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Molecular characterization of myotonic dystrophy fibroblast cell lines for use in small molecule
screening. IScience, 2022, 25, 104198.

Mice lacking MBNL1 and MBNL2 exhibit sudden cardiac death and molecular signatures recapitulating
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Transcriptome alterations in myotonic dystrophy frontal cortex. Cell Reports, 2021, 34, 108634.

Automated Intracellular Pharmacological Electrophysiology for Ligand-Gated lonotropic Receptor
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Molecular mechanisms underlying nucleotide repeat expansion disorders. Nature Reviews Molecular
Cell Biology, 2021, 22, 589-607.
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Cell Biology, 2021, 22, 581-582.

High-content imafe-based analysis and proteomic profiling identifies Tau phosphorylation inhibitors
in a human iPSC-derived glutamatergic neuronal model of tauopathy. Scientific Reports, 2021, 11, 17029.

Microtubule-based transport is essential to distribute RNA and nascent protein in skeletal muscle.
Nature Communications, 2021, 12, 6079.

Repeat length increases disease penetrance and severity in <i>C9orf72<[i> ALS/FTD BAC transgenic mice.
Human Molecular Genetics, 2021, 29, 3900-3918.

Transcriptome-wide organization of subcellular microenvironments revealed by ATLAS-Seq. Nucleic
Acids Research, 2020, 48, 5859-5872.

Sleep disorders in myotonic dystrophies. Muscle and Nerve, 2020, 62, 309-320.

Structure-Specific Cleavage of an RNA Repeat Expansion with a Dimeric Small Molecule Is
Advantageous over Sequence-Specific Recognition by an Oligonucleotide. ACS Chemical Biology, 2020,
15, 485-493.

A Toxic RNA Catalyzes the Cellular Synthesis of Its Own Inhibitor, Shunting It to Endogenous Decay
Pathways. Cell Chemical Biology, 2020, 27, 223-231.e4.

Small-molecule targeted recruitment of a nuclease to cleave an oncogenic RNA in a mouse model of
metastatic cancer. Proceedings of the National Academy of Sciences of the United States of America,
2020, 117, 2406-2411.

A CTG repeat-selective chemical screen identifies microtubule inhibitors as selective modulators of
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Cell-type-specific dysregulation of RNA alternative splicing in short tandem repeat mouse knockin
models of myotonic dystrophy. Genes and Development, 2019, 33, 1635-1640.
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Culturing C2C12 myotubes on micromolded gelatin hydrogels accelerates myotube maturation.
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Precise small-molecule cleavage of an r(CUG) repeat expansion in a myotonic dystrophy mouse model.
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Transcriptome alterations in myotonic dystrophy skeletal muscle and heart. Human Molecular
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Antagonistic regulation of mRNA expression and splicing by CELF and MBNL proteins. Genome
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