8 26

42
xrequentKdiscordanceKbetweenKwRyKgeneKrearrangementKandKwRyKproteinKexpressionKinKaKrapidK
autopsyKcohortKofKpatientsKwithKlethalWKmetastaticWKcastrationXresistantKprostateKcancerYKProstateWK
2014WKifWKcckkXdbj

4.2 25

41 RNsXSeqKaccuratelyKidentifiesKcancerKbiomarkerKsignaturesKtoKdistinguishKtissueKofKoriginYKNeoplasiaWK
2014WKchWKkcjXdi 6.4 25
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40 PerformanceKofKlateralKflowKdeviceKandKgalactomannanKforKtheKdetectionKofKsspergillusKspeciesKinK
bronchoalveolarKfluidKofKpatientsKatKriskKforKinvasiveKpulmonaryKaspergillosisYKMycosesWK2015WKgjWKehjXif 5.2 22

39 yestaltXbasedKfeatureKsimilarityKmeasureKinKtrademarkKdatabaseYKPatternhRecognitionWK2006WKekWKkjjXcbbc7.7 22

38 rSeqvifflKdetectingKdifferentialKisoformKexpressionKfromKRNsXSeqKdataKusingKhierarchicalKlikelihoodK
ratioKtestYKPLoShONEWK2013WKjWKeikffj 3.7 21

37 ProgrammedKveathXligandKcKwxpressionKinKUpperKTractKUrothelialKuarcinomaYKEuropeanhUrologyh
FocusWK2017WKeWKgbdXgbk 5.1 18

36 TheKgenomicKlandscapeKofKUℓXSuuKoralKcavityKsquamousKcellKcarcinomaKcellKlinesYKOralhOncologyWK
2018WKjiWKcffXcgc 4.4 16

35 TargetingKóRPjKinhibitsKbreastKcancerKstemKcellsKinKtripleXnegativeKbreastKcancerYKCancerhLettersWK
2018WKfejWKchgXcie 9.9 16

34 StatisticalKpropertiesKofKanKearlyKstoppingKruleKforKresamplingXbasedKmultipleKtestingYKBiometrikaWK
2012WKkkWKkieXkjb 2 15

33 vifferentialKregulationKofKtheKcXℓycaóindjKaxisKdiscriminatesKsubclassesKofKrearrangedKℓóóK
leukemiaYKOncotargetWK2016WKiWKdgdbjXde 3.3 15

32 TheKmolecularKlandscapeKofKtheKUniversityKofKℓichiganKlaryngealKsquamousKcellKcarcinomaKcellKlineK
panelYKHeadhandhNeckWK2019WKfcWKeccfXecdf 4.2 14

31 veterminingKslleleXSpecificKProteinKwxpressionKSsSPwTKUsingKaKNovelKQuantitativeKuoncatamerK
tasedKProteomicsKℓethodYKJournalhofhProteomehResearchWK2018WKciWKehbhXehcd 5.6 14

30 ℓinimizingKSumKofKTruncatedKuonvexKxunctionsKandK™tsKspplicationsYKJournalhofhComputationalhandh
GraphicalhStatisticsWK2019WKdjWKcXcb 1.4 13

29
RationaleKforKUsingK™rreversibleKwpidermalKyrowthKxactorKReceptorK™nhibitorsKinKuombinationKwithK
PhosphatidylinositolKeXKinaseK™nhibitorsKforKsdvancedKzeadKandKNeckKSquamousKuellKuarcinomaYK
MolecularhPharmacologyWK2019WKkgWKgdjXgeh

4.3 11

28 rSeqNPlKaKnonXparametricKapproachKforKdetectingKdifferentialKexpressionKandKsplicingKfromK
RNsXSeqKdataYKBioinformaticsWK2015WKecWKddddXf 7.2 11

27 TestingKtheKperformanceKofKaKprototypeKlateralKflowKdeviceKusingKbronchoalveolarKlavageKfluidKforK
theKdiagnosisKofKinvasiveKpulmonaryKaspergillosisKinKhighXriskKpatientsYKMycosesWK2018WKhcWKfXcb 5.2 11

26 yenomeXwideKpQTóKanalysisKofKproteinKexpressionKregulatoryKnetworksKinKtheKhumanKliverYKBMCh
BiologyWK2020WKcjWKki 7.3 11

25 sKdirectKcomparisonKofKtheKKtâ�¢KtasecallerKandKphredKforKidentifyingKtheKbasesKfromKvNsK
sequencingKusingKchainKterminationKchemistryYKBMChResearchhNotesWK2010WKeWKdgi 2.3 9

24 ™dentifyingK™nteractionKulustersKforKℓiRNsKandKℓRNsKPairsKinKTuysKNetworkYKGenesWK2019WKcbWK 4.2 8

23 SingleXuellKTranscriptomicsKsnalysisK™dentifiesKNuclearKProteinKcKasKaKRegulatorKofKvocetaxelK
ResistanceKinKProstateKuancerKuellsYKMolecularhCancerhResearchWK2020WKcjWKcdkbXcebc 6.6 8
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22 vissectingKtheKbiologicalKrelationshipKbetweenKTuysKmiRNsKandKmRNsKsequencingKdataKusingK
ℓℓiRNsXViewerYKBMChBioinformaticsWK2016WKciWKeeh 3.6 8

21 sKUnifiedKℓodelKforK ointKNormalizationKandKvifferentialKyeneKwxpressionKvetectionKinKRNsXSeqK
vataYKIEEE/ACMhTransactionshonhComputationalhBiologyhandhBioinformaticsWK2019WKchWKffdXfgf 3 8

20 xastKapproximationKofKsmallKpXvaluesKinKpermutationKtestsKbyKpartitioningKtheKpermutationsYK
BiometricsWK2018WKifWKckhXdbh 1.8 8

19 uorrelatingKbladderKcancerKriskKgenesKwithKtheirKtargetingKmicroRNssKusingKℓℓiRNsXTarYKGenomicsvh
ProteomicshandhBioinformaticsWK2015WKceWKciiXjd 6.5 7

18 uombinedKpgeXKandKPTwNXdeficiencyKactivatesKexpressionKofKmesenchymeKhomeoboxKcKSℓwOXcTK
requiredKforKgrowthKofKtripleXnegativeKbreastKcancerYKJournalhofhBiologicalhChemistryWK2020WKdkgWKcdcjjXcddbd5.4 6

17 snKoptimizationKalgorithmKforKdesigningKphaseK™KcancerKclinicalKtrialsYKContemporaryhClinicalhTrialsWK
2008WKdkWKcbdXj 2.3 6

16 KnowledgeXbasedKreconstructionKofKmRNsKtranscriptsKwithKshortKsequencingKreadsKforK
transcriptomeKresearchYKPLoShONEWK2012WKiWKeecffb 3.7 6

15 sKpenalizedKlikelihoodKapproachKforKrobustKestimationKofKisoformKexpressionYKStatisticshandhItsh
InterfaceWK2015WKjWKfeiXffg 0.4 6

14 uoncurrentKnuclearKwRyKandKℓYuKproteinKoverexpressionKdefinesKaKsubsetKofKlocallyKadvancedK
prostateKcancerlKPotentialKopportunitiesKforKsynergisticKtargetedKtherapeuticsYKProstateWK2016WKihWKjfgXge4.2 6

13 xalseKviscoveryKRateKuontrolKinKuancerKtiomarkerKSelectionKUsingKKnockoffsYKCancersWK2019WKccWK 6.6 5

12 ulinicopathologicKcharacteristicsKofKanteriorKprostateKcancerKSsPuTWKincludingKcorrelationKwithK
previousKbiopsyKpathologyYKMedicalhOncologyWK2015WKedWKdfk 3.7 5

11 tayesianKsnalysisKofKRNsXSeqKvataKUsingKaKxamilyKofKNegativeKtinomialKℓodelsYKBayesianhAnalysisWK
2018WKceWKfccXfeh 2.3 5

10 VariabilityKinKproteinKcargoKdetectionKinKtechnicalKandKbiologicalKreplicatesKofKexosomeXenrichedK
extracellularKvesiclesYKPLoShONEWK2020WKcgWKebddjjic 3.7 4

9 uomputationalKsspectsKofKOptionalKPˆ‡lyaKTreeYKJournalhofhComputationalhandhGraphicalhStatisticsWK
2016WKdgWKebcXedb 1.4 4

8 sccurateKandKefficientKestimationKofKsmallKPXvaluesKwithKtheKcrossXentropyKmethodlKapplicationsKinK
genomicKdataKanalysisYKBioinformaticsWK2019WKegWKdffcXdffj 7.2 4

7 UnitXxreeKandKRobustKvetectionKofKvifferentialKwxpressionKfromKRNsXSeqKvataYKStatisticshinh
BiosciencesWK2017WKkWKcijXckk 1.5 3

6 yeneticKanalysisKofKsinonasalKundifferentiatedKcarcinomaKdiscoversKrecurrentKSW™aSNxKalterationsK
andKaKnovelKPysPeXSRPKcKfusionKgeneYKBMChCancerWK2021WKdcWKheh 4.8 1

5  ointKbetweenXsampleKnormalizationKandKdifferentialKexpressionKdetectionKthroughKâ��XregularizedK
regressionYKBMChBioinformaticsWK2019WKdbWKgke 3.6 1

(2019-2016)
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4 xalseKdiscoveryKcontrolKforKpenalizedKvariableKselectionsKwithKhighXdimensionalKcovariatesYK
StatisticalhApplicationshinhGeneticshandhMolecularhBiologyWK2018WKciWK 1.2 1

3 sdvancementKofKP™eKKinaseK™nhibitorKuombinationKTherapiesKforKP™eKXsberrantKuhordomaYYKJournalh
ofhNeurologicalhSurgeryvhParthB:hSkullhBaseWK2022WKjeWKjiXkj 1.5 0

2 vifferentialKRegulationKofKcXℓycaóindjKviscriminatesKSubclassesKofKRearrangedKℓóóKóeukemiaYK
BloodWK2015WKcdhWKcheXche 2.2

1 ResponseKtoKtheKuommentsKonKMveterminingKslleleXSpecificKProteinKwxpressionKSsSPwTKUsingKaK
NovelKQuantitativeKuoncatamerKProteomicsKℓethodMYKJournalhofhProteomehResearchWK2019WKcjWKcfgjXcfgk5.6
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