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Epigenetic control of breast cancer susceptibility.. Journal of Clinical Oncology, 2020, 38, 1560-1560.
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prevention in overweight/ obese women. Cancer Research, 2020, 80, P1-13-03-P1-13-03.
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Free Fatty Acids Rewire Cancer Metabolism in Obesity-Associated Breast Cancer via Estrogen Receptor 0.9 81
and mTOR Signaling. Cancer Research, 2019, 79, 2494-2510. :

Abstract 4641: Metabolic reprogramming of the breast contributes to a cancer promoting milieu.
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Normal Breast-Derived Epithelial Cells with Luminal and Intrinsic Subtype-Enriched Gene Expression
Document Interindividual Differences in Their Differentiation Cascade. Cancer Research, 2018, 78, 0.9 42
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Neuroblastoma tumorigenesis is regulated through the Nm23-H1/h-Prune C-terminal interaction.

Scientific Reports, 2013, 3, 1351. 3.3 34
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