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Phylogenetic relationships among Rhacophorinae (Rhacophoridae, Anura, Amphibia), with an emphasis
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Coalescent-based delimitation outperforms distance-based methods for delineating less divergent

species: the case of Kurixalus odontotarsus species group. Scientific Reports, 2017, 7, 16124. 3.3 29

Chromosome-level assembly of the mustache toad genome using third-generation DNA sequencing and
Hi-C analysis. GigaScience, 2019, 8, .

Multiple independent structural dynamic events in the evolution of snake mitochondrial genomes. 0.8 16
BMC Genomics, 2018, 19, 354. :

The reanalysis of biogeography of the Asian tree frog,<i>Rhacophorus</i> (Anura: Rhacophoridae):
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A new species of Kurixalus from western Yunnan, China (Anura, Rhacophoridae). ZooKeys, 2018, 770,
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A new species of the genus Kurixalus from Yunnan, China (Anura, Rhacophoridae). ZooKeys, 2017, 694,
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A new species of the genus Pareas (Squamata, Pareidae) from Yunnan, China. ZooKeys, 2021, 1011, 121-138.

Genomic insights into the evolution of the critically endangered softa€shelled turtle <i>Rafetus 48 °
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Bv8-Like Toxin from the Frog Venom of Amolops jingdongensis Promotes Wound Healing via the
Interleukin-1 Signaling Pathway. Toxins, 2020, 12, 15.
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Molecular identification and phylogenetic position of Cuora yunnanensis. Science Bulletin, 2007, 52,
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A new species of Cyrtodactylus Gray, 1827 (Squamata, Gekkonidae) from Yunnan, China. ZooKeys, 2021, 11 4
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Cryptic diversity and phylogeography of the Rhabdophis nuchalis group (Squamata: Colubridae).
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The complete mitochondrial genome of Amyda cartilaginea (Testudines: Trionychidae). Mitochondrial 0.4 3
DNA Part B: Resources, 2020, 5, 3652-3654. .

A new species of Cyrtodactylus Gray, 1827 (Squamata: Gekkonidae) from Western Yunnan, China.
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»;A new species of Cyrtodactylus Gray, 1827 (Squamata, Gekkonidae) from southwestern Yunnan, China. 11 3
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